• 



# 



ORF Name 



NT ID 



24S440S6 c2 jyb 



T7T£~ 



— — Score Probability 

AAID Length Length ~ 

9 . 5e-69 



[33TT 



Protein name 



Description 



Locus Name 



sp:PDXBJi!<JoLl 



Acc# 



P05459 



□ 



ORF Name 



NTID 



— — score Probability 

AAID Length Length • 



I2454S461 rl iy 



[T7TT 



16939 



|5.5e-8S 



Protein name 



Locus Name 



tetracycline resistance element mobilization 
regulatory protein rteC ; 



Description 



ORF Name 



NTID 



|M^7.2b.U..±l...B.4 1 1X718" 



Protein name 
acetylglutamate Kinase 



Description 



|pir:A^692 7' 



Acc# 



A36927 



— — Score Probability 

AAID Length Length 



[TTT 



Locus Name 



pir :Fb ym 



Acc# 



F69111 



ORF Name 



NTID 



TTTT 



Protein name 



Description 



— — Score Probability 



AAID Length Length 



Locus Name 



auxm-responsive tiHi-iiKe protein 



IgpiATAciuubiyb 



Acc# 



AC005396 



ompiete 



Arabidopsis thaliana chromosome ll SAcJ Tafal^O genomic sequence 
sequence. 



501 



NT 



AA 



ORF Name 



NTID 



124650067 ±3 257 



T72TT 



AAID Length Length 

— 



Score Probability 



TTT 



Protein name 

Description 
INO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



Z^63.b.2.aZ...t3....17.6. 



TTZT 



AAID Length Length 

— 



Score Probability 



Protein name 

Description 
IMO-HIT 



Locus Name 



Ace# 



NT 



AA 



ORF Name 



NTID 



AAID 



M7.8.m6...±3....i9.8. I KTFI 



Length Length 



Score Probability 
1161 



2.2erl5 



Protein name 



Locus Name 



sp:REP_BUCAP 



Acc# 



051889 



Description 
ATP -DEPENDENT DNA HELICASE.REP, 



NT 



AA 



ORF Name 



\ZS;±9&&11.±X...6& I vrm 



NTID AAID Length Length 

P¥5 — 



Score Probability 



7.3e-33 



Protein name 



Locus Name 



unknown 



gp:AP144875 



Acc# 



AF144879 



Description 

Leptospira interrogans rro locus, complete sequence. 



502 



NT 



AA 



ORF Name 



NTID 



|2557d^Ul_tl_7u 



11724 



AAID Length Length 

1 



TO 



Score Probability 
ll.le-bl 



[BT7 



Protein name 



Description 



Locus Name 
|sp:LWAj4A<JNu 



Acc# 
P39907 



13 



NT 



AA 



ORF Name 



NTID 



I2S9S37 ±2 111 



IT775" 



AAID Length Length 
[TT77 



Score Probability 



[UTTT 



Protein name 



Locus Name 



Acc# 



tetracycline resistance prote in tecgrretA^g^ | jpir:i4Uisa~ 



Description 



ORF Name 



NT 



AA 



liS.HM'A^^b.O. I 



NTID AAID Length Length 



[7TJT" 



12112 



Score Probability 



| 1.6e-24 



Protein name 
mobilization protein l! 



Locus Name 

1 Igp^^' 118243 ^ 



Acc# 
AF118243 



Description 



Bacteroides tragxlis mobilization pro tein C (mobU) gene, campletecas . 



ORF Name 



NT AA score Probability 

NTID AAID Length Length - 



TTTT 



WWW 



Protein name 



Locus Name 



Acc# 



jET< 



Description 
'O-HIT 



503 



NT 



AA 



ORF Name 



NT ID 



AAID 



126571900 13 173 



Length Length 



Score Probability 



TOT" 



Protein name 

Description 
(MO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



|2^a44i.7...±i...s.i I 



'6951" 



3.4e-25 



Protein name 



Description 



Locus Name 



|sp:HS90_POnAN 



Acc# 



043109 



INCOMPATIBILITY MOC-E) 



ORF Name 



NTID 



AAID 



NT AA 
T ~ I., Score Probability 
Length Length ; 



i&fiflLttfiLii„±2L.;.i3L2 1 [T7TTJ 



^T 



£1T3 1 [£Tfr 



Protein name 

Description 
HO- HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



1731 



AAID Length Length 



Score Probability 

wn — 



4 . 6e-91 



Protein name 



Locus Name 



ABC transporter (ATP -binding protein) homo log 
ygaD 



pir:<3«815 



Acc# 



G69815 



Description 



504 



ORF Name 



26&18752 c2 422 



Protein name 

Description 
NO-HIT 



NT 



AA 



NTID 



AAID 



1732 



Length Length 



Score Probability 



hocus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



AAID 



2a2.ai25„±a„.254 i rm 



Length Length 



Score Probability 



T£TT 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



2.aM4216....al...ll.7. I 117!? 



AAID Length Length 
6956 



Score Probability 
FT3 



0 . 032 



Protein name 



Locus Name 



M protein precursor 



pir:£6085& 



Acc# 



S 6 OB'S 8 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



2M7M1...12....M.. 



Length Length 
TT7" 



Score Probability 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



1$53.116/L±1...19.1 I fT7^ 



Length Length 



Score Probability 
2.4e-lS 



Protein name 



Locus Name 



hypothetical protein Rv0597c 



Acc# 



H70908 



Description 



505 



ORF Name 



29869676 ti 44 



Protein name 



Description 



NT 



AA 



NTID 



AAIP Length Length 



Score 



TTTT 



Probability 
2.7e-09 



Locus Name 



sp : PRIM__Lifc4Mu 



Acc# 



P47762 



ORF Name 



31736291 t2 yj 



Protein name 



Description 



MO-HIT 



NT 



AA 



NTID 



AAID 



Length Length 
TTT 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



TTTT 



Length Length 
BUT 



Score Probability 



2£T 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 
NO-HIT 



NT 



NTID 



AAID 



P74TT 



Length Length 



— Score Probability 



Locus Name 



Acc# 



506 



NT 



AA 



ORF Name 



NT ID 



ci 351 



T7TT 



AAID Length Length 




Score Probability 



12424 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



m4S2SS,..cSi.„13.ft I FTTTZ 



AAID Length Length 
5353 



Score Probability 



Protein name 

Description 
INO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



i.3.3.y.aa5.s....t2L...ii.a i 11743 



Length Length 



1962 



Score Probability 
i.5e-i0 



Protein name 



Locus Name 



sp;V0LD_BPP2 



Acc# 



P13520 



Description 
OVERCOMING LYSOSEMIiiSATIOM. DEFECT PROTEIN 



ORF Name 



NTID 



— T — - Score Probability 
AAID Length Length — ~ jL - 



1744 



T37T 



I2.2e-14 



Protein name 



Locus Name 



putative RNA polymerase sigma ractor (ECE^ 



gp:SCE46 



ACC# 



AL133252 



Description 

Streptomyces coelicolor cosmid E46, 



507 



NT 



AA 



ORF Name 



NT ID 



34037503 t3 170 



1745 



AAID Length Length 
6967 



Score Probability 



35" 



Protein name 

Description 
[NO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length — JL 



M0AMil..±2„.13.a 



r7TT 



Protein name 

Description 
[NO-HIT ~ 



Locus Name 



Acc# 



ORF Name 



NTID 



NT AA 

_ _ T — ^ _ — Score Probability 
AAID Length Length 



T7TT 



WTT 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



3.il&3A0.2..±1...2&. 



1748 



AAID Length Length 
TIE" 



Score Probability 



Protein name 

Description 
[MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



\2A19.9±B.1..±1J112 I 



AAID Length Length 

mu — 



Score Probability 

rrrrs — 



Protein name 



Locus Name 



maturase- related, protein (mtL intronj 



pir :S77648 



Acc# 



S77648 



Description 



508 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



34268S7& tl 2 1 / 



TT5U~ 



6972 



0.00:44 



Protein name 



Locus Name 



glucosidase 11 beta-subunit 



gp:AF0£606l 



Acc# 



AF066061 



Description 



Mus musculus giucosidase 11 be ta-subumt gene, aicernativexyspiiced 
products, partial cds. 



ORF Name 



3S171W7 cl ibu 



Protein name 



NTID 



NT 



AA 



AAID Length Length 

— 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



T75T" 



AAID 



NT 



AA 



Length Length 
253 



Score Probability 



T5T" 



Locus Name 



Acc# 



Description 



NO-HIT 



509 




ORF Name 


NT ID 


AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


393337b__c3_b20 


1754 


6976 


430 1293 


0.017 


Protein name 








Locus Name 


Acc# 


I hypothetxcai protexn 






| pir:B7^24^ 


B72242 


Description 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


i0.0.7.6J.b....cl...b.2.i 


1755 


6977 


J93 


282 




Protein name 








Locus Name 


Acc# 


Description 












NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


— , Score 
Length 


Probability 


4146.&:/.^1^5.b 


1756 


6978 


232 


699 479 


1.5e-4b 


Protein name 








Locus Name 


Acc# 










sprYLCAJ^oLl 


P77380 


Description 














PROTEIN YLCA 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


ftl^b.0.U..±2...1b0. 


1757 


6979 


367 


1104 510 


7.9e-4y 


Protein name 








Locus Name 


Acc# 


[ conserved hypotnetical protein aq__±z24 


"| pir:G7o4ob 


G70405 


Description 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




175^ 


6980 


190 


573 259 


3.1e-^2 


Protein name 








Locus Name 


Acc# 


| shikimate kinase 








"| pir:A70487 


A70487 



Description 



510 



ORF Name 



4298525 c2 39V 



Protein name 



syntnase, 



Description 



NT ID 



TTZT 



16981 



NT 



AA 



AAID Length Length 



11275' 



Score Probabi lity 



Locus Name 



|pir:S6«84iS 



7.4e-I17 



Acc# 



G69842 



ORF Name 



NTID 



Protein name 



4i(imL.ti„ill. I 



AAID 



NT 



AA 



Length Length 
W9 



Score Probability 



277T 



Locus Name 



Acc# 



Description 
WO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



hypothetical protein PH0424 



Description 



NT AA 

— , — , Score Probability 
Length Length — - 



Locus Name 



pir:A71153 



2.9e-37 



Acc# 



A71153 



ORF Name 



NTID 



4.1$.0.ai.±±..±&$. I [T7S2 



Protein name 



AAID 



NT AA 

— — Score Pr obabilit y 
Length Length — i - 



1 1132 



Locus Name 



Acc# 



Description 

NO-HIT 



ORF Name 



Protein name 



NTID 



T7ST 



AAID 



NT AA 

— _ — ^ Score Probability 
Length Length — ^ 



Locus Name 



Acc# 



Description 
MO-HIT " 



511 



NT 



AA 



ORF Name 



NTID 



483462S hi 212 



T7&T 



AAID Length Length 
1371 



Protein name 



copper resistance sensor Kinase pcoS: copper 
sensor 



Description 



Score Probability 
TIZ 



|4.2e-30 



Locus Name 



Acc# 



pir:S52258 



NT 



AA 



ORF Name 



NTID 



AAID 



\5.212911.±1J111 1 |T7^ 



Length Length 
25*53 — 



887 



Score Probability 
9 ,8e-241 



Protein name 

Description 
MG(2 + ) TRANSPORT ATPASR, P-TYPU 1, 



Locus Name 



sp:ATMA_ECOLI 



Acc# 
P39168 



V! 1!" 
,:'f 



f'if 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



6A2.9.2Qa...£2....14a.., 



T755" 



6988 



5T 



Protein name 

Description 
[NO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length 



6.BM...C.1...27.5. 



T75T 



O'.Oll 



Protein name 



Locus Name 



sp:YflB<3_fic;0LI 



Acc# 



Q46787 



Description 

HYPOTHETICAL 19.1 KD PROTEIN IN KDUI-LYSS INTUkGENIC REUloN 



512 



ORF Name 



NT ID 



NT AA 

— ^ — , Score Probability 
AAID Length Length ^ 



6532501 c2 461 



WW 



T5TT 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



GRF Name 



NT ID 



AAID 



6.B.l^U17....r.l..3.Q 



1769 



Length Length 
TIT 



Score Probability 
0.053 



7TT 



Protein name 



Locus Name 



4iJtd antigen 



|gp:A13461 



Acc# 



A13461 



Description 

P. falciparum gene lor 4lkd antigen, clone 41-7. 



NT 



AA 



ORF Name 



NTID 



AAID 



&ft£&ll2L...c2L„.3Lfi£ I [TT7TT 



Length Length 



Score Probability 
5. 7e-23 



Protein name 



Locus Name 



acyl carrier protein (ACP) 



gp : ABACPF 



Acc# 



X82399 



Description 
A.brasilense acpF gene. 



NT 



AA 



ORF Name 



NTID 



AAID 



.7&126...±2...15.2 I KTTT 



Length Length 



Score Probability 
5.1e-70 



7TU 



Protein name 

Description 
(MOSPHdHfiXOKIMASE) 



Locus Name 



sp:K6PF__SYNY:J 



Acc# 
P72830 



NT 



AA 



ORF Name 



NTID 



AAID 



TTTT 



'6994 



Length Length 



Score Probability 



TT7F" 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



b.^iil±i..±s& 1 irm 



NTID AAID Length Length 
6995 



TTTT" 



Score Probability 
T7I 



[4.3e-34 



Protein name 



Locus Name 



pho sphor i £>os y Igl y c inami de t ormy 1 1 rans r era s e 



gp:ATPUR3 



Acc# 



X74767 



Description 



Arabidopsis thaliana mRNA tor phosphor ibosyiglycinamideformyl transferase 
encoded by PUR 3 gene. 



NT 



AA 



ORF Name 



m&l$M..±'l..±2± I [TT74 



MmTn ^™ -r — -r — ^ Score Probabilit y 
NTID AAID Length Length JL 

W55% — 



Protein name 

Description 
IW0-H1T 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



TTTT 



AAID Length Length 
SWT — 



TTT 



Score Probability 




Protein name 



Locus Name 



hypothetical protein SCE68.26C 



pxx :T36276 



Acc# 



T36276 



Description 



514 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



14176^y oa b 



TT7T 



FT 



2777- 



TTT 



9:3e-07 



Protein name 



Locus Name 



hypothetical protexn Kviub^ 



pir:P70bbu 



Acc# 



F70650 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



TTTT 



|2.Be-SI 



Protein name 



hypotnetical protein 



Locus Name 
pir : JQ'LUAV 



Acc# 
JQ1020 



Description 



NT 



AA 



ORF Name 



NTID 



TTTT 



AAID Length Length 
TTWT — 



rum 



Score Probability 
|2.0e-27 " 



Protein name 



Locus Name 



ilSK outer membrane protein precursor : susu 
protein 



|pir:JC6027 



Acc# 



JC6027 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



TTTT 



Length Length 

an 



Score Probability 



55 



Protein name 



Description 



Locus Name 



Acc# 



515 



NT 



AA 



ORF Name 



NTID 



2421^762 cl 18 



11780 



AAID Length Length 
7UU2 — 



137 


414 




64 





Score Probability 
0.015 



Protein name 



Locus Name 



riJDosomal protein L5 



|gp:U17009 



Acc# 



U17009 



Description 

Phytophthora inrestans mitochondrion, complete genome. 



ORF Name 



NTID 



NT AA 
_ — _ _ — _ Score Probability 
AAID Length Length Jl - 



31S3438 c2 15 



7003 



TTTT 



1.4e-07 



Protein name 



Locus Name 



transmembrane sensor 



|gp:AF0Sl£$i 



Acc# 



AF051691 



Description 



Pseudomonas aeruginosa stress tactor A (pstA) , ECF sigma tactor (£iui) , 
transmembrane sensor (fiuR) , and hydroxamate-typef errisiderophore receptor 
(fiuA) genes, complete cds. 



NT 



AA 



ORF Name 



NTID 



AAID 



4&DAir/....a3....2i...... ...j rrm? 



7WT 



Length Length 



Score Probability 



Protein name 

Description 
[NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



6.M5.3.0.6...±2...8... 



NTID AAID Length Length 

7005 



1783 



7TT 



Score Probability 
1.7e-14 



Protein name 



Locus Name 



RNA polymerase sigma tactor SigZ-liJce protein 



|gp:AF13726i 



Acc# 



AF137263 



Description 



Bacteroides thetaiotaomicron 30S rlJoosomal protein S16 -likeprotein, rucose 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sigZ) genes, 
complete cds . 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 

pui — 



Score Probability 



7W£ 



67 



Protein name 
Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NT ID 



11785 



AAID Length Length 
129 



1W 



Score Probability 
0.044 



Protein name 



Locus Name 



transcription regulator, PbsX tamily 



pxr:k7b270 



Acc# 



H75270 



Description 



8 



if "■* 

#3^ 



ORF Name 



NT ID 



NT AA 

— — , Score Probability 
AAID Length Length — 



1A(L521L1..±1..±1 



7uW" 



7T 



2.6e-i4 



Protein name 



Locus Name 



hypothetical protein 



pir : JQ1020 



Acc# 



JQ1020 



Description 



ORF Name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length — 



i&fti2afts..±i„.ii I \mrr 



TuW 



1X5 



3 . 9e-40 



Protein name 



Locus Name 



hypothetical protein 



pir : JQ1020 



Acc# 



JQ1020 



Description 



ORF Name 



NTID 



2iB£.o±2&.±i..±6. I rrrm 



Protein name 



NT 



AA 



AAID Length Length 



Score Probability 

on 



Locus Name 



sp:S£kC_XENLA 



Acc# 



P36378 



Description 

(OSTEONEC T IN) (ON) (BAS E MEN T MEMBRANE PROTEIN BM-40) 



NT 



AA 



ORF Name 



NTID 



TTZT 



AAID Length Length 



7UTT 



Score Probability 



T7W 



Protein name 



Locus Name 



alpha-giucosiaase 



gp:BTOS68y7 



Acc# 



U66897 



Description 



Bacteroides thetaiotaomicron neopulluianase (susA) anaalpna-giucosidase 
(susB) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID 



343S2342 ti -i 



T7W 



7WTT 



Length Length 




TTT 



Score Probability 
5.1e-l2 



Protein name 



Locus Name 



nypotnetical protein 



pir: J01020 



Acc# 



JQ102 0 



Description 



ill 



NT 



AA 



ORF Name 



NTID 



AAID 



1791 



7TJTT 



Length Length 
W7 



Score Probability 
|6.8e-107 



Protein name 



Description 



Locus Name 



Acc# 



sp:YFI^JillJuLl 



HYPO T HE T ICAL t>b.V KB PROTEIN IN LkHA-AcJKA INTUkcilil NIO kEciluN 



I: iw ; 



NT 



AA 



ORF Name 



NTID 



TTWT 



AAID Length Length 



Score Probability 



7UT¥ 



Protein name 



Description 



Locus Name 



Acc# 



[NO-HIT 



518 



NT 



AA 



ORF Name 



NTID 



10727040 cl 204 



T7WT 



AAID Length Length 




Score Probability 



TUJT 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



lflikblid.ZZ..±l..±61 I PT7M 



AAID Length Length 
TTTTE — 



7TT 



Score Probability 
1.2e-52 



Protein name 



Locus Name 



'sprPDXHJJYNYJ 



Acc# 



P74211 



Description 

PYRIDOXAMXtfE 5 1 -PMOSPRATE OXIDASE, (E>M3E>/PMS> OXIDASE) 



NT 



AA 



ORF Name 



NTID 



AAID 



iLlftflLa.7..7....cl...lL3... 



7TJTT 



Length Length 



Score Probability 



1221 



Protein name 
Description 

NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



±l±4.01S....al...2S.Z I PT5S" 



AAID Length Length 
7VT8 



Score Probability 
1351 



2.4e-^ 



Protein name 



Locus Name 



Acc# 



O-acetyl transferase 



gp:SAU77309 



U77308 



Description 

Staphylococcus aureus o-acetyl transferase (capSH) gene, completecds . 



519 



NT 



AA 



ORF Name 



NT ID 



1757 



AAID Length Length 



7uT5" 



Score Probability 
0.0053 



ST 



Protein name 



Description 



Locus Name 



gp:M4670 



Acc# 



D84670 



Pyrococcus turiosus gene tor DNA polymerase II summit l, DNApoiymerase II 
subunit 2 , complete cds . 



ORF Name 



138515S2 ±3 UtJ- 



Protein name 



Description 



NT 



AA 



NT ID AAID Length Length 

mm — 



Score Probability 



1 \TUZU 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID AAID Length Length 
T32 1 



Score Probability 



1799 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NT AA 

— — , Score Probability 
NT ID AAID Length Length 



TTOTT 



TFT 



Locus Name 



Acc# 



[NO-HIT 



520 




ORF Name 


NT ID 


AAID 


NT 
Length 




AA 

Length 


Score 


Probability 


14570327Jt3_14y 


1801 


7023 


157 


474 


263 


1.2e-22 


Protein name 










Locus Name 


Acc# 


ortx 


gp:AB014440 


AB014440 


Description 




Staphylococcus 
cds . 


aureus genes 


lor orri, 


orrX, or±2, orti, partial aiiucompieue 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


P>"olr>3 b"i 1 "i tv 


l£ll2£82 r3 192 


1S02 


7024 


961 








Protein name 










Locus Name 


Acc# 


Description 
















MO-HIT 














i 


OP P KT^ me 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


I&£23^3.2....c2...2.&4. 


1803 


7025 


198 


597 


187 


i.3e-l4 


Protein name 










Locus Name 


Acc# 


RNA polymerase 


ECF-type sigma ractor 


homo log 




pir:A69B72 


A69872 


ylaC 
















Description 
















ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




1804 


7026 


19b 


b88 






Protein name 










Locus Name 


Acc# 


Description 

















MO-HIT 



521 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



19726375 ci i>07 



7027 



1 . 8e-19 



Protein name 



unknown 



Locus Name 
~\ |gp:AF04a , /^T" 



Acc# 



AF048749 



Description 



Bacteroictes rragilis ca psular polysaccharide Biosynthesis operon, complete 
sequence. 



ORF Name 



20505007 ci 3Ub 



Protein name 



— — Score Probability 
NTID AAID Length Length 



702S I 



T3T 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
TIT 



Score Probability 



Locus Name 



Acc# 



Description 
NO- HIT 



ORF Name 



Protein name 



unknown 



Description 



NTID 



— — Score Probability 
AAID Length Length 



TuTU" 



TTT 



ITT 



1.4e-l0 



Locus Name 



gp:AFU4«/4y 



Acc# 



AF048749 



Bacberoides trag ilis capsular polysaccharide rnosyntnesis operon, complete 
sequence. 



522 



NT 



AA 



ORF Name 



NTID 



'23625302 cl 213 



AAID Length Length 
7031 



Score Probability 
|4.8e-I77 



1720 



Protein name 



Locus Name 



putative UDP-galactose-6 dehydrogenase 



|gp:AF048749 



Acc# 



AF048749 



Description 



Bacteroides tragi! is capsular polysaccharide biosynthesis operon, complete 
sequence . 



NT 



AA 



ORF Name 



NTID 



23651637 t3 143 



AAID Length Length 



Score Probability 




2.3e-£0 



Protein name 



Locus Name 



D- 2. -nydroxy- acid denydrogenase , 



pir;S76782 



Acc# 



S76782 



Description 



C3 
fit 



Q 



NT 



AA 



ORF Name 



NTID 



23A4451u..±1...4&.. 



11811 



frrm 



AAID Length Length 
IM" 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



IU0-H1T 



NT 



AA 



ORF Name 



NTID 



240.22212...al...2;ik.. 



1812 



AAID Length Length 



Score Probability 
4.3e-b7 



Protein name 



Locus Name 



conserved Hypothetical protein 



pir :A72335 



Acc# 



A72335 



Description 



523 



ORF Name 



2441S4b^ cl 2M 



Protein name 



ykvd protein 



Description 



NT ID 



T3TT 



AAID 



NT 



AA 



Length Length 



Score 



ITT 



Locus Name 



pir :A69868 



Probability 
|3.1e-70 



Acc# 



A6986S 



ORF Name 



NTID 



AAID 



NT AA ^ ^ _ . 
— T — _ Score Probability 
Length Length 



|ZA4.0.&a&2L...a2L...2L&a I IT3T¥ 



TTT 



0.00057 



Protein name 



Locus Name 



murfi 



gp:AF079967 



ACC# 



AF079967 



Description 



Phytomonas serpens 12S large subunit ribosomal RNA and 9S smallsubunit ~ 
ribosomal RNA, partial sequence; NADH dehydrogenase subunit8 (ND8) 
cryptogene, NADH dehydrogenase subunit 9 (ND9) cryptogene, NADH dehydrogenase 
subunit 7 (ND7) cryptogene, ATPase subunit 6 (AS) cryptogene, G3 cryptogene, 
complete sequence; and MURF1 (MURF1) and MURF1 (MURFl) genes, complete cds . 



NT 



AA 



ORF Name 



LS.4.S.4.0.S.S.l...c^..A01 J [Tm 



NTID AAID Length Length 

VTUT7 — 



Score Probability 




5.$e-60 



Protein name 



Locus Name 



N-acetylneuraminic acicL condensing enzyme 



gp:LPN7311 



Acc# 



AJ007311 



Description 



Legionella pneumophila serogroup 1 iipopolysaccharide biosynthesisgene 
cluster. 



NT 



AA 



ORF Name 



NTID 



|2.4jS.4±S»5J5.„£3JL..214 J [TlTUr 



AAID Length Length 

mm — 



Score Probability 
TZ% 



3.3e-05 



Protein name 



Locus Name 



probable Iipopolysaccharide 
N-acetylglucosaminyltransf erase, rfbU 



pir:F64b00 



Acc# 



F64500 



Description 



524 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length — 



124642125 c3 304 



TWIT 



7UJT 



TTZT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



\1A6A2&±±...q.±...2±:L 



7uW 



Length Length 



PUT 



Score Probability 
«.2e-i5 



Protein name 



Locus Name 



thiol rctisultiae interchange protein 



|pir:P75549 



Acc# 



F75549 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



7MT 



Length Length 



1295 



Score Probability 
u~uT5 ~ 



7S 



Protein name 



Description 



Locus Name 



spiR&iOJWT'M 



Acc# 



027133 



30S.feIBOSOMAL SfeOTEltl ^iOP 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
TUT2 — 



Score Probability 
i.0e-39 



¥2¥ 



Protein name 



Locus Name 



unknown 



gp:AF144879 



Acc# 



AF144879 



Description 

Leptospira interrogans rtb locus, complete sequence . 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length 



I2480657B ^00 



1821" 



TuTT" 



2.6e-09 



Protein name 



Locus Name 



galactosyl trans t erase 



gp:AF030373 



Acc# 



AF030373 



Description 



Streptococcus pneumoniae strain SP-264 alpna, l-6-giucosiciase (clexB) gene, 
complete cds; capsular polysaccharide biosyntheticlocus , complete sequence; 
and oligopeptide binding protein (aliA)gene, complete cds. 





ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2543i551_cl_2l2 


1822 


7044 


238 


717 


285 


2.ie-25 



Protein name 



acetyltransterase , vatB 



Description 



Locus Name 



pir :Tioyo3 



Acc# 



T10903 



ORF Name 



Protein name 



NTID 



TZZT 



7045 



NT 



AA 



AAID Length Length 
[STT 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



7046 



conserved, nypothetical protein yJtviYi 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



T5T 



Locus Name 



bir:D6$868 



|2.ie-b7 



Acc# 



D69868 



526 





• 




• 




ORF Name 


NTID AAID 


NT 
Length 


AA _ 

— , Score 


Probability 


2684702b_t2_l:U 


1825 7047 


167 


504 843 


4 . le-84 


Protein name 






Locus Name 


Acc# 








sp:FLP_YUAfclT 


P03870 


Description 












RECOMBINASE iVLP 


PROTEIN (PROTEIN ABLE) 










ORF Name 


NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


2684702b_t3_19S 


1826 7048 


167 


504 843 


4. le-84 



Protein name 



Locus Name 



sp:FLP_Yfc!A^T 



Acc# 



P03870 



Description 

R E C!0MJ3lNAg5 FLP PROTEIN (PkoT EIN AUbE) 



NT 



AA 



ORF Name 



NTID 



AAID 



7uW 



Length Length 
TIW2 



TIT 



Score Probability 
|1.2e-93 



Protein name 



Locus Name 



Cps7G 



gp:AF164515 



Acc# 



AF164515 



Description 



Streptococcus s uis putative glycosyltranst erase Cps7E (cps7E) gene, partial 
cds; putative glycosyltransf erase Cps7F (cps7F) and Cps7G(cps7G) genes, 
complete cds; and putative glycosyltransf erase Cps7H(cps7H) gene, partial 
cds . 



NT 



AA 



ORF Name 



NTID 



2asa&aaa...c2...a£7. I irs^s 



AAID Length Length 



"777511 



— ^ Score Probability 
STOe-21 



Protein name 



Locus Name 



Cps2 J 



gp:AP02647l 



Acc# 



AF026471 



Description 



Streptococcus pneumoniae E)exH (dexB) gene, partial cds; putativetransposase 
gene, complete cds; type 2 capsular polysaccharidebiosynthesis operon, 
complete sequence; and AliA (aliA) gene, partial cds. 



527 



NT 



AA 



ORF Name 



NTID 



AAID 



30S0937b cl lya 



Length Length 
771 



Score 



TTT 



Probability 
10.00037 



Protein name 



Locus Name 



starp antigen 



Acc# 



AF209925 



Description 



Plasmodium falciparum STARP antigen (STARP) gene, complete ccis . 



ORF Name 



NT AA 

— — Score Pro bability 
NTID AAID Length Length 



312S7 c2 ibb 



1630 



TTT" 



ITT 



l.5e-3i 



Protein name 



Locus Name 



CMP-N-acetlyneurammic acia syntnetase 



gp:LKW73ll 



Acc# 



AJ007311 



Description 



Legionella pneumophila serogroup l upopolysaccnanae Joiosyntnesisgene 
cluster. 



ORF Name 



3.15.3.3....a2...241. 



Protein name 



NT 



AA 



NTID AAID Length Length 

wi 1 vtwt — 



Score Probability 



JWTT 



TUST 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



Description 



NTID 



T5TT" 



AAID 



7054 



NT 



AA 



Length Length 
T72~ 



Score Probability 



Locus Name 



Acc# 



MO-HIT 



528 



NT 



AA 



ORF Name 



NTID 



'34180437 c2 



TEJT 



AAID Length Length 

irm — 



T7T 



Score Probability 
BU5 



|6.3e-i7 



Protein name 



Locus Name 



putative ECF sigma lactor RpoEl 



gp:AP04&107 



Acc# 
AF049107 



Description 



Myxococcus xanthus response regulator FrzZ (trzZ) gene, partiaicds; alanine 
dehydrogenase (aldA) , putative ECF sigma factor RpoEl (rpoEl) , and response 
regulator homolog (frzS) genes, complete cds/and unknown genes. 



NT 



AA 



ORF Name 



NTID 



34562S91 c3 



TF3T" 



AAID Length Length 
— 



Score Probability 



T52" 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



3.45..7.2l20.1...c1..^3.5. I TFB3S 



Length Length 



Score Probability 



VST 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
1..3e-25 



Protein name 



Locus Name 



putative acetyl transterase 



gp:LPJM/3ll 



Acc# 
AJ007311 



Description 



Legionella pneumopmia serogroup l iipopoiysaccnancte Jaiosyntnesisgene 
cluster. 



ORF Name 



NT ID 



NT AA „ _ , , . n . . 

— • — Score Probability 
AAID Length Length 



36135887 ci 21y 



tstt 



7059 



£TFT 



7T 



0.016 



Protein name 



Locus Name 



water-stress inducible protexn 



|gp:AP010bB4 



Acc# 



AF010584 



Description 



Oryza sativa water-stress inducible protein (WSI) mRNA, compietecas . 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



35067 c2 2±b 



443 



TJTT 



FT 



0.023 



Protein name 
Description 

CHLOROPLAS T 5 OS Ri^OSOMAL PkO TEiU L2i 



Locus Name 



|sp:ftK2:JJW(Wk 



Acc# 



P19167 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



3.ai0.0.3...±2...10.1.. 



TuTT" 



TIT 



5.6e-06 



Protein name 



Locus Name 



ubiquinone / menaquinone biosynthes i s 
methyl transf erase -related protein 



pir:P7226^ 



Acc# 



F72262 



Description 



ORF Name 



3.4l26.i:Z..±l...ZB.. 



Protein name 



NT ID 



nypotnetical protein S111773 



Description 



NT 



AA 



AAID Length Length 

ns — 



Score Probability 

wis — 



Locus Name 



pir:S77110 



3.£e-40 



Acc# 



S77110 



530 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



c2 261 



5TT 



14 .le-'52 



Protexn name 
TTO 



Locus Name 



gp:AB028134 



Acc# 



AB028134 



Description 



Shigella sonnex O-antigen gene cluster tor 6kV6& , ORM S, 05B&£,6Atf9ti , 
ORF10S, partial and complete cds . 



ORF Name 



NTID 



NT AA „ _ . , ._ 
— — Score Probability 
AAID Length Length 



TttT 



7uT4" 



ins? 



8 .4e-109 



Protein name 



Locus Name 



Acc# 



alanine aenyarogenase 



gp:AP0707l6 



AF070716 



Description 

Vibrio proteolyticus alanine aenyarogenase (aiar gene, compietecas. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



10.110.S.2....C2...2A1 


1843 


7065 


250 


753 




312 

















7.6e-2& 



Protein name 



Locus Name 



Toul 



|gp:AP0b^6By 



Acc# 



AF058689 



Description 



Neisseria meningitidis strain Z2491, genomic sequence. 



ORF Name 



NTID 



NT AA 

— — , Score Probab ility 
AAID Length Length ~ 



TSTT 



TFT 



3.6e-09 



Protein name 



Locus Name 



hypothetical protein 



|pir:S7533i 



Acc# 



S75991 



Description 



531 



ORF Name 



NT ID 



NT AA 
— — , Score Probability 
AAID Length Length ^ 



l 4407by0 cl 215 



IMF 



TFT 



'2.0e-75 



Protein name 



Locus Name 



putatxve glycosyi transferase 



lgp:Al l 048749 



Acc# 
AF048749 



Description 



Bacteroides tragxlxs capsular polysaccnarxcle biosyntnesis operon, complete 
sequence . 



NT 



AA 



ORF Name 



NT ID 



44S7S0S c2 2S7 



AAID Length Length 




TT7TT 



Score Probability 
5 .8e-l2 



135 



Protein name 



Locus Name 



conserved hypotnetxcal protein 



bir:i372224 



Acc# 



B72224 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



47.Mu£2...c;i.„:m | fiwr 



7069 



Length Length 
M5 



Score Probability 
2 .6e-59 



Protein name 



Locus Name 



quxnolxnate phosphorxbosyl transferase 



pxr:B70375 



Acc# 



B70375 



Description 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 
7TT7T5 



Score Probability 
5.7e-23 



Locus Name 



conserved Hypothetical protexn 



pxr:A72334 



Description 



Acc# 



A72334 



532 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



1849" 



7071 



132 



T5T 



4 .2e-ll 



Protein name 



Description 



Locus Name 



|sp:LGUL_>WlMl! 



Acc# 



033393 



( 5 - D- LA0T0YLGLUTATHI0NE MU'l'U¥L(iL V0XAL LVA^) 



ORF Name 



598150 113 



Protein name 



NTID 



TF5TT 



NT 



AA 



AAID Length Length 
151 



Score Probability 



Locus Name 



Acc# 



Description 



INO-HIT 



ORF Name 



£2.S.9.3.3....ci...iy.b.. 



Protein name 



NTID 



AAID 



TTTT 



NT AA 

— — , Score Probability 
Length Length 



32 



Locus Name 



Acc# 



Description 
MO-HIT 



ORF Name 



6£.l$£±l...c.l...2.±± 



Protein name 



NTID 



AAID 



7U7T 



NT AA 

— • — Score Probability 
Length Length 



Locus Name 



Acc# 



Description 



NO-HIT 



533 





• 




• 




ORF Name 


NTID 


NT 

AA1JJ iiengun 


AA 
Length 


Score 


Probability 


7293_c3_288 


1853 


7075 " 85 


258 


253 


1.2e-22 


Protein name 






Locus Name 


Acc# 








sp:REPl_YEAST 


P03871 


Description 














TRANS -ACTING 


FACTOR B (RE PI) 


(PROTEIN BAKER) 






















ORF Name 


NTID 


NT 

AAID Length 


AA 
Length 


Score 


Probability 


907575_cl__208 


1854 


7075 412 


125$ 


31$ 


1.8e-30 



Protein name 



Locus Name 



putatxve epimerase/clenyclratase WPH 



gp:AF064070 



Acc# 



AF064070 



Description 



Burkholderia pseudomallei putative amydroorotase (pyre) gene, partial cas; 
putative l-acyl-sn-glycerol-3-phosphateacyltransf erase (plsC) , putative 
diadenosine tetraphosphatase (apaH) , complete cds ,- type II O-antigen 
biosynthesis gene cluster , complete sequence; putative undecaprenyl 
phosphateN-acetvlcrlucosaminyltransf erase , and putative ; 



NT 



AA 



ORF Name 



NTID 



TF5"5~ 



AAID Length Length 
T5TJ5 



Score Probability 



7UT7 



Protein name 



Locus Name 



Acc# 



Description 



PSTO-HIT 





ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


$&$Mll...c±..23X 


1856 


7078 


406 


1221 


544 


i.0e-56 



Protein name 



Locus Name 



ammotranst erase nomolog 



gp:AF001497 



Acc# 



AF001497 



Description 



Campylobacter jejuni poiysaccnanae biosynthesis protein nomoioggene, 
partial cds, galactosyl transferase homolog, UDP-galactosephosphate 
transferase homolog, acetyl transferase homolog andaminotransf erase homolog 
genes, complete cds, and polysaccharidebiosynthesis enzyme homolog gene, 
partial cds. . . 



534 



ORF Name 



NTID 



14722075 tl 6 



Protein name 



AAID 



7TT7T" 



— — Score Probability 
Length Length 



r77" 



][ 



UT 



Locus Name 



2.7e-09 



Acc# 



riJDOsomal protein L3 0 



Descript 



ion 



toir:B7Ua4« 



B72248 



ORF Name 



Protein name 



NTID 



AAID 



— — Score Probability 
Length Length 

372 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NTID 



1855 



AAID 



7wr 



^ — score Pr obability 
Length Length 

[T35I — 



2^" 



Locus Name 



Acc# 



Description 



sp:MUTS_A0Ul^V 



P70755 



DMA MISMATCH REPAIR PROTfilfl MUm 



ORF Name 



NTID 



AAID 



Protein name 



— — , Score Probability 
Length Length — 



2.Se-43 



Locus Name 



Acc# 



rihosomal protein L6 



Description 



|pir:E72248 



E72248 



535 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



15836062 ti 11 



TOFT" 



203 



3 .4e-48 



Protein name 



Description 



Locus Name 



sp:kS4_KAtJfc!T 



Acc# 



P81288 



305 RlBO^OMAL EftOTiillU ^4 



ORF Name 



NT ID 



NT AA, 

— — Score Probability 
AAID Length Length — 



22540537 ±3 iii 



TOW 



TIF 



i.8e-28 



Protein name 



Description 



Locus Name 



sp:RLl7_P5EAhJ 



Acc# 



052761 



SOS RIBOSOMAL PkoTEIN L17 



ORF Name 



NTID 



"KTT A A 

— — Score Pr obability 
AAID Length Length 



2.3.4.7.5.3.u2..±l...Z*L 



1863 



7085 



T3"5~ 



TUOF" 



5.8e-£2 



Protein name 



Description 



Locus Name 



sp:RPOA_liA(JHD 



Acc# 



050634 



ALPHA GflAItf) (ftNA kOLYMSfeA^li! A LPHA ^UhuNIT) 



ORF Name 



NTID 



— — Score Pro bability 
AAID Length Length 



450 



T7T 



'2.6e-34 



Protein name 



Locus Name 



gp:AB017508 



Acc# 



AB017508 



Description 

Bacillus halodurans C-125 genomic dna, 32 kd rragment, compietecas . 



NT 



AA 



ORF Name 



NTID 



AAID 



23712803 tl 1 



Length Length 
5B1 



Score Probability 
|2.6e-50 



Protein name 



Description 



Locus Name 



Acc# 



P12877 



5 OS ftlBOSOMAL Mol'hiittf L5 (SLbj 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



24353377 tl 2 



TT7TT 



i.ie-24 



Protein name 



Locus Name 



Acc# 



ribosomal protein S14 



pir :R3EC14 



Description 



NT 



AA 



ORF Name 



NTID 



2Li3.S13.RS...±1...10.. 



AAID Length Length 
1322 



IT 



Score Probability 
3.4e-25 



TZ1 



Protein name 



Locus Name 



initiation tactor IF1 



gp:AF1152a3 



Acc# 



AF115283 



Description 



Leptospira interrogans Sio-spc-alpna locus, complete sequence. 



NT 



AA 



ORF Name 



NTID 



\TZZT 



AAID Length Length 



WTT 



Score Probability 
2.7e-32 



T5% 



Protein name 



Locus Name 



ribosomal protein L15 



pir:A7224a 



Acc# 



A72248 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



17051 



Length Length 



Score Probability 



Protein name 

Description 
[NO -HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



.aaaam..±i...& 



HT7u~ 



Length Length 
TITT 



Score Probability 
5 . 8e-30 



Protein name 
Description 

SOS klBOSOMAL PfeOTEIN LIS 



Locus Name 



Acc# 



|sp:RLl«__UAOaU 



NT 



AA 



ORF Name 



NTID 



±0A0.&&5...±1...16. I 11871 



AAID Length Length 
TT7~ 



Score Probability 

ffn — 



1.5e-3* 



Protein name 



Locus Name 



rioosomal protexn S13 



AF115283 



ACC# 



AF115283 



Description 



Leptospira interrogans SlO-spc-alpna locus, complete sequence . 



NT 



AA 



ORF Name 



NTID 



\4.ii&iii.±iJi5.... I rre77 



AAID Length Length 
— 



T7T 



Score Probability 
l.Oe-41 



¥0 



Protein name 



Locus Name 



gp:AB017508 



Acc# 



AB017508 



Description 

Bacillus halodurans C-12 5 genomic DNA, 3 2 k£> fragment, completeccls . 



538 



NT 



AA 



ORF Name 



NT ID 



S117303 rl 9 



TZ7T 



AAID Length Length 
"BUZ 



Score Probability 



14 . 2e-66 



Protein name 



Locus Name 



Acc# 



gp:AB0lVbU8 



AB017508 



Description 

Sacillus haiodurans C-lSS genomic DNA, 31 k£ tragment, completeccls . 



ORF Name 



57821* t3 31 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
[2TB" 



Score Probability 



Locus Name 



Acc# 



Description 



BJO-HIT 



ORF Name 



Protexn name 



Description 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



Locus Name 



|sp:RSll_Sfflfcc;o 



Acc# 



P72403 



305 R I BOSOMAL J^koTE IN Sll 



ORF Name 



NTID 



— — Score Prob ability 
AAID Length Length 



1876 



TOW 



1.6e-yi 



Protein name 

preprotein translocase secy 



Locus Name 



gp:AF115283 



Acc# 



AF115283 



Description 



Leptospira interrogans sio-spc-alpha locus, complete sequence. 



539 



NT 



AA 



ORF Name 
|10742027_clJ.70 



NT ID 



AAID 



TW7T 



Length Length 



Score Probability 



Protein name 

Description 
BTC-HIT 



Locus Name 



Acc# 



ORF Name 



NT ID 



AAID 



NT AA 

— , — , Score Probability 
Length Length A ~ 



T$7W~ 



TTT 



534 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



lllMl<m..±:L..I4 



NT ID AAID Length Length 
7TU1 



T5W 



Score Probability 
4 .4e~l03 



1022 



Protein name 



Locus Name 



immunoreactive 8 9KD antigen PG8 7 



|gp:AP175722 



Acc# 



AF175722 



Description 



Porphyromonas gingivalis strain W50 immunoreactive 89&D antigenPG87 gene, 
complete cds . ! 



NT 



AA 



ORF Name 



NT ID 



AAID 



7TUT 



Length Length 



Score Probability 
|8.5e-i00 



Protein name 



Locus Name 



hypothetical protein Rv0584 



pir :G70934 



Acc# 



G70934 



Description 



540 



NT 



AA 



ORF Name 



NT ID 



1453553 c2 174 



1881 



AAID Length Length 




7TTO 



Score Probability 
|4.3e-222 



TSTTT 



Protein name 



Locus Name 



beta-galactosicLase 



gp:AF0bb4B2 



Acc# 



AF055482 



Description 



Thermotoga neapolitana galactose utilization operon, completesequence . 



ORF Name 



NT ID 



22445537 tl 28 



7TM 



Protein name 



hypothetical protein 



Description 



NT 



AA 



AAID Length Length 



TTTT 



Score Probability 
|4.2e-07 



Locus Name 



pir:A7^3l>7 



Acc# 



A75327 



Jl!|i { 



13 



ORF Name 



NT ID 



AAID 



NT AA „ _ , , . . . 

— — • , Score Probability 
Length Length 



Protein name 



Description 



INO-HIT 



7TUF" 



ST" 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



INO-HIT 



NT 



NTID 



AAID 



1106 



Length Length 
7T5F 



AA 

— Score Probability 



Locus Name 



Acc# 



541 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length ■ 



24415530 ±2 bb 



1S85 



7TUT 



TITT 



£.^e-35 



Protein name 



Locus Name 



115K. outer membrane protein precursor : busc 
protein 



pir : JCbU^v 



Acc# 



JC6 02 7 



Description 



ORF Name 



NTID 



7TTJF 



Protein name 



nypotneticai protein RP407 



Description 



NT 



AA 



AAID Length Length 
1044 



ray 



Score Probability 
|5.5e-27 



JUT 



Locus Name 



|pir:F716^ 



Acc# 



F71698 



ORF Name 



Protein name 



NTID 



NT AA _ , , . _ . . 

— — , Score Probability 
AAID Length Length 



TTUT 



Locus Name 



Acc# 



Description 



INO-HIT 



ORF Name 



Protein name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length 



7THT 



TT€T 



TTW 



TTT 



1.3e--07 



Locus Name 



sp:YMI4_kk(XJA 



Acc# 



P30791 



Description 

HYPOTHETICAL kkoTEIN IN HiMA 3' REGION (FRAGMENT) 



542 



ORF Name 



'24823562 c3 230 



Protein name 



Description 



IMO-HIT 



NT 



AA 



NTID 



AAID 



11863 



7TTT" 



Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



AAID 



26±6£M...±±...21 1 ITFSTI 



WTTT 



Length Length 
T3T" 



Score Probability 
2.6e-18 



cm 



Protein name 



Locus Name 



conserved hypothetical protein ylbH 



pir :E69874 



Acc# 



E69874 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



7TTT 



TT7TT 



Score Probability 
3.5e-38 



Protein name 



Locus Name 



sensory transduction histidme kinase 
slr2098 iprotein slr2098 :protein slr2098 



pir :S7bl30 



Acc# 



S75130 



Description 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



ma.7.*L±i...m i w^i 



TTTT - 



¥49 



2.3e-42 



Protein name 



Locus Name 



Acc# 



3-dehydroqumate synthase PAB0298 



pir :C7bl61 



C75161 



Description 



543 



NT 



AA 



ORF Name 



NT ID 



AAIP Length Length 



Score Probability 



29212512 c2 196 



1893 



Protein name 



Locus Name 



Acc# 



pobR regulator 



gp:PSEYi«biS7 



Y18527 



Description 



Pseudomonas sp. pobA, pofcR, pcaQ, pcaH ana pcaG genes. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



29412805 £1 12 



1894 



7THT 



199 



TUT 



2 . ie-16 



Protein name 



Locus Name 



RNA polymerase sigma tactor SigZ-liJte protein I [gpT£FTT72S"T 



Acc# 



AF137263 



Description 



Bacteroides thetaiotaomicron 30S rifcosomal protein sib-iikeprotein, tucose 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sigZ) genes, 
complete cds . 



ORF Name 



NTID 



Protein name 



NT AA 

— — Score Prob ability 
AAID Length Length ; 



7TTT 



W7W 



TZJT 



|4.2e-i2 



Locus Name 



Acc# 



hypotnetical protein MJ1519 



Description 



pir:F644^9 



F64489 



ORF Name 



NTID 



Protein name 



AAID 



TTTS" 



NT 



AA 



Length Length 




Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



544 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



33366^b £1 lb 



1TTT 



12410 



3.6e-250 



Protein name 

immunoreactive 89&D antigen pubv 



Locus Name 



lgp:AF17b722 



Acc# 
AF175722 



Description 

Porphyromonas gingivalis strain W50 immunoreactive Q3KD antxgenPG87 gene, 
complete cds . 





ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




1898 


7120 


430 


1293 


52£ 


l.$e-6l 


Protein name 








Locus 


Name 


Acc# 



1-carboxyvinyl transferase, : 5-enolpyruvylshikim 
a tfi- 3 -phosphate synthase _ 



Ipir: JN0758 



Description 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


i±25±io.i.±i..£± 


18S9 


7121 


876 


2^31 


1358 


3.2e-143 



Protein name 



Locus Name 



alanyl-tRNA syntnetase 



lgp:AF027b00 



Acc# 



AF027500 



Description 



Aquitex pyrophxlus alanyl-tftNA synthetase (alaS) gene, compietecds ; ana 
ATP-dependent Clp protease regulatory subunit (clpA) gene,partial cds. 



NT 



AA 



ORF Name 



NTID 



AAID 



7T7T 



Length Length 
ff41 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 



NfO-HiT 



545 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Pr 


obability 


4iI394i_c3_208 


1901 


7123 


6B6 


1971 


379 


3.2e-32 



Protein name 



lacto-N-JDiosiaase precursor 



Locus Name 
gp:SfcW4o488 



Acc# 



U40488 



Description 

Streptomyces sp. lacto-N-JDiosidase precursor gene, complete cas. 



NT 



AA 



ORF Name 



NTID 



4173152 t2 B7 



AAID Length Length 



Score Probability 



HTM 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



NT AA 

— — ■ Score Probability 
AAID Length Length 



TWUT 



[7T21T 



1500 



EST" 



2 .6e-4§ 



Protein name 



Locus Name 



Acc# 



alpha- l, 3/4- tucosiaase precursor 



|gp:SSU39344 



U39394 



Description 

Streptomyces sp. alpha-i , 3/4- tucosiaase precursor gene, compietecas. 





ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


A$£A0.b.h....tl..A& 


1904 7126 


402 


1209 


598 


3..8e-btJ 















Protein name 



Locus Name 



putative membrane transport protein. 



gp:SCC75A 



Acc# 



AL133220 



Description 

Streptomyces coelicolor cosmic! C75A. 



546 



ORF Name 



Protein name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length 



TTTT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length 



7128 



Locus Name 



Acc# 



Description 



NO-HIT 



I Hi 



n 



ORF Name 



NT 



AA 



NTID 



5.&b.%'£b....a2....l.!.b. 



1907 



AAID Length Length 

wn — 



7129 



303 



Score Probability 
155 



Li.3e-il 



Protein name 



Locus Name 



T5W 



gp:RLU40388 



Acc# 



U40388 



Description 



Rhizotnum leguminosarum positive regulator ot poJDA ipobR) gene , complete 
cds, and 4 -hydroxybenzoate hydroxylase (pobA) gene, partial cds . 



0 



NT 



AA 



ORF Name 



NTID 



6.2.5.Q3.2...C2....1.8.&.. 



T5W 



AAID Length Length 
[2^775 — 



Score Probability 
1.7e-15 ! 



Protein name 



Locus Name 



unknown 



gp:AF0U7381 



Acc# 



AF007381 



Description 



FlavoJaactenum ]onnsomae gliding motility protein tgidA) gene , complete 
cds ; and unknown genes . 



NT 



AA 



ORF Name 



NT ID 



AAID 



6306441 ±1 17 



7DT 



Length Length 



1269 



Score Probability 
P.Oe-10 



T78 



Protein name 



Locus Name 



receptor antigen (RagA) 



gp:PGI130tt7ii 



Acc# 



AJ130872 



Description 



Porphyromonas gingivalis W5U receptor antigen (rag) locus encodmga major 
immunodominant 55kDa antigen. 



ORF Name 



654756 cl 140 



Protein name 



NT ID 



NT AA _ ■ , _ . . 
— — Score Probability 
AAID Length Length ~ 



7T5T 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



6..7.6.0.6.5.^...c2...IB.b... 



Protein name 



NTID 



NT AA 

— - — Score Probability 
AAID Length Length 



7TTT 



5.6e-52 



Locus Name 



sp:YWNlM*A<^U 



Acc# 



P71040 



Description 

HYPOTHETICAL SB.fr- KB PROTEIN IN ^POllQ-MTA INTERti ENIC REGION 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



T5TT 



7134 



342 



1029 



l . oe-uy 



Protein name 



Locus Name 



transmembrane sensor 



gp:AP051691 



Acc# 



AF051691 



Description 



E>seudomonas aeruginosa stress ractor A (psrA) , ECF sigma lactor (tiuij , 
transmembrane sensor (fiuR) , and hydroxamate-typef errisiderophore receptor 
(fiuA) genes, complete cds , 



548 



ORF Name 



Protein name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length JL 



17135 



7T 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length — ^ 



1914 



DNA processing cnain A 



Description 



TOT" 



TOT 



Locus Name 



h?ir:Cm^ 



Acc# 



C72399 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



7TT7 



Score Probability 
3 .2e-06 



Protein name 
Description 

EXOENZVMfl 5 STOMAS RflGULM'ORY PROTEIN ti^A 



Locus Name 



sp:EXSA_P5EAE 



Acc# 



P26993 



ORF Name 



NTID 



13.1£.7.6.2.fo....tl...l7. I ICST5 



Protein name 



7TT2 



NT 



AA 



AAID Length Length 
S3 - 



Score Probability 



Locus Name 



Acc# 



Description 



ORF Name 



lM7.17...±i...l2.. 



Protein name 



NTID 



NT AA 

— , — Score Pro bab ility 
AAID Length Length 



hypothetical protein RP87 0 



Description 



TIT 



\nrr 



0.0016 



Locus Name 



plr :F71649 



ACC# 



F71649 



549 



ORF Name 



136788d7 ±'J> 67 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



7TW 



Locus Name 



Acc# 



KO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID 



AAID 



7T5T" 



Length Length 



Score Probability 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



NTID 



AAID 



NT AA o . _ , , . . . . 

— n Score Probability 
Length Length 



|2L2.0.£.&£i:/....c2...m I [TWZU 



7TZT 



.6.0e-12. 



Protein name 



Locus Name 



RNA polymerase sigma-E tactor 



pir:H7S550 



Acc# 



H75550 



Description 



ORF Name 



\ll&ll±lb..±l...b:A.. 



Protein name 



NTID 



1921 



7T¥!J 



tonB-linJced receptor Tlr 



NT 



AA 



AAID Length Length 



2502 



Score Probability 
|5.0e-ii 



Locus Name 



gp:At»'lbb22 3 



Acc# 



AF155223 



Description 

Porphyromonas gmgivalis tonB- linked receptor Tlr (t±r) gene , complete cas . 



550 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



22460S76 t J 2 42 



7144 



1029 



ITT" 



0.0052 



Protein name 



Locus Name 



"717 



lgp:AF030027 



Acc# 



AF030027 



Description 

Equine herpesvirus 4 strain NS80567, complete genome. 



NT 



AA 



ORF Name 



NTID 



AAID 



123554713 ri 22 



TS2T 



Length Length 
T77" 



TTT5" 



Score Probability- 
IS. Se-ii — 



Protein name 



Locus Name 



Igp : PSE0PR<J 



Acc# 



D28119 



Description 

Pseudomonas aeruginosa oprc gene ror 



outer membrane protein C, complete cas . 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probab ility 
Length Length 



2AS.7.5.fn6....aI...S.2.. ..J 



T^F 



TTTT 



TT7TJTW 



Protein name 



Locus Name 



sp:YBOS_VEAtiT 



Acc# 



P33313 



Description 
HYPOTHETICAL 44 . 1 KB PROTEIN IN RPBb- 



0D025 1NTERGENIC REGION 



NT 



AA 



ORF Name 



NTID 



AAID 



T32F" 



TTTT 



Length Length 
1 



Score Probability 
[T¥3 



1 . 4e-10 



Protein name 



Locus Name 



lsp:YE^4 AOUAE 



Acc# 



067466 



Description 
HYPOTHETICAL lb. 4 K B PROTEIN AQ 1494 



551 



ORF Name 



NTID 



NT AA 

— > snors 

AAID Length Length 



1926 



13^5" 



7iT 



Probability 
li.3e-73 



Protein name 



Locus Name 



putative reductase iron-suirur protein 



|gp:SCM10 



Acc# 



AL133469 



Description 



Streptomyces coelicoior cosmicl Miu . 



NT 



AA 



ORF Name 



NTID 



AAID 



24486S07 tJ 69 



Length Length 
£T5 



Score Probability 



3.1e-i4 



Protein name 
Description 

HYPOTHETICAL PROTEIN MJ0374 



Locus Name 



sp:Y374_M]WJA 



Acc# 



Q57819 



NT 



AA 



ORF Name 



NTID 



AAID 



25.3.i).:/.b.b.a..±2...J.i.. 



Length Length 



Score 



1029 



Probability 
I8.ae-i9 



Protein name 



Locus Name 



probable UDP-glucose 4-epimerase 



pir:AViW3 



Acc# 



A71183 



Description 



ORF Name 



Protein name 



nimD protein 



Description 



NTID 



— — Score Probability 
AAID Length Length 



2L6.3.4.5.U^....al...9.b. . 



7T5T 



T64 



Locus Name 



tair;1401riV 



£.7e-±2 



Acc# 



552 



NT 



AA 



ORF Name 



NTID 



31445427 ci ^5 



AAID Length Length 




Score Probability 
■8.Ie-56 



Protein name 



Locus Name 



lsp:YACP_>Ac^U 



Acc# 



P37567 



Description 

HYPOl'HM'l ' 1 C AL 57.1 KB PROTEIN IN VOLR- LY^^ IJsl'l'kRGENic kegiujn 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



333$7252 c3 140 



r7TST 



1959 



Score Probability 
8 . 2e-221 



Protein name 



Locus Name 



putative reductase rxavoprotexn summit 



gprSOMlO 



Acc# 



AL133469 



Description 



Streptomyces coelxcoior cosmia Miu, 



NT 



AA 



ORF Name 



iama4aft-»ci:.-iitiL i umz 



NTID AAID Length Length 




Score Probability 
7.2e-07 



H3S 



Protein name 



Description 



Locus Name 



Acc# 



P26993 



ORF Name 



NTID 



NT AA 
— — Score 
AAID Length Length 



TuTT 



Probability 
I3.9e.-4V 



Protein name 



Locus Name 



cation ettiux system nomoiog yam 



|pir:«976l 



Acc# 



C69781 



Description 



NT 



ORF Name 



NT ID 



AAID Length Length 



AA 

— Score Probability 



34379406 ci Vtf 



7T 



0.013 



Protein name 



Locus Name 



Acc# 



citrate syntnase 



gp:BBU2B0V6 



U28076 



Description 

Bartonella bacilliizormis citrate syntnase (gitA) gene, partial cas . 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




1935 


7157 


317 


554 


$60 


i-.2e-Sfi. 



Protein name 



Locus Name 



O-acetylserme (thiol) -lyase-A related protein | |gp : AF174l3& 



Acc# 



AF174138 



Description 

Methanosarcina ba rkeri O-acetyiserme (tmol ) -lyase-A rexatectprotem (cysK) 
gene, complete cds . 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length ~ 



TTTW 



1.2e-157 



Protein name 



Locus Name 



collagenase 



gp:AB006y7i 



Acc# 



AB006973 



Description 

Porphyromonas gmgivaiis DNA lor collagenase, complete cds. 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




193/ 




321 


966 


81 


0.043 


Protein name 








Locus 


Name 


Acc# 










sp:RL12_ 


_HALV0 


P41197 


Description 














BOS RIBOSOMAL 


PROTEIN LU ( 


'A' TVPE) 











ORF Name 



NTID 



AAID 



KTT AA 

— — Score Probability 
Length Length 



"4735162 cl 91 



7150 



7T5" 



7.0e-I2i 



Protein name 



Locus Name 



conserved nypotnetical protein yvad 



Description 



pirrGVOOaV 



Acc# 



G70027 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



1939 



7TH" 



Length Length 
TOT* 



Score Probability 



Locus Name 



Acc# 



INC -MIT 



ORF Name 



Protein name 



probable lipase 



Description 



NTID 



AAID 



rMir 



7TFT" 



NT 



AA 



Length Length 



Score Probability 
3.2e~24 



Locus Name 



ipir:C7S4V2 



ACC# 



C75472 



ORF Name 



Protein name 



NTID 



AAID 



7T£T 



NT 



AA 



Length Length 




Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



Description 



NTID 



AAID 



NT 



AA 



Length Length 
521 



Score Probability 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score 



781703 t2 $6" 



7TT 



Probability 
0.0070 



Protein name 



Locus Name 



hypotneticai protein 



lgp:PAUa4iiyV 



Acc# 



AJ243397 



Description 

Pseuclomonas aureo faciens partial sol A gene and okfi L>i>IA. 



NT 



ORF Name 



NTID 



AAID Length Length 



AA 

— , Score 



§67012 c2 102 



TOT" 



IT59" 



Probability 
7.2e-l6 



Protein name 



Locus Name 



putative cytocnrome k sutounic 



Igpi&CJMlO 



Acc# 



AL133469 



Description 

Streptomyces coelicoior cosmict miu. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



IMF 



T7T 



Probability 
5.5e-14 



Protein name 



Locus Name 



Mecl protein 



gp:SSK3Mlil(iA2 



Acc# 



Y13095 



Description 
S.sciuri mecA2 gene, strain (MM2 \ 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


ll&lkb.ll^tl^ll 


1944 


7169 


291 i 


37S 


113 


0.0010 



Protein name 



Locus Name 



immunoglobulin-Fc~binaing protein 



gp:SPP0RA2 



Acc# 



X73159 



Description 



S. pyogenes lcrA2 gene tor ig-Fc-JDinamg protein. 



556 



NT 



AA 



ORF Name 



NTID 



24648410 c2 41 



AAID Length Length 
TZ$% 



1097 



Score Probability 
|4.^e-37 



Protein name 



Locus Name 



hypotnetical protexn cub^4 



bir:S7309i 



Acc# 



S73091 



Description 



NT 



AA 



ORF Name 



NTID 



2.5.S.2i214I...al...bJ. I 



AAID Length Length 
£TS5 



7T7TJ 



7TT 



Score Probability 
TT3 



0.0037 



Protein name 
Description 

REGULA T ORY PR0TU1N BLAkl 



Locus Name 



sprBLAkJJTAAU 



Acc# 



P18357 



ORF Name 



— — Score P robability 
NTID AAID Length Length — 



mrnr 



[75" 



Protein name 



Locus Name 



extracellular protein Exp4 precursor 



|gp;LLU9b8J g" 



Acc# 
U95836 



Description 

Lactococcus lacti s extracellular protein Kxp4 precursor, gene, partial cas . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



7172 



TT7~ 



|2.Se-74 



Protein name 



Locus Name 



sp:MDHjJHLAU 



Acc# 



P80040 



Description 
MALATE DEHYDROGENASE , 



557 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAIP Length Length 



4725192 2b 



mrrr 



12031 



T5T 



|2.7e-l^ 



Protein name 



Locus Name 



hypotnetical protein Fl4Fy.b 



|pir:T33774 



Acc# 



T33774 



Description 



NT 



AA 



ORF Name 



\2±111165....c.l..±L I II552 



NTID AAIP Length Length 

urn — 



Score Probability 
IB73 



16 .le-69 



Protein name 



Locus Name 



115K outer membrane protein precursor : susu 
protein 



Ipir: JC6027 



Acc# 



JC6027 



Description 



NT 



AA 



ORF Name 



NTID AAIP Length Length 



Score Probability 



7T7F" 



60 



T5T 



Protein name 



Description 



Locus Name 



Acc# 



NO -HIT 



NT 



AA 



ORF Name 



NTID AAIP Length Length 





Score Probability 



7T7T 



62 



Protein name 



Description 



Locus Name 



Acc# 



MO- HIT 



558 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



5^91061 ci 11 



1955 



7T7T 



F5T" 



F5T" 



8 . 3e-86 



Protein name 



Locus Name 



Phosphoenolpyruvate caraoxyjcinase 



gp:AB0l6b0O 



Acc# 



AB016600 



Description 

^elenomonas ruminant lum gene ror Phosphoenoipyruvate carboxylase, complete 
cds . 



ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


l00093«__cl_W 


1955 7178 


71 2lb 






Protein name 








Locus 


Name 


Acc# 


Description 
















MO-HIT 




ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


lllM5.bJ...±3...A: 1 /. 


1957 7179 


275 1128 


248 


5.3e-2i 


Protein name 






Locus 


Name 


Acc# 


probable histicixnoi phospnatase 




pir:F7bb!5 


F75515 


Description 














ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


iiS.a:/.:/.b.^ti^iy.... 


1958 7180 


165 498 


245 


2.4e-il 



Protein name 



Locus Name 



sp:ftISB_JuAc!AM 



Acc# 
Q44681 



Description 

' (LUMA^INE SYNTHASE) (RIBOFLAVIN tjVNTHA ^l! bJjTA CHAIN) 



559 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



17092 ci bO 



1959 



TTST" 



1188 



5.2e-45 



Protein name 



Locus Name 
|gp:AB01i4y^ 



Acc# 



AB013492 



Description 

feacillus halodurans (J-125 genomxc DNA, 



9A/^' fragment, cloneALBACOOl . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



1954562 rl 5 



i960 



7182 



1101 



2.9e-154 



Protein name 

Description 
( FRAGMENT ) 



Locus Name 



spifla&JaAcJt'k 



Acc# 



Q59199 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



5TT 



1411 



12 . 6e-144 



Protein name 



Locus Name 



sp:OTAA_Ec!oLl 



Acc# 



P04079 



Description 
AMIE)Ql'KAMgPSRAg B ) {(MP gYM'MU ' l ' Arifc!) 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length — 



7TT~ 



.o.aoojy. 



Protein name 



Description 



Locus Name 



sp:VA57_ACTAc 4 



Acc# 



052728 



HYPO T H E TICAL i>kOTJ3 IM 10b7 



560 



ORF Name 



1240762 cl 46 



Protein name 



NTID 



AAID 



17185" 



NT 



AA 



Length Length 




Score Probability 



152 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



NT AA 
— — , Score 
AAID Length Length 



7T35" 



12151 



Probability 



Protein name 



Description 



Locus Name 



sp:OPDAJ!(JoLl 



Acc# 



P27298 



ORF Name 



NTID 



AAID 



NT AA 
— , — " i Score 
Length Length 



TSF5" 



7T3T 



Probability 
0.6054 



Protein name 



Description 



Locus Name 



|gp:MGt»4S>6 7 



Acc# 



U34967 



Mycoplasma gemtalium repetitive sequence element mgp-r4. 



ORF Name 



NTID 



NT AA 
— , — , Score 
AAID Length Length 



7TW 



TUT 



"JUT 



Probability 
|2.2e-0b 



Protein name 



Locus Name 



hypothetical protein 



|pir:D7232^ 



Acc# 



D72328 



Description 



ORF Name 



NTID 



2464bl7fo ti 41 



7TW 



Protein name 



"probaJole oxxdoreductase 



Description 
"Streptomyces coeiicoior cosmid Fll, 



NT 



AA 



AAID Length Length 



Score Probability 



WTT 



7¥T 



Locus Name 



1 jgp:SOm 



I.6e-73 



Acc# 



AL132662 



ORF Name 



24648437 12 20 



Protein name 



NTID 



AAID 



71W 



NT 



AA 



Length Length 
FT£ 



Score Probability 



T7T~ 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



AAID 



TTITF 



— M score Probability 
Length Length 

Wtt — 



T5T 



1.0e-25 



Protein name 



Locus Name 



dCMP deaminase nomoiog 



] |P ir;Cg547(r 



Acc# 



C69470 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


10.0.9£11.±2..±6. 


1970 


1192 




2028 






Protein name 








Locus 


Name 


Acc# 


Description 














NO-HIT | 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


1±±15±L1.±±J± 


1971 


7193 


184 " 


555 


331 


7.4e-i0 



Protein name 



Locus Name 



conserved nypotheticai protexn aq_i7il 



pir:CJ7044y 



Acc# 
C70449 



Description 



ORF Name 



NTID 



AAID 



TTTT 



[7TW 



Protein name 



carJDoxyi- termxnal proteinase 



Description 



NT AA „ „ ^ . 
T — _ — _ Score Pro babi lity 
Length Length 



Locus Name 



pir :F70369 



Acc# 



F70369 



NT 



AA 



ORF Name 



NTID 



AAID 



aaima.7.„.c2L...5a.. 



TT7T 



7TW 



Length Length 



Score Probability 



1830 



Protein name 

Description 
NO-HIT " 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AmttA12...c2L...7.5 1 II37I 



AAID Length Length 



Score Probability 
¥153 " 



l .ie-37 



Protein name 

Description 
LARGE -COt^UCtAWCE MECHAMO^WSITrVE CHANNEL 



Locus Name 



sp:M£CL_EO>LI 



Acc# 



P23867 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
¥T7 



Score Probability 



7IT7 



Protein name 



Locus Name 



Acc# 



Description 



BSfO-HlT 



NT 



AA 



ORF Name 



NTID 



AAID 



7^642 c2 77 



7TW 



Length Length 



Score Probability 



55 



Protein name 

Description 
IMO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



I6.6.5.y.4.11...t2....0.a.. 



TTTT 



1TW 



Length Length 




83 



Score Probability 
[TBI 



Protein name 



Locus Name 



Hypothetical protein 



pir : JQ1020 



Acc# 
JQ1020 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



7200 



Length Length 
— 



Score Probability 

mr — 



Protein name 



Locus Name 



conserved hypothetical protein MTH83 



pir : F69210 



ACC# 



F69210 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



aai2Liifi...ci...ift 



TITuT" 



Length Length 



Score Probability 
T7TT5 — 



8 . 9e-l76 



Protein name 



Locus Name 



threonyl-tRNA synthetase 



pir:£7S3i7 



Acc# 



B75317 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



\i:i±tb.Li.±2..±& I \rmj 



7TUT 



Length Length 



Score Probability 



1266 



Protein name 

Description 
PCPHTT 



Locus Name 



Acc# 



564 



NT 



AA 



ORF Name 



NT ID 



7032800 cl ^0 



1981 



AAIP Length Length 
3T5 



Score Probability 



116 



1.5e-22 



Protein name 
Description 

TRM^LATlOfrf INITIATION FAcJTOR Ifr'-i 



Locus Name 



|sp:IRi_HAUlW 



Acc# 



P43814 



ORF Name 



NT ID 



AAID 



— — Score Probability 
Length Length 



10741260 c2 2± 



7204 



IT 



TIT? 



TTTT 



l.$e-06" 



Protein name 



Description 



Locus Name 



sp:RL2y_BA(JtJT 



Acc# 



P04457 



505 RmOiiOMAL PkO 'l' E IN L29 



fjj 

JJi 



ORF Name 



NT ID 



AAID 



NT AA 
— — ■ Score 
Length Length 



461 



Probability 
1.2e-43 



Protein name 



Description 



Locus Name 



Acc# 



P73313 



503 RlBOfciOMAL PROTEIN Lib 



ORF Name 



NT ID 



M3.9.S.2.0^...al...lb.. 



NT TZ^_ Score Probability 

1.7e-62 



AAID Length Length 



Protein name 



Locus Name 



[gp:AB017SU8 



Acc# 



AB0175O8 



Description 

Bacillus halodura ns C-125 genomic bNA, 32 kd tragment, compietecds . 



565 



ORF Name 



NTID AAID 



Probability 



IMF- 



Protein name 



7207 



TUT 



l>.^e-46 



Locus Name 



Acc# 



Description 

5 0g RiaOriOMAL mtoTkJiJ L4 



P28601 



ORF Name 



NTID 



31525237 c3 22 



1986 



Protein name 



AAID 



— — Score Pr obability 
Length Length 



90 



TTT 



2.5e-29 



Locus Name 



Acc# 



ribosomal protein siy 



Description 



pir:M7224y 



ORF Name 



Protein name 



NTID 



NT AA „ , , . n . ^. 
— — Score Probability 
AAID Length Length 



r72W 



TTT 



TOT" 



3 .6e-85 



Locus Name 



Acc# 



Description 



|gp:AB017bOB 



AB017508 



Bacillus halodurans C-125 genomic una, 62 Kb tragment, completecas. 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length ~ - 



|4$..?.M2..7....a2...13. I |T5S5 



[T7T 



14 .le-13 



Protein name 



Locus Name 



Acc# 



P73318 



Description 

5 OS RlltO^OMAL gkOTElJsl L2i 



ORF Name 



5376007 13 ±2 



Protein name 



NTID 



AAID 



7211 



NT AA 

— — S core Probability 

Length Length 



PI" 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NTID 



TFTF 



riJDOsomai protein aiV 



Description 



— — Score Probability 



AAID Length Length 



7TT 



T78~ 



Locus Name 
pir:C7224y 



3.1e-24 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



77TT 



Length Length 
TT2 



Score Probability 
|2.9e-19 * 



Locus Name 



sp:RL22_E(JuLI 



Acc# 



P02423 



SOS klfeOSOMAL PROTEIN L22 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



TTPT 



[2T5~ 



Protein name 



Locus Name 



Acc# 



Description 



WfO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



1228440S rl 1 



TulT 



TTUT 



Probability 
|7.7e-23 



Protein name 



Locus Name 



Acc# 



P26400 



Description 

MUTATIVE O-AtJTlciJ i itJ TRAMS&Okl'iiik 



ORF Name 



NTID 



AAID 



NT AA 
, , ... — Score 

Length Length 



1251537 c'2 67 



1994 



Probability 
(5.014 



Protein name 



Description 



Locus Name 



gp:CEYiy(J±2A 



Acc# 



AL132859 



Caenorhabditis e legans cosmid yi9Cl2A, complete sequence, 



ORF Name 



NTID 



NT AA 
- — — , Score 
AAID Length Length 



7217 



TTF2" 



Probability 
|5.7e-0^ 



Protein name 



Locus Name 



hypotneticai protein iv.y 



bir:^2bl9 



Acc# 



S22619 



Description 



ORF Name 



Protein name 



NTID 



putative membrane protein 



Description 



— — Score Probability 



AAID Length Length 



Locus Name 



1 . le-06 



Acc# 



AJ131984 



Streptococcus pneumoniae cap3 7 locus, 



568 



NT 



AA 



ORF Name 



NTID 



AAID 



1488281^ c2 7b 



Length Length 



Score Probability 
|2.9e-i2 



IBS 



Protein name 



Locus Name 



Acc# 



Sp:DBH BACST 



Description 
■ DMA-BINDING PROTEIN 11 m) (UU) 



ORF Name 



NTID 



AAID 



TJT AA 

— — Score Probability 
Length Length 



TOT" 



|2.5e-20 



Protein name 



Locus Name 



Acc# 



sp:Y868JIAkiiN 



Description 

PUTATIVE flLYCOSVL TRAN^ ' lilkAS E HlOBfeti, 



ORF Name 



NTID 



AAID 



NT 
Length 



AA 



Length 



Score Probability 



l£l£aJL±A..JLU 



ITT" 



|3.ie-i:i 



Protein name 



Locus Name 



Acc# 



WbcD 



gp:YEU46859 



Description 

Yersinia enteroc olitica iipopolysaccnanae O-siae cnainDiosyntnesis genes, 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


±9£.93±lb..±lJ±l 


2000 




316 


951 


1355 





Protein name 



Locus Name 



putative UDP-GlcNAc :uncLecaprenyipnospnat;e 



gp:AF04S74S* 



Acc# 



AF048749 



Description 

Bacteroides tragiiis capsular poiysaccnancte 
sequence. 



biosynthesis operon, complete 



569 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



1989077 t3 36 



fZTJUT 



TTTT 



TZTT 



12 .4e-147 



Protein name 



Locus Name 



UDP-giucose-4-epimerase/cLTDP-glucose-4 / b 



|gp:Ai- l 04a74y 



Acc# 



AF048749 



Description 

feacteroides rragi lis capsular polysaccnancte biosynthesis operon, complete 
sequence . 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


2035043?J:2_lb 


2002 


7224 


2S3 762 


352 


3.Se-33 



Protein name 



Locus Name 



unknown 



|gp:AF07&i3b 



Acc# 



AF078135 



Description 



Leptospira borgp etersenii lipopolysaccnancie o-antigen mosyntneticiocus, 
complete sequence. 



ORF Name 



NTID 



— — Score Probabi lity 
AAID Length Length — 



TIT 



2.6e-06 



Protein name 



Locus Name 



lipopeptide antibiotic ltunn A JDiosyntnesis 
protein rprotein slr0495 : protein slr0495 



|pir:a74408 



Acc# 



S74408 



Description 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID 



Length Length 
TTT5 — 



Score Probability 



TUT 



Locus Name 



Acc# 



Description 



MO -HIT 



570 



ORF Name 



NTID 



23945251 ti 11 



2005 



Protein name 



1TT7 



nemolysin-reiatea protexn 



Description 



NT 



AA 



AAID Length Length 




Score Probability 
|3.2e-52 



542 



Locus Name 



Acc# 



F72326 



ORF Name 



Protein name 



NTID 



2.M10.7.ti.l...G2...B.b. I 



NT 



AA 



AAID Length Length 
TWB 



Score Probability 



IST" 



Locus Name 



Acc# 



Description 



MO-HIT | 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




2007 


7229 


370 


1113 


594 


i.0e-57 



Protein name 



Locus Name 



A/G-specilic adenine giycosyiase nomoiog ytny | ipir :A6yyu2 



Description 



Acc# 



A69802 



ORF Name 



|2.4S.l3.i3..?...±l...lU, 



Protein name 



NTID 



AAID 



— — Score Probability 
Length Length 



TOUT 



W7T 



7.4e-30 



Locus Name 



single stranded DNA-mndmg protein 



gp:SMU64uy8 



Acc# 



U64098 



Description 

Shewanella haned ai single stranded DMA- binding protein tsssj gene , complete 
cds . 



ORF Name 



NTID 



NT AA „ _ , , . , . 

— — Score Prob a bility 
AAID Length Length • 



253776V c2 Hti 



2009 



TUT 



Protein name 



nost shut ott virion protein 



Description 



TUB" 



7F" 



0.0077 



Locus Name 



gp : OHDNACfciO 



Acc# 



X89471 



Canine herpesvirus DMA tor capsid ana nost shut ott virion protemgenes . 



ORF Name 



125305426 c3 102 



Protein name 



2010 



NT 



AA 



NTID AAID Length Length 

233 



Score Probability 



7232 



] [ 



TT 



Locus Name 



Acc# 



Description 



BsTO-HIT" 



ORF Name 



2£3J.6.26A..;U...Zfo... 



Protein name 



NTID 



2011 



AAID 



TUT 



NT 



AA 



Length Length 
2346 



Score Probability 



1WT 



Locus Name 



Acc# 



Description 



MO -HIT 



ORF Name 



\2.26.11.±l...lb. 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



"UTT 



TUT 



1ST 



T&W 



3.6e-21 



Locus Name 



rhamnosyi trans lerase 



gp:AP0^Vbiy 



Acc# 



AF097519 



Description 



Klebsiella pneumoniae dTDP-D-glucose 4,6 dehydratase 
(rmlB) ,glucose-l-phosphate thymidylyl transferase 

(rmlA) , dTDP-4-keto-L-rhamnose reductase (rmlD) , dTDP-4-keto-6-deoxy-D-glucose 
3, 5~epimerase (rmlC) , and rhamnosyltransf erase (wbbL) genes, complete cds . 



572 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



34101512 c'A bH 



TUTT 



7235 



TTTT 



Score Probability 
5.2e-13 



T77 



Protein name 



Locus Name 



conserved hypothetical protein 



|pir:tf7b347 



Acc# 



G75347 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


A0.212.11^tlJl 


2014 


7236 


318 957 /y 


0.023 


Protein name 




Locus Name 


Acc# 


riJoosomai protein siu 


gp:l|1700y 


U17009 


Description 


™ Phytophthora intestans mitochondrion, 


complete genome. 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


i.7.1^13.7....cl...6.b. 


2015 


7237 


61 Ibb 




Protein name 








Locus Name 


Acc# 


Description 












KfO-HiT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


&11&±±±..±1..±6. 


2016 


7238 


254 76b i4b 


i.2e-3i 


Protein name 








Locus Name 


Acc# 



putatxve gxycosyi transterase 



] |gp:AP04b74T 



Description 

Bacteroxdes tragxiis capsula r polysaccharide biosyntnesis operon, compxece 
sequence . 



573 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



4875677 ti y 



TZTT 



1581 



|1.2e-45 



Protein name 



Description 



Locus Name 
sp-.STSJWMAN 



Acc# 



P08842 



SULFATE fci ULffOHYDftOlAfcjE ) (AftYLfltJLF ATAgK U) (AtjcJ) 



ORF Name 



5273377 t3 33 



Protein name 



NTID 



— — score Probability 
AAID Length Length 



299 



Locus Name 



Acc# 



Description 



IWO-HiT 



ORF Name 



Protein name 



NTID 



2019 



AAID 



7241' 



NT 



Length Length 



AA 

— Score Probabilxty 



"TWT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NT 



NTID 



AAID Length Length 



AA 

— Score Probability 



2020 



T2T 



TTT 



ITS" 



[2.8e-07 



Locus Name 



Yjdl-ixJce protein 



| gp:LLLNl^ 



Acc# 



Y13384 



Description 

Lactococcus lactxs msz gene ana 3 okf's. 



574 



NT 



AA 



ORF Name 



NT ID 



purr 



AAID Length Length 
7243 



TUT 



Score Probability 
0. 0011 



Protein name 



Locus Name 



cryptogene protein G4 



bir:Sbi9I0 



Acc# 



S51910 



Description 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length 



TUTT 



7244 



£.5e-76 



Protein name 
Description 

CYTOPLASMIC AXIAL FILAM E NT P ROTEIN 



Locus Name 



'sp:CAFAJJAfc!lW 



Acc# 



P45175 



NT 



AA 



ORF Name 



NTID 



TUTT 



AAID Length Length 
TUT 



Score Probability 
i.0e-39 



Protein name 



Description 



Locus Name 



Acc# 



spiWBBJJECOLl 



(EC 2.3.1.-) 



NT 



AA 



ORF Name 



NTID 



TUTT 



AAID Length Length 
THUS 



7^ 



Score Probability 
0.0017 



Protein name 



Locus Name 



transposase 



gp:AF038866 



ACC# 



AF038866 



Description 



Bacteroides tragilis transposon Tn55^o transposase (JDipH) andmoJoilization 
protein BmpH (bmpH) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



[TEW 



1.4e-13S 



Protein name 



Locus Name 



unknown 



lgp:AF12bl64 



Acc# 



AF125164 



Description 



Eacterordes rragxlis 6jSK -p olysaccharide k (iL>S B2J mosynthesxsiocus, 
complete sequence; and unknown genes. 



ORF Name 



161W032 i'2 6 



Protein name 



NTID 



NT 



AA 



AAID Length Length 




Score Probability 



TO" 



Locus Name 



Acc# 



Description 



INO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 
104 



Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



l±110.6.±b...±2..A 



Length Length 




TUT 



Score Probability 
0.015 



55" 



Locus Name 



Acc# 



AB021078 



plasmid CoLlb-P9 DNA, complete sequence. 



576 



ORF Name 



ti 11 



Protein name 



Description 



1N0-HTT 



NT 



AA 



NT ID 



AAID 



Length Length 
7T~ 



Score Probability 



223" 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID 



AAID 



Length Length 



Score Probability 



1530 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



lQ:X±TL.t'L..± 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



1089 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



KfO-HlT 



NT 



AA 



NT ID 



AAID 



Tim" 



Length Length 
S"7 



Score Probability 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



AAID 



23.6.3.5.M0...±2...fS. I PTTTJ 



Length Length 




Score Probability 



Protein name 

Description 
WO-HIT 



Locus Name 



Acc# 



ORF Name 



'2464906'3 il 2 



Protein name 



Description 



INO-HTT 



NT ID 



AAID 



NT AA 

— - — , Score Probability 
Length Length 



TUJW 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 




Score Probability 



Locus Name 



Acc# 



(NO -HIT 



ORF Name 



Protein name 



NT 



AA 



NTID 



2036 



AAID Length Length 



Score Probability 
4.5e-18 



Locus Name 



receptor antigen (RagA) 



gp:PGI130872 



Acc# 



AJ13 0872 



Description 



Porphyromonas gmgivalis WbU receptor antigen (rag) locus encodxnga major 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



NTID 



2037 



AAID Length Length 

741%: 



Score Probability 
|4.8e-l6 



TFT 



Protein name 



Locus Name 



115K outer membrane protein precursor : Susc 
protein 



pir : JC6027 



Acc# 



JC6027 



Description 



578 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



T7TT 



513 



5 . 9e-14 



Protein name 



Locus Name 



glucosamxne - - r ructose- 6 -pnospnat e 
aminotransferase PAB2201 



Acc# 



F75212 



Description 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


: Score 


Probability 


laniiai^ti^i:/. 


20^y 


7261 


112 


339 


154 


" 4.4e-10 



Protein name 



Description 



Locus Name 



Acc# 



P22106 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



— score Probability 



lfl. 7,44P.li.^cl^l^ | pW 

Protein name 



1ST 



5T0~ 



TTT" 



|3.0e-0b 



Locus Name 



hypothetical protein Rvl624c 



Ipir^'VobbB 



Acc# 



F7 0558 



Description 



ORF Name 



NTID 



— — Score , Probability 



AAID Length Length 



10.W.12.&tf...±l...i.b. 



Protein name 



Locus Name 



sp : TkPF Jl'HUMA 



Description 



1.3e-2b 



Acc# 



Q56320 



579 



ORF Name 



NT ID 



NT AA 

— — Score Probability 
AAID Length Length 



11879400 o'l 2 08 



2325 



6.9e-17 



Protein name 



Description 



Locus Name 



IspiCmjUOoLl 



Acc# 



P17315 



C0L1CW 1 ftfiCEM'ok PftBCOKiiok 



ORF Name 



NT ID 



NT AA 

— — Score Probability 
AAID Length Length 



12155931 fi 144 



2043 



7TS1T 



214 



TO" 



|4.3e~lS 



Protein name 



Locus Name 



2,3,4,5- 1 e t rahyclropyr ldine - 2 - carboxylase 
N-succinyl transferase- related protein 



pir:H7224b 



Acc# 



H72245 



Description 



NT 



AA 



ORF Name 



NTID 



122.13.ia6...±1...14.ii.. 



12044 



AAID Length Length 
WTZ 



trnr 



Score Probability 
|2.2e-30 



Protein name 



Locus Name 



tlavodoxin 



pir:H71^bO 



Acc# 



H71850 



Description 



ORF Name 



\lll&:JKL±±..±±b.. 



Protein name 



NTID 



12 04 5 



antnraniiate syntnase, component I 



Description 



NT 



AA 



AAID Length Length 
TZZI — 



Score Probability 
7 .2e-71 



7TS 



Locus Name 



pir :D724I4 



Acc# 



580 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



1298B762 tJ 14b 



32~ 



Protein name 



Description 



Locus Name 
spiMUBM^E'l'MA 



Acc# 
Q35543 



NAbH-TIBIOtHNOME OXluOftBfitlcJl'Arilj CHAIN S, 



ORF Name 



NTID 



i433£4£3 c2 209 



TOT 



Protein name 



hypothetical protein 



Description 



NT 



AA 



AAIP Length Length 



Score Probability 



TUZT 



Locus Name 



pir:D72llb 



|6.ie-45- 



Acc# 



D72115 



ORF Name 



Protein name 



NTID 



7T7TT 



NT 



AA 



AAID Length Length 
T3"5T3 — 



Score Probability 



Locus Name 



Acc# 



Description 
IWO-HIT 



ORF Name 



Protein name 



NTID 



2045 



AAID 



rTTTT- 



NT AA 

— - — , score Probability 
Length Length 



2442 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 



NTID 



AAID 



im&5.3.1.±l...M 



hypothetical protein 



Description 



NT AA 

— — Score Proba bility 
Length Length — 



TUT 



TZT 



2.7e-ll 



Locus Name 



pir:S76639 



Acc# 



S76639 



581 



ORF Name 



NTID 



AAID 



Probability 



i5656537_c3_JJ09 


20!Ji 


7273 


446 


1341 133 


l . 3e-05 


Protein name 


Locus Name 


Acc# 


hypothetical protein aq__1059 


pir:C7039l 


C70391 


Description 














ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


±6.&.12Mb....clJ2.&X.. 


2052 


7274 


431 


1296 1/23 


2.3e-177 


Protein name 


Locus Name 


Acc# 


hypothetical protein 


pir : JQ1020 


1 JQ1020 
1 


Description 














ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


1&2l8.3.2...c:l..2l0.3. 


2053 


7275 


384 


T155 1034 


2.4e-l04 


Protein name 










Locus Name 


Acc# 


carbamoyl phosphate 


synthetase in 






gp:F£24Glii 


Z93780 


Description 




Fugu ruJoripes genes 
light chain, MAP2 . 


encoding 


carbamoyl phosphate syntnetase 111 , myosin 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


±9.B.ll£l\>h...±2..Al 


2054 


7276 


231 


696 46U 


1.6e-43 


Protein name 










Locus Name 


Acc# 












spiTRPtijrHEMA 


Q08654 



Description 



582 



NT 



AA 



ORF Name 



NTID 



1364390 t2 ttl 



AAID Length Length 
B53 



7T77 



Score Probability 

m 



Protein name 

hypotnetical protein HelE 



Locus Name 



pir :TU860b 



Acc# 
T08605 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



19.3.5.B3.2.£A...£3....123.., 



TTTW 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



aiii2L£2L..±i...aL7. I [swt 



AAID Length Length 



TZT5 



Score Probability 
8.9e-73 



Protein name 



Description 



Locus Name 



sp:Afl<Si_ECoLl 



Acc# 



P18840 



(L-ASMAiJS 1} 



NT 



AA 



ORF Name 



NTID 



mm7...±i..A0... 



AAID Length Length 



Score Probability 



TTST" 



Protein name 



Locus Name 



gp:APiSS$05 



Acc# 



AF155805 



Description 



Streptococcus suis strain b2!8 CpsyD ^cps9D) gene, partial ccts;Cps9E 
(cps9E) , Cps9F (cps9F) , and Cps9G (cps9G) genes, completecds; and Cps9H 
(cps9H) gene, partial cds . 



583 



NT 



AA 



ORF Name 



NTID 



2rnrj" 



AAID Length Length 



Score Probability 



72ST 



Protein name 



Description 



Locus Name 



Acc# 



NO -HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



2227.&17.5...±1...2l1.. 



Length Length 



Score Probability 
l.Se-Il 



Protein name 



Locus Name 



receptor antigen ^KagAj 



l gp:PGlliOB72 



ACC# 



AJ130872 



Description 



antigen (Tag) locus encodmga major 



PorpJiyromonas gingivalis WbO receptor 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 
|7.Se-l24 



1218 



Protein name 



Locus Name 



sp : TRPBJTHEMA 



Acc# 



P50909 



Description 
TRYPTOPHAN SYNTHASE BETA CHAIN, 



NT 



AA 



ORF Name 



NTID 



AAID 



2052 



[723¥" 



Length Length 
273 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



584 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



122860128 cl ±V0" 



I2TJFT 



ibt 



10.031 



Protein name 



Locus Name 



Isp : SykOJUWLA 



Acc# 



P36378 



Description 

(OSTEONECTIN) (OM) (SAaiMiiN'X 1 M EMBkAMii! J^kOTEiN bjyi-4uj 



ORF Name 



23600812 cl iby 



Protein name 



NTID 



2064 



AAID 



NT 



AA 



Length Length 
TT5 



Score Probability 



TUT 



Locus Name 



Acc# 



Description 



IMO-HIl' 



ORF Name 



n&S.0.2!ib....ai....ZB.y.., 



Protein name 



Description 



NTID 



AAID 



7T5T 



— — Score Probability 
Length Length 

— 



| i.ie-97 



Locus Name 



lap^QHDjiCJoLl 



Acc# 



Q46856 



HYPO ' i ' Ml il' l'icJAL uXlbokUDUCTA^ IN METU-^l INTi^kiNlc reuiun 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



12066 



7288 



1084 I 13255 



I3T55" 



Protein name 



Locus Name 



lsp:l>ykl_blcJlJl 



Acc# 



P20 054 



Description 



585 



ORF Name 



2402216^ 147 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



2 OS 7 



1188 



TUT 



Locus Name 



sp:PU91_Y±i!AfcJT 



Acc# 



P54113 



ORF Name 



Protein name 



NTID 



— — Score Probabi lity 
AAID Length Length 



TIT 



I.0e-96 



Locus Name 



aspartate ammotransr erase related protein 



pir:E6916& 



Acc# 



E69168 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



TZWT 



Probability 
|1.0e-174 



Protein name 



Description 



Locus Name 



|gp:AB02b^42 



Acc# 



AB025342 



Montella marina genes, complete cas, similar to eicosapentaenoicacia 
synthesis gene cluster. 



NT 



AA 



ORF Name 



NTID AAID Length Length 



— ^ Score Probability 
T.2e-20 



Protein name 



Locus Name 



exopoiypnospnatase 



|pir:E70i76 



Acc# 



E70376 



Description 



586 



NT 



AA 



ORF Name 



NTID 



244317552 tJ 143 



[2TT7T" 



AAID Length Length 




Score Probability 



TITS 



JTT 



Protein name 



Description 



Locus Name 



Acc# 



[NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



£44aaia3...±!...lia.. 



TFW 



Length Length 
¥£B 



Score 



T5"5~ 



TIT 



Probability 
4 .ie-29 



Protein name 



Description 



Locus Name 



sp:TH10__>OkLU 



Acc# 



051088 



THIOkEDOXtN (1'kX) 



NT 



ORF Name 



NTID 



AAID Length Length 



AA 

— , Score 



fZUTT 



Probability 
5.5e-4l 



Protein name 
Description 

I NDOLE- i - 0L V OklkoL PHO^HATE SYNTHASE, (IcikJ) 



Locus Name 



Acc# 



P20578 



NT 



AA 



ORF Name 



NTID 



AAID 



2AS.9XL.C1...1T1 , 



TT5T 



Length Length 



Score Probability 



7TT 



Protein name 



Description 
(NO- HIT 



Locus Name 



Acc# 



587 



ORF Name 



NTID 



24641952 U 140 



TITT 



Protein name 
Description 

T&Y£T0l>HAisl SYMBOL ALPHA UHAl^, 



NT 



AA 



AAID Length Length 



Score Probability 



7W 



TUT 



Locus Name 



sptTRPAJW'l'Vu 



6.5e-3S 



Acc# 



P14637 



ORF Name 



24645650 C2 2bb 



Protein name 



NTID 



AAID 



77W 



NT 



AA 



Length Length 



Score Probability 



1167 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



2.6.&20.2.Di..±i....li.l.. 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



TUTT 



7T 



WIT 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



\1±A±1B±.±1JJX 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



S.Se-oy 



Locus Name 



probable giyceropnosphoryl clxester 
phosphodiesterase 



pir :G/bbUb 



Acc# 



G75506 



Description 



588 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



TTUT 



1 . 2e-23 



Locus Name 



Acc# 



Description 



sp:PURI_HAEIN 



P43854 



&H05PH0ftlb0SYL&Vk0i>HoS&HAl t B AMINOTRANSFERA SE) (ATaSK) (GPATASE) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



2oW 



1059 



£2T 



Protein name 



Locus Name 



S.2e-18 



Acc# 



subunit oi the terminal oxiaase witn unknown I igp . AADOXP24H 



Description 



A.ambivalens doxA gene locus witn aoxD ana aoxA genes. 



Y08730 



ORF Name 



NTID 



12081 



Protein name 



7T0X 



NT 



AA 



AAID Length Length 



Score Probability 



T5T 



16 .9e-Il 



Locus Name 



Acc# 



probable tnioredoxin 



Description 



pir :T082'/1 



ORF Name 



NTID 



Protein name 



AAID 



— — Score Probability 
Length Length 



1.4e-136 



Locus Name 



Acc# 



polypnospnate kinase 



Description 



Igp :AF08^8 



AF083928 



Vibrio cholerae polyphosphate kinase ippKj ana exopoiyphospttatase (ppx; 
genes , complete cds . 



589 



ORF Name 



NTID 



Protein name 

hypothetical protein APE2bb4 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



75 



TTJT" 



Locus Name 



pir:C724Bi> 



i.7e-05 



Acc# 



C72489 



NT 



AA 



ORF Name 



NTID 



12AA 0.6^i)„..ck...2.ii... 



2uW 



AAID Length Length 



Score Probability 
0.0024 



Protein name 



Locus Name 



|gp:CELB04b4 



Acc# 



AF025452 



Description 

CaenorhaocLitis elegans cosmia B04b4. 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Pr obability 
Length Length 



TTUT 



1025 



4.1e-52 



Protein name 



Locus Name 



sp:TRPDJ4ETJA 



Acc# 



Q57686 



Description 
ANTHRAN1LATE l>HOfc> i^HOR I BO^ V LTR ANS FERA^j E , 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


3.3.3.2&4a£...G2...26.fc... 


2085 


7308 


151 


455 


105 


4.1e-05 

















Protein name 



Locus Name 



immunoreactive 36 KDa antigen PG14 



| gp:AF14b7^ 



Acc# 



AF145798 



Description 

Porphyromonas gingivalis strain W50 immunoreactive 36 KDa antigenPGl4 gene, 
complete cds . 



590 



NT 



AA 



ORF Name 



NTID 



AAID 



3376327 tJ 106 



7305 



Length Length 




Score Probability 



ST 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 

rZ^u Score Probability 
4.6e-53 " 



ORF Name 



NTID 



AAID 



7mr 



Length Length 



SIT" 



Protein name 



Description 



Locus Name 



sp:DAW_tJVNYi 



Acc# 



P74667 



MAMINOlPlMELATO dMMEkAriij, (S Aft riPJLMUkArilj) 



NT 



AA 



ORF Name 



NTID 



3.423.£.7.0.a..±i....l2.y... 



AAID Length Length 
T33 



Score Probability 



7TTT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



3.5.3.4£D.fcJ...±i....lb.i.. 



Length Length 
TUT 



— Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



591 



NT 



AA 



ORF Name 



135392907 t2 75 



Protein name 



NT ID 



AAID Length Length 
575 



T3T3 



Score Probability 
7.2e~22 



I23F 



Locus Name 



aspartate aminotransterase related protexn 



pir :E6yi6« 



Acc# 
E69168 



Description 



ORF Name 



NT ID 



3.m&2L6.2...c.2L...216. I 



7314 



Protein name 



probable response regulator 



Description 



NT 



AA 



AAID Length Length 
TUT 



Score Probability 
b.5e-I2 



T3F 



Locus Name 



bir:T34S7b 



Acc# 



T34675 



NT 



AA 



ORF Name 



NTID 



AAID 



\lO£116±..at...±6.B..... I 



7315 



Length Length 



TTTT 



Score Probability 
5..2e-45 



Protein name 



Locus Name 



sp:MAUGJ>ARDE 



Acc# 
Q51658 



Description 

METHYLAMINE UTILISAT I ON PROTEIN MAU(3 I^RECUkaOR 



ORF Name 



NTID 



NT AA 

— , — - Score Probability 
AAID Length Length ■ 



&119A11.±1JX9. 



T2T 



1UT 



b.7e-lb 



Protein name 



Locus Name 



bZlP histidxne Kinase 



gp:PPUV1524b 



Acc# 



Y18245 



Description 



Pseudomonas putida todX, todF, todci, todC2, todB, todA, todD,todE, todG, 
todl, todH, todS, todT genes. 



592 



ORF Name 



16057812 rl 43 



77TT 



JIT 



Protein name 

Description 
NO -HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



AAID 



&u6.b!2..±:L..£ 



T — ^, T — Score Probability 
Length Length — dL 



|I.i*e-I3 



Protein name 



Locus Name 



PobR protein 



Acc# 



AJ251792 



Description 



Pseudomonas put i da ponR gene tor PoJdR 
protein. 



protein and pobA gene rorPobA 



ORF Name 



NT ID 



AAID 



NT AA 

— _ t — ^ Score Probability 
Length Length • — ■ — ■ ^ 



73" 



2.^e»07 



Protein name 



Description 



Locus Name 



Acc# 



gp:D90701 



Escherichia coli genomic DNA. (13.6 - 14 . 0 mm) . 



NT 



AA 



ORF Name 



NTID 



AAID 



■ififl5iS4ii...ci„.fei I pw 



Length Length 



Score Probability 



Protein name 

Description 
[NO-HIT 



Locus Name 



Acc# 



ORF Name 



2020:495i_cl_bb 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 

um — 



Score Probability 



VT7T 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



TttT 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



Protein name 



Description 



NT 



NTID 



AAID 



12101 



Length Length 



AA 

— Score Probability 



TST™ 



Locus Name 



Acc# 



[NO -HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



Length Length 

wn — 



Score Probability 
0.0064 



HI 



Locus Name 



sp :NOLP_RHILP 



ACC# 



P23717 



MODULATION PROTEIN MOhP 



594 



NT 



AA 



ORF Name 



NTID 



24727127 c!4 102 



TTUT 



AAID Length Length 




Score Probability 
2 . le-20 



Protein name 



Locus Name 



putative oxygen -independent 
coproporphyrinogen 



|gp: API 57532" 



Acc# 



AF157642 



Description 



Desultitobactenum denaiogenans putative ~~ " 

oxygen-independentcoproporphyrinogen III oxidase (hemN) gene, partial cds; 
Hrd22-1 (hrd22-l) gene, complete cds; and two-component sensor 
histidinekinase homolog (hkhB) gene, partial cds. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
£S5 



Score Probability 



TJTE 



S4 - 



Protein name 

Description 
[MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



TTZT 



WW 



TZTT 



\TT&T 



l.le-287 



Protein name 



Locus Name 



Acc# 



mobilization protein c 



gp:AFlitt^4:i 



AF118243 



Description 

Bacteroides tragilis mobilization protein c imooc) gene, compietecds. 



NT 



AA 



ORF Name 



NTID 



\16Ati.211b....z±.„6.1 



AAID Length Length 
TIT 



Score Probability 
|6:.7e-li 



T717 



Protein name 



Locus Name 



RNA polymerase sigma r actor sigz-UKe protein | IgpTAFTTTT^T 



Acc# 



AF137263 



Description 



Bacteroides thetaiotaomicron L 3U3 ruoosomai protein sib-liJceprotem, tucose 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sigZ) genes, 
complete cds . 



595 



ORF Name 



'3370&4147 cl 43 



Protein name 



Description 



NTID 



AAID 



NT 



AA 



Length Length 
RT71 



Score Probability 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



3.4^125..7.S...±1...I... 



Protein name 



NTID 



AAID 



NT AA 

— — , Score Probability 
Length Length — 



TUT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



3.^3.5.7.ai.7....cl...44... 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 
TTT2 



TJJT 



Score Probability 
|4.0e-55 



5TT 



Locus Name 



spcYBDJslJJCOLl 



Acc# 



P77216 



HYPOTHETICAL 47. B KB PRO TE IN lh\ OSTA- DSBti JIM TLiRQEN I C REGION 



NT 



AA 



ORF Name 



NTID 



pur 



AAID Length Length 

mi — 



Score Probability 



7332 



Protein name 



Description 



Locus Name 



Acc# 



IN0-M1T 



596 



ORF Name 



NT ID 



NT AA 

, „ ^ — _ — . Score Probabi lity 
AAID Length Length JL 



14103377 ±2 23 



12111 



7T3T" 



T5T 



Protein name 

Description 
[NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



TTFF 



AAID Length Length 
7733 — 



T21T 



T3T~ 



Score Probability 
2^3 



7.3e-23 



Protein name 



Locus Name 



unknown 



gp:AFllS244 



Acc# 



AF118244 



Description 



Bacteroides tragilis unknown gene. 



NT 



AA 



ORF Name 



44flfiaaa...ai„A&.„. | pm 



NTID AAID Length Length 

nrjs — 



1ZT 



pur 



Score Probability 




7.2e-i6 



Protein name 



Locus Name 



sp:YBDM_SCOLl 



Acc# 



P77174 



Description 

HYPOTHETICAL 23.9 KD PROTEIN IN CS'l'A-DSBG INTJURGENIC REGION 



ORF Name 



NTID 



AAID 



NT AA 
„ — , — , Score Probability 
Length Length 



ii&&052...±1...2. 



2TTT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



NT ID 



NTT AA 

— — Score Probability 
AAID Length Length 



6287687 ri 10 



7537 



3 . le-05 



Protein name 



M protein 



Locus Name 



Acc# 
X60098 



Description 



Streptococcus sp. (group G) emm gene tor M protein. 



NT 



AA 



ORF Name 



NT ID 



6522553 c2 Si 



AAID Length Length 
TTT" 



Score Probability 
|4.3e-05 



Protein name 



Locus Name 



proJoaJDie transposase tor isibbb 



pir : F/Ub/a 



Acc# 



F70678 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



12117 



7339 



TUT" 



T0~3~ 



FT" 



0.0087 



Protein name 



Locus Name 



coproporpnynnogen III oxidase 



IgprBSHkCA 



Acc# 



Y09446 



Description 

B.stearothermophilus hemN gene (partial) ana nrcA gene. 



NT 



AA 



ORF Name 



NTID 



|li4£3A0.£...c3....z& 



AAID Length Length 



Score Probability 
H2T5 — 



|1.6e-l23 



Protein name 

5 0 kD antigen pgi 



Locus Name 



|gp:AP144076 



Acc# 



AF144076 



Description 

Porphyromonas gingivalis strain W50 bU KD antigen PGl gene, complete cas . 



598 



NT 



AA 



ORF Name 



NTTD 



16603425 cl IS 



12113 



AAID Length Length 



Score Probability 
1555 



Protein name 



Locus Name 



NqrB 



gp:AF165980 



Acc# 



AF165980 



Description 



Vibrio harveyi Na+- translocating NADH-qumone oxicloreductasecomplex operon, 



complete sequence. 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



2121 



AAID Length Length 
TTTS"8 — 



35F~ 



Score Probability 
[7TT7 



l.le-6.S 



Protein name 



Description 



Locus Name 



sp : BLMH_RAT 



Acc# 



P70645 



BLEOMYCIN HYDROLASE, (BLM HYDROLASE) (BMH) 



NT 



AA 



ORF Name 



NTID 



TTZT 



AAID Length Length 
2^T5 1 



TOST 



Score Probability 

— 



Protein name 



Locus Name 



115K outer membrane protein precursor : SusC 
protein 



pir : JC6027 



Acc# 



JC6027 



Description 



599 



ORF Name 



Protein name 



NT ID 



AAID 



TTZT 



NT 



AA 



Length Length 
T%1 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NT ID 



AAID 



— — Score Probability 
Length Length ' 



2 . 8e-05 



Locus Name 



sp:VtfeO_HAJiillvl 



Acc# 



P44031 



Description 
' POTHBTlcAL PkoTriJLM H1U66U 



j"~HY 



ORF Name 



Protein name 



NT ID 



AAID 



7TZT 



— — Score Probability 
Length Length - 

551 



Locus Name 



Acc# 



Description 



INC -HIT 



ORF Name 



Protein name 



NTID 



AAID 



— — Score Probability 
Length Length — 

T7T5 



Locus Name 



Acc# 



Description 



MO-HIT 



600 



ORF Name 



|236iOW3 ci 2b 



Protein name 



Description 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length ^ 



7JTT 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



Protein name 



Description 



MO-HIT 



NT 



AA 



NTID 



AAID Length Length 
TTT 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID 



TTZT 



U5T 



Length Length 

1494 



Score Probability 
1 . le-44 



¥5T 



Locus Name 



115K outer membrane protein, precursor : Susc 
protein 



pir : 



Description 



Acc# 



JC6 02 7 



ORF Name 



Protein name 



NTID 



AAID 



12130 



receptor antigen (RagA) 



Description 



NT 



AA 



Length Length 
TTT 



996 



Score Probability 
2.^e-i0 



T7S 



Locus Name 



gp:lXjll3087i> 



Acc# 



AJ130872 



£>orphyromonas gingxvaixs W50 receptor antigen (rag) locus encodmga major 



immunodominant 55kDa antigen 



601 



ORF Name 



29691S16 t2 13 



Protein name 



NTID 



fZTJT 



NT 



AA 



AAID Length Length 




Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



Protein name 



l±A±&±±2...al„A± I VZTTI 



AAID 



NT 



AA 



Length Length 
£15 



Score Probability 



Locus Name 



Acc# 



Description 



[NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



12&Z.112...C.1..A1 1 



TTTT 



fTUT 



TT7F" 



TUT 



1.7e-05 



Protein name 



Locus Name 



putative transcriptional regulator 



gp:VP^Pl 



Acc# 



AL109969 



Description 
Yersinia pestis piasmici pPCJPi . 



ORF Name 



NTID 



AAID 



NT AA ^ ^ - , . . . . 
— — , Score Probability 
Length Length 



T7T 



TTTT 



Protein name 



Locus Name 



Acc# 



Description 



IN0-H1T 



602 



NT 



AA 



ORF Name 



NTID 



13884652 ±3 y± 



7TT5" 



AAID Length Length 
T73 



7357 



Score Probability 
2 .2e-21 



Protein name 



Description 



Locus Name 



sp:TRA2j4A<Jl'k 



Acc# 
Q45119 



TftAHSEOriAflB POk INdBRTloM ^Ottt^cJl i l ELEME NT IS2l-Lmi 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



.1.4556516 t3 30 



2136 



Score Probability 
9.6e-37 



Protein name 



Locus Name 



YadS 



gp:AP!S86iV 



Acc# 



AF198617 



Description 



Aeromonas caviae polar tiagelia locus, complete sequence. 



ORF Name 



NTID 



NT AA 
— — Score 
AAID Length Length 



iasm..±i...ii 



TuT" 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



fZTJT 



AAID Length Length 



T3TD" 



Score Probability 
3.5e-47 



Protein name 



Locus Name 



lipopolysaccharicie mosyntnesis protein JDpib 
homolog 



pir :G644«7 



ACC# 



G64487 



Description 



603 



ORF Name 



|23422Si>2 tl 12 



Protein name 



Description 



NO-HIT 



NT 



AA 



NT ID 



AAID 



fTTTT 



7JZT 



Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



2S.1.7.A0.3.7...±i...^.. 



Protein name 



Description 



NO-HIT 



NT 



AA 



NTID 



AAID 



Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NO-HIT 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length — 



7363 



Locus Name 



Acc# 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 




2193 



Score Probability 
0.00035 



TT2 



Locus Name 



115K outer membrane protexn precursor : SusC 
protein 



pir ;J"C6 02 7 



Acc# 



JC6 02 7 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



ao.o.^sl.±i...io. I m& 



Length Length 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 
NO-HIT 



604 



ORF Name 



4087502 Cl 45 



Protein name 



NT ID 



2144 



AAID 



NT AA _ _ , , . , . . 
— — Score Probabilxty 
Length Length ' 



179 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 



— Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 
TT5 



7T^ 



TUT 



Score Probability 
0.0058 



"ST 



Locus Name 



sp:ZM90_kUMAW 



Acc# 
Q03938 



ZINC FINGER PROTEIN 90 ( l ZLh\C FINGER PRO T EIN UTF3 ) (FRAGMENT) 



ORF Name 



NT AA 

— ■ — ■ Score Pr obability 
NTID AAID Length Length — 



i&amai...a2L...3L7 h 



12147 



TT9 1 IT5TI 



Protein name 



Locus Name 



Acc# 



Description 



INO-HIT 



605 



# 



NT 



AA 



ORF Name 



NTID 



AAID 



'32665833 cl 32 



7370 



Length Length 
TTJ1 — 



£7T 



Score Probability 
TTTe-Ul 



T5U 



Protein name 



Locus Name 



immunoreactive 53 KD antigen PG123 



gp:AF144641 



ACC# 



AF144641 



Description 



Porphyromonas gxngivalis strain W50 immunoreactive 53 kD antigenPGl23 gene, 
complete cds . 



ORF Name 



$6226$$$ cl 51 



Protein name 



Description 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length — ~ J - 



2149 



r7T7T" 



TT5 1 [3TT7 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



Protein name 



Description 



NO -HIT 



NT 



AA 



NTID 



AAID 



12150 



7TTT 



Length Length 




Score Probability 



109 



Locus Name 



Acc# 



ORF Name 



3.6.5.253.i:7....ca...2.8... 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



UTTT 



Length Length 

— I m% — 



Score Probability 



Locus Name 



Acc# 



NO-HIT 



606 



NT 



AA 



ORF Name 



NT ID 



36679717 C2 33 



AAID Length Length 




Score Probability 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



ORF Name 



NTID 



AAID 



5/X126.2B....a±..A2 I 



Protein name 

Description 
NO-HIT 



TTTT 



Length Length 



AA 

— , Score Probability 



\ZTF 



Locus Name 



Acc# 



ORF Name 



6.45.a.7.aZ...C^....3.bi.. 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 



Score Probability 



4X7 



Locus Name 



Acc# 



Description 



NO-HIT 



it,,- 



ORF Name 



NT 



AA 



NTID 



AAID 



23iaam5...ca„.aa I ist^ 



7TTT 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



|]SfO-HIT 



OfiF Name 
Z^D.D.6.3.B..7....tl..A.... 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length 



7T75" 



TT5T 



I5T3T 



6.0e-b9 



Protein name 



Locus Name 



115K outer membrane protein precursor : SusC 
protein 



pir : JC6027 



Acc# 



JC6 02 7 



Description 



607 



ORF Name 



NT ID 



AAID 



NT AA 

— — , Score Probability 
Length Length x - 



1TTT 



TIT 



10.042 



Protein name 



Locus Name 



Acc# 



neat shock transcription ractor HSF21 



|pir:ab9537 



Description 



ORF Name 



NT ID 



NT AA 

— — , Score Probability 
AAID Length Length — ^ 



7380 



I.5e-I6 



Protein name 



Locus Name 



dipeptidase homolog 



gp:AF060«bb 



Acc# 



AF060858 



Description 



Salmonella aublm regulatory protein CopR icopR) , nistidine kinase (copS) , 
SPI-4 pathogenicity island containing dipeptidase homolog (pipD) , SopB 

sopB) , PipC (pipC), PipB (pipB) , and PipA (pipA) genes, complete cds; and 
tRNA-Ser gene, complete sequence; andunknown genes. 



NT 



AA 



ORF Name 



NT ID 



AAID 



11±1216.2.±±JA I fTISV 



Length Length 



1761 



Score Probability 
|5.0e-118 



1163 



Protein name 
Description 

PROBABLE PHOSPHOMMNOMUTASE, (PMM) 



Locus Name 



sp: YHXH_BACSU 



Acc# 



P18159 



NT 



AA 



ORF Name 



NT ID 



AAID 



\l&±l$l± i .L±±..±2 1 UTZTJ 



TTWT 



Length Length 
T3"5 



Score Probability 



FT 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



608 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 



Protein name 

Description 
INO-HTT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



±±&±&lb...±±..±l I 



AAID Length Length 




3TT 



Score Probability 
2 .4e-06 



Protein name 



Locus Name 



transmembrane sensor 



tap;AP0bl6Si 



Acc# 



AF051691 



Description 



Pseudomonas aeruginosa stress tactor A (pstA) , ECF sigma factor (riul ) , 
transmembrane sensor (fiuR) , and hydroxamate- typef errisiderophore receptor 
(fiuA) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



iiiissLtu I pr^r 



AAID Length Length 
— 



Score Probability 




7.2e-l6 



Protein name 



Locus Name 



RNA polymerase sigma tactor SigZ-like protein 



bp:API37263 



Acc# 



AF137263 



Description 



BacteroicLes ttietaiotaomicron 30S ribosomal protein si6-liJceprotein, tucose 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sigZ) genes, 
complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID 



10.0±6.8±±X.±! I VTtt 



Length Length 



1890 



Score Probability 
|7.8e-i6i 



Protein name 
Description 

TOWlriOMBRASE IV ^UbONI T B, 



Locus Name 



sp : PAkEJiORBU 



Acc# 



Q59189 



609 



• 



NT 



AA 



ORF Name 



NTID 



2165 



AAID Length Length 




7T8T 



TOT" 



Score Probability 




|4.2e-27 



Protein name 



Locus Name 



probaiole KDO transferase 



pir:T35652 



Acc# 



T35652 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



raiisrziii: 



7388 



Length Length 



Score Probability 
1.2e-08 



131 



Protein name 



Locus Name 



hypothetical protein PH0474 



h?ir;E7il^ 



ACC# 



E71159 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



|40.3.£3.2.7..±i...l 



flTZT 



7389 



Length Length 
TITS 



Score Probability 
TTL 



7.4e-30 



Protein name 



Locus Name 



hypothetical protein Jd2981 



pir :C65084 



Acc# 



C65084 



Description 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length 



|419.5.25.0...±I...ll I 



7TW 



TIT 



TTT 



3.2e~61 



Protein name 



Locus Name 



conserved Hypothetical protein aq_066 



pir:E70306 



Acc# 



E70306 



Description 



NT 



AA 



ORF Name 



NTID 



"rnrr 



AAID Length Length 
TT21 



WIT 



Score Probability 
4.0e-38. 



409 



Protein name 



Locus Name 



Acc# 



carJDOxy- terminal processing proteinase 
ctpA, : tail-specif ic endopeptidase Pre 



pir :B69610 



Description 



610 



ORF Name 



NTID 



NT AA 

— — Score Pro babi lity 
AAID Length Length 



14664017 c3 h> 



fTTTTT 



2W 



T7T 



i . ye-33 



Protein name 



Locus Name 



receptor antigen (RagA) 



bp:P«1130872 



Acc# 



AJ130872 



Description 



frorphyromonas gin givalis W50 receptor antigen irag) locus encoctmga major 



immunodominant 55kDa antigen. 



ORF Name 


NTID 


AAID 


NT 
Length 


— , Score 
Length 


Probability 


24257600_±2_2 


2171 


73« 




1197 343 


4.0e-3l 


Protein name 








Locus Name 


Acc# 



transposase 



gp:AF038866 



AF038866 



Description 

Bacteroides trag ilis transposon Tn552U transposase tJDipH) ancimosiiization 
protein BmpH (bmpH) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



TTTT 



T7T~ 



ITT 



2.5e-10 



Protein name 



Locus Name 



sp : CUT]?' _>!c!oLl 



Acc# 



P40710 



Description 

COfr&Eft HOMEOSTASIS &3feOTJb!lM CTJTF t>kii!cilJ RSOR ( L 1 ^qprotk in mlf*;; 



ORF Name 



NTID 



— — Score Pro bability 
AAID Length Length 



TTTT 



tttt 



3.1e-86 



Protein name 



Locus Name 



Na+/H+- exchanging protein siribyb :Na+/H+ 
antiporter :Na+/H+ antiporter 



pir :S74ybi 



Acc# 



S74951 



Description 



ORF Name 



NTID 



AAID 



NT AA _ , , . -. . . 

— — Score Probability 
Length Length 



14354762 ±3 115 



TT7T 



TTT 



0.0020 



Protein name 



Locus Name 
|gp:CEYlllB2Cj 



Acc# 



AL132906 



Description 

Caenorhabditis elegans cosmia Y111B2C, complete sequence. 



ORF Name 



NTID 



AAID 



l£832SS5 t'l 14 



7TTT 



Protein name 



hypothetical protein 



Description 



NT 



AA 



Length Length 
PTS — 



Score Probability 
3.6e-6$ 



JTFZ 



Locus Name 



tpir:JQl0^0 



Acc# 



JQ102 0 



ORF Name 



NTID 



NT AA ^ , , , n . . 

— — , Score Probabi lity 
AAID Length Length 



TTTT 



33" 



FT" 



0.031 



Protein name 



Locus Name 



sp:^PkC_Xl!isJLA 



Acc# 



P36378 



Description 

(OS TE ONEC TI N) (ON) (BASEMEN T MEMBRANE PROTEIN BM-40) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



2.d4125.b.6...±2...13. 


2177 


7399 


358 


1077 


153 


Protein name 










Locus 


Name 


KIAAOdSO protein 


gp:AJ^0i>0557 



i.ie-ov- 



ACC# 



AB020657 



Description 

Homo sapiens mkNA tor KlAAOBbO protein, complete cas . 



612 



# 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



34i8ib:il cl ii 



1TUTT 



1209 



0.0058 



Protein name 



Locus Name 



Acc# 



|sp:Y414_HAElW 



Description 

HYPOTHETICAL PROTE IN MI04l4 



ORF Name 



5172277 Cl 40 



Protein name 



NTID 



AAID 



1TUT 



NT 



AA 



Length Length 



Score 



1401 



Locus Name 



Probability 



Acc# 



Description 



IWO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



NT AA „ 

— — Score Pr obabilxty 
Length Length 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



20.D..7.2S£...ai...fo.Q 



Protein name 



NTID 



AAID 



1TUT 



hypothetical protein 



Description 



— — Score Probability 
Length Length 



1260 



153 



Locus Name 



pir:G72244 



Acc# 



G72244 



613 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



221S026i> c2 47 



PTTT" 



57TT 



3.5e-55 



Protein name 



Locus Name 



Acc# 



sp:Y168_HAUlN 



Description 

HYPOTHETICAL JJkol'Jiil M Hl0l68/ib^ 



NT 



AA 



ORF Name 



NTID 



AAID 



24744125 cl 44 



Length Length 

m% — 



Score Probability 
|5.0e-24 



Protein name 



Locus Name 



Acc# 



macrophage intectivity potentiator 



|gp:LSU92222 



U92222 



Description 

Legionella spiri tensis macrophage intectivity potentiator (mipjgene, 
complete cds. 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


l±B.0A6A±..dl,.Al 


2184 


7406 


429 


1290 


1031 


4.9e-104 



Protein name 



Locus Name 



Na+-translocatmg juadh- ubiquinone 
oxidoreductase, beta chain 



pir:D64ub2 



Acc# 



D64052 



Description 



ORF Name 



Protein name 



Description 



NTID 



AAID 



[2TU1T 



NT 



AA 



Length Length 
152" 



Score Probability 
|i.5e-±0 



Locus Name 



|sp:T2H2_HAiili>A 



Acc# 



P36433 



.(R.HPAII) 



614 



ORF Name 



26456^0 cl 42 



Protein name 



NTID 



2186 



7408 



NT 



AA 



AAID Length Length 



Score Probability 



471 



T5T 



Locus Name 



i.5e-5i 



Acc# 



Description 



|sp:DEAL>j3A<J^U 



PROBABLh! ATP-blii^bfiOT RMA UUL ICASU DEAD 



P42305 



ORF Name 



TuTu"5753~cT~£T" 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



T3T 



TIT 



Locus Name 



Acc# 



Description 



|gp:AB0i407b 



ABO 14 07.5 



Clostridium mstoiyticum genes ror 
hypoxanthine-guaninephosphoribosyl-transferase (HGPRTase) , GTPase and 12 

ORFs, completeand partial cds . 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



TUT 



Locus Name 



|4.ie-6i 



Acc# 



Description 



sp :NQRE_HAJiliN 



(NA-NOR COMPLEX SUB MIT 5) 



P71342 



ORF Name 



NTID 



7TTT 



Protein name 



NT 



AA 



AAID Length Length 



Score Probability 



3T- 



Locus Name 



4.Se-0b 



Acc# 



Na+- translocating NADH- ubiquinone 
oxidoreductase, gamma chain 



Description 



pir:S6552§ 



S65528 



615 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Pr 


obability 


4142i91_cl_4:i 


2190 


7412 


3£5 


1098 


839 




l.le-83 


Protein name 








Locus 


Name 




Acc# 










sprSERC 








Description 
















£fcOTElfcl 234) 


(VEG234) 












i 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


916577_c3_yy 


2191 


7413 




984 


1649 




e> . ie-iub 


Protein name 








Locus 


Name 




Acc# 



D-3-phosphogiycerate dehydrogenase 



gp:A?07988l 



AF079881 



Description 

Entodinium caudatum D-3 -phosphoglycerate dehydrogenase mKNA, partial cas . 



ORF Name 



NTID 



NT AA 

— — Score Pr obability 
AAID Length Length ; 



9.M7.b.2....c2...J.. 



TTTT 



TTT 



1.6e-43 



Protein name 



Locus Name 



nypotnetical protein 



pir:JQ1020 



Acc# 



JQ1020 



Description 



ORF Name 



Protein name 



NTID 



hypotnetical protein MJ16 08 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



86 



Locus Name 



bir:^4bo0 



Acc# 



G64500 



616 



ORF Name 



12704377 £2 10 



Protein name 



NTID 



[2TW 



AAID 



7TTF" 



NT AA „ ^ , , . n . ^ 
— , — , Score Probabilxty 
Length Length 1 ~ 



186 



Locus Name 



Acc# 



Description 
NO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



lb.fm&&£..±:L.A I PTSS 



7ZTT 



hypothetical protein 



Description 



NT 



AA 



Length Length 
TTT 



Score Probability 
5 . 6e-103 



TUTT 



Locus Name 



pir : JQ102Q 



Acc# 



JQ1020 



ORF Name 



Protein name 



NTID 



7IW 



AAID 



NT AA 

— ^ — ^ Score Proba bility 
Length Length 



528 



Locus Name 



Acc# 



Description 
[NO-HIT 



ORF Name 



Protein name 



£>&0±$14 



NT 



AA 



NTID 



AAID 



7TTT 



Length Length 

rnr 



Score 



Probability 
I 10.020 



Locus Name 



gp:AF118084 



Acc# 



AF118084 



Description 



Homo sapiens PR01914 mRNA, complete cds . 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



0 . 031 



Protein name 



Description 



Locus Name 



sp:SPkC_XE*JJLA 



Acc# 



P36378 



(OSTEONECTIN) (CM) (RAIMENT MEMBMNU P& OTSIN BM-40) 



ORF Name 



2422SS77 c3 60 



Protein name 



NTID 



2199 



NT 



AA 



AAID Length Length 
T¥2 



Score Probability 



TTT 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 

vm> — 



Score Probability 



1ST" 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



T5T 



Locus Name 



conserved nypothetical protein CABOb^yb 



pir :T17189 



Description 



5.$e-46 



Acc# 



T17.189 



618 



NT 



AA 



ORF Name 



NT ID 



34407161 ci bb 



TIUT 



AAID Length Length 

— 



Score Probability 



7.1e-64 



Protein name 



Locus Name 



low speciticlty L-tureonme aldolase 



gp:AB001b77 



Acc# 



AB001577 



Description 

Pseudomonas sp. tMK tor low speciticity L-tnreonme aldolase , complete cds. 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length 



351S65S7 22 



2211 



0.0012 



Protein name 



Locus Name 



hypothetical protexn TiiD8.2y 



pir:T02i>y2 



Acc# 



T02292 



Description 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length ■ 



|4imil...a2™51...- 



2204 



7426 



7.0e-18 



Protein name 



Locus Name 



AlgT 



gp:APi»0briO 



Acc# 



AF190580 



Description 

Pseudomonas syrmgae pv. syringae AlgT lalgTj gene, complete cds. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



1VTT 



4Tl 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT- 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



7425 



6.3e-159 



Protein name 



Locus Name 



pyruvate dehydrogenase 



pir :T34e>b« 



ACC# 



T34668 



Description 



NT 



AA 



ORF Name 



NTID 



I£ft57.ftti...c2i...4fx. 



AAID Length Length 
T7T3 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



!.7.1S..705.:/....c2...ii5.... I 



17430 



[27T 



[XuTT 



10.00069 



Protein name 



Locus Name 



| Bp:YHVtt_¥iJAfciT 



ACC# 



P38853 



Description 

HYPOTHETICAL 131.1 KE) &kOTJbllN IN Rm 4 io 4-SOL3 ItfJEftOEKHC kUdloU 



NT 



AA 



ORF Name 



NTID 



TZTFT 



AAID Length Length 
775 



TOT 



2TT 



— l1 Score Probability 
3 .3e-06 



Protein name 



Locus Name 



hypothetical protein APE05SU 



tair;f)-^643 



ACC# 



D72643 



Description 



ORF Name 



NTID 



±6M2Mb..±l^.l... I 



TFHT 



7TJT 



Protein name 



hypothetical protein 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



TTTT 



Locus Name 



pir: J0I020 



2.3e-177 



Acc# 



JQ1020 



620 



NT 



AA 



ORF Name 



NTID 



AAID 



TUT 



TZTT 



Length Length 
7F3 



TZT 



Score Probability 

i a.ae-ii — 



Protein name 



Locus Name 



sp:Y612_Mfc!TJA 



Acc# 



Q58029 



Description 

CTMETICAL t>ftOTJU±M MJ0612 



j HY£' 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length 



\ZTFF 



1191 



5.$e-76 



Protein name 



Locus Name 



ammotranst erase (AspC ramiiy; 



] |P ir:B70:j2b "" 



Acc# 



B70325 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



228.6.0.12^...±1...14 



TZTT 



Length Length 




WE 



Score Probability 
TT7UTL 



F3T 



Protein name 



Locus Name 



sprSPkOJUWLA 



Acc# 



P36378 



Description 

(OST E ONECTIN) (OisJ) (BASEMENT MEMBRANE PROTEIN bM-4u) 



NT 



AA 



ORF Name 



NTID 



2214 



AAID Length Length 



Score Probability 



T5T 



Protein name 



Locus Name 



sp:NPL_ECOLl 



Acc# 



P06995 



Description 

AOID ALDOLASE) (N-ACE T YLNEURAMINATE PY RUVATE LVA^E) (NALA^E) 



ORF Name 



24225677 c:J 127 



Protein name 



NTID 



AAID 



NT AA „ _ i_ t_ ■ • ^ 
— — Score Pro bability 
Length Length — ■ 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length 



7^" 



1102 I [UM 



9.0e-7i 



Protein name 



Locus Name 



receptor antigen (RagA) 



lgp:PG1130a72 



Acc# 



AJ130872 



Description 



t>orphyromonas gingival! s W50 receptor antigen (rag; locus encodmga major 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



NTID 



fZZTT 



AAID Length Length 



PTTF2" 



Score Probability 
6.2e-77 



Protein name 



Description 



Locus Name 



sp:MlM_CLGAii 



Acc# 



P33655 



DNA PRIMASK, 



ORF Name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length 



££2m6.2...cl..liJ... 



7440 



Protein name 



Locus Name 



sp : STS_RAT 



ACC# 



P15589 



Description 

SUL F ATE SULFOHYD&OLASE) (AkYLiOT LFATASE C) (ASC) 



□ 



622 



NT 



AA 



ORF Name 



NTID 



26555402 t2 3a 



2219 



AAID Length Length 
ITT^S — 



Score Probability 
4 . ve-35 



Protein name 



Locus Name 



phospno - 2 - denydro- 3 - deoxyneptonate 
aldolase/chorismate mutase 



Description 



pir :A7b44y 



Acc# 



A75449 



ORF Name 



Protein name 



Description 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length ■ — 



Locus Name 



sp : PHEAJUkWiW 



Acc# 
Q02286 



ORF Name 



Protein name 



Description 



NTID 



NT AA ^ , t_ ■ n ■ j_ 
— • — Score Pro bability 
AAID Length Length — 



2221 



74¥T 



521 



1 . 3e-38 



Locus Name 



sp : STSJtoUfcJfc! 



Acc# 



P50427 



SUL F A T E STIL P OHVDkoLAS B ) ( Ak V L U L Jb AT Aibi R C) (AUCi 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length — — — 



UTZT 



17444 



[FT 



Protein name 



Locus Name 



Acc# 



Description 
NO-HIT 



□ 



623 



NT 



AA 



ORF Name 



NTID 



AAID 



3930163 c3 129 



Length Length 
STT" 



Score Probability 
|4.3e-10 



TGI 



Protein name 



Locus Name 



transmembrane sensor 



|gp:AF05169i 



Acc# 



AF051691 



Description 



£seudomonas aeruginosa stress tactor a ipstA) , KCF sigma tactor ttiui; , 
transmembrane sensor (fiuR) , and hydroxamate-typef errisiderophore receptor 
(fiuA) genes, complete cds . 





ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


3537927^^83 


2224 


7445 


99 300 


106 


i.3e-05 



Protein name 



Locus Name 



unknown 



|gp:S£>U4923S 



Acc# 



U59236 



Description 



Synechococcus PCC7942 ribosomai protein si or 30S rijoosome trpsi; , ORF271 , 
ORF231, ORF341, carboxyltransf erase alpha subunit (accA) , ORF245 , ORF227, and 
GTP cyclohydrolase I (folE) genes, completecds, and ORF205 gene, partial 
cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
| 4.7e-12 



TZ3 



Protein name 



Locus Name 



RNA polymerase sigma tactor sigz-UKe protein 



gp:At l 137263 



Acc# 



AF13 7263 



Description 



Bacteroictes tnetaiotaomicron 30S ribosomai protein Sl6-liJceprotein, rucose 
gene cluster, and RNA polymerase sigma factorSigZ-like protein (sigZ) genes, 
complete cds. 



624 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length 



4117167 c3 iiu 



7¥W 



3387 



7TT 



|4.6e-7i 



Protein name 



Locus Name 



receptor antigen tRagA) 



tap;P«mOtm 



Acc# 



AJ130872 



Description 



£orphyromonas gingival is W5 0 receptor antigen (rag) locus encodinga major 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



NTID 



14875001 c2 126 



AAID Length Length 



Score Probability 
5.1e-l4 



TT1 



Protein name 



Locus Name 



unknown 



gp :U96771 



Acc# 



U96771 



Description 



Prevotella bryantu putative polygalacturonase , b-i , 4-enctogiucanase, and 
mannanase genes, complete cds; and unknowngenes . 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 
8.3e~54 



SS7 



Protein name 



Locus Name 



sp:aCHl_yVWV3 



Acc# 
Q55759 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



g..7.8.3.S.5....cl...l0.d. 



7^FT 



Length ^ Length 




Score Probability 
|i.2e-ll 



Protein name 



Description 



Locus Name 



sp:YCB<3_BACSU 



Acc# 



P42239 



(0RP6) 



NT 



AA 



ORF Name 



NTID 



2230 



AAID Length Length 

— 



Score Probability 
I4.3e-13 



TTT 



Protein name 



Locus Name 



unknown 



gp:U9S771 



Acc# 



U96771 



Description 



Prevotelia bryantii putative polygalacturonase, B-l , 4 -encLogiucanase, and 
mannanase genes, complete ccis; and unknowngenes . 



ORF Name 



NTID 



TJT A A 

— — Score Probability 
AAID Length Length 



il£>533&2 i'2 22 



TUT 



Protein name 



hypothetical protexn F19H6.4 



Description 



Locus Name 



pir:T2ii23 



0.00012 



Acc# 



T21123 



ORF Name 



Protein name 



Description 
MO-HIT 



NT 



AA 



NTID 



TUT 



AAID Length Length 

\zuz — 



Score Probability 



TUT 



Locus Name 



Acc# 



ORF Name 



\±6±±LLbh...a'2.Jlb.. 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



TUT 



7¥SF~ 



fTST" 



ttT 



TTT 



5.2e-24 



Locus Name 



I spiDVkJ^lGlo 



ACC# 



P04174 



Description 

D I HVDROFOLA T li! REDUCTASE, 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



168328^5 ±1 18 



8.2e-166 



Protein name 



Locus Name 



hypothetical protein 



foir:JQ10^0 



Acc# 



JQ1020 



Description 



— — , S core Probability 
AAID Length Length 





AA 



ORF Name 



NTID 



1575" 



ITTT 



10.0015 



Protein name 



Locus Name 



hypothetical protein 



IpiriT^llb 



Acc# 



T29116 



Description 



NT 



AA 



ORF Name 



NTID 



Lfi&a4tiii..±i...i 



TUT 



AAID Length Length 
1^7 



Score Probability 
|5.6e-07 



Protein name 



Locus Name 



probable oxidoreauctase 



foir:F70S70 



Acc# 



F70970 



Description 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



TZTT 



OF 



2.6e-07 



Protein name 



Locus Name • 



hypothetical protein phio/3 



pir:P71i0l 



Acc# 



F71101 



Description 



ORF Name 



Protein name 



NTID 



thymiclylate synthase 



NT 



AA 



AAID Length Length 



Score Probability 



TUTU" 



Locus Name 



gp:M(3Ua66i7 



S.2e-104 



Acc# 



U86637 



Description 

Neisseria gonorrhoeae thymi dyiate synthase itnyA) gene, compietecds . 



627 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



TUT 



AAID Length Length 
£73 



Score Probability 



7^T 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NTID 



NT AA 

— — . Score Probability 



AAID Length Length 
[23T 



ST 



0.031 



Locus Name 



ACC# 



P36378 



(OSTaOftjaCTIN) (ON) (fiASfclMiWT MfiMBfeAdJbi PROT KlJsl bM-40) 



NT 



AA 



ORF Name 



NTID 



2L3..7.0.3AO...±i...i7.., 



TTaT 



AAID Length Length 



1581 



Score Probability 
8 .7e-£$ 



Protein name 



Locus Name 



probable oxidoreauctase 



pir :F7oyvo 



Acc# 



F70970 



Description 



ORF Name 



Protein name 



NTID 



NT AA 

— — Score Pro bability 
AAID Length Length — 



tw 



8 .Oe-17 



Locus Name 



sp:YA^2_Mii!T ! l , H 



Acc# 



027101 



Description 

PUTM ' IVJj BIOPOLYMER TRANSPO RT PR0T11IN EXbB HOMoLoG 



628 



ORF Name 



l U^096 l 7h t3 44 



Protein name 

Description 
HT^TTTr 



NT 



AA 



NT ID 



AAID Length Length 




Score Probability 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



26.1B20.62...L1...L i 



NTIP AAID Length Length 

— 



7TCT 



Score Probability 
T3"9 



|2.2e-07 



Protein name 



Locus Name 



siderophore- mediated iron transport protein 



Description 



pir :F71829 



Acc# 



F71829 



ORF Name 



NT ID 



AAID 



NT AA 
v — ^ — ' , Score Pro babi lity 
Length Length — J - 



mA4fl2i..±a...ia I pynr 



T7T 



4.9e-35 



Protein name 



Locus Name 



j UBE- 



la 



lgp:AB020503 



Acc# 



AB030503 



Description 



Mus musculus mRNA tor UBE-la, complete cds . 



ORF Name 



NTID 



AAID 



NT 
Length 



AA 
Length 



Score Probability 



TUT 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



1&IH15.5...±±..±1 1 TZZFJ 



AAID Length Length 

— 



TEW 



Score Probability 
ITT7 



U.OO0B6 



Protein name 



Locus Name 



hypothetical protein PH1889 



pir :D71202 



Acc# 



D71202 



Description 



629 



ORF Name 



34504015 ±1 8 



Protein name 



NT ID 



AAID 



7¥7TT 



NT 



AA 



Length Length 

us — 



Score Probability 



1ST 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



1&S.111&S....L1..A1 



Protein name 



NTID 



AAID 



TTTT 



JDituncf ional snort chain isoprenyl 
diphosphate synthase (idsA) homolog 



Description 



NT AA 

— — , Score Probability 
Length Length 



1044 



FIT 



i.4e-49 



Locus Name 



pir :F69535 



ACC# 



F69535 



NT 



AA 



ORF Name 



NTID 



3.5.7.5.£.5A2..±3....3.e>. | 



AAID Length Length 
TT73 — 



1VTI 



WET 



Score Probability 
8.8e-S8 



Protein name 



Locus Name 



citrate synthase 



gp:AF088222 



Acc# 



AF088222 



Description 



Lactococcus lactis subsp. lactis citrate synthase, aconitatenycLratase, ana 
truncated isocitrate dehydrogenase genes, completecds. 



NT 



AA 



ORF Name 



NTID 



3.£3.£..7.m..±l...lfL 



AAID Length Length 

tstt 



7473 



Score Probability 
|li.7e-^8 



Protein name 

Description 
REGULATORY PROmW A^NcJ 



Locus Name 



sp:ASHC_HM!IN 



ACC# 



P44337 



630 



ORF Name 



Protein name 



LytB protein 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



7474 



TTT 



3 . ye-40 



Locus Name 



bir:G 7 044^ 



Acc# 



G70449 



ORF Name 



Protein name 

Description 
{CMP KlNA^ll) 



NT 



AA 



NT ID 



AAID Length Length 



tut 



Score Probability 
S.0e-44 



Locus Name 



sp:KCYJ*AcJiiU 



Acc# 



P38493 



ORF Name 



S114D.^2....cA...lll.. 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 
| 3. 7 e-83 



Locus Name 



lsp:K6PlJlWl'H 



Acc# 



P21777 



(PPKI) 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 
7W 



7T7T 



Score Probability 
2.5e-38 



4TT 



Protein name 

Description 
HYPO T H ETI CAL 29.2 KB PROTEIN 



Locus Name 



lsp:YABDJWJiiU- 



Acc# 



P37545 



IN METS-K5<5A INTJjkcJEMIC kMcjloN 



631 



NT 



AA 



ORF Name 



NTID 



AAID 



'529417 hi 13 



Length Length 




Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



BJO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 




Score Probability 
|4.5e-06 



Protein name 



Locus Name 



hypothetical protein 



ACC# 



T29116 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



7480 



Score Probability 
&.4e-22 



25^ 



Protein name 



Locus Name 



conserved, hypotnetxcal protein AF2231 



pir :G€>yb2B 



ACC# 



G69528 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length — 

wz5 — 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT" 



NT 



ORF Name 



NTID 



AAID 



lO.S.0.5.3.0.S....a2....iM.. 



Length Length 



AA 

' — -u Score Probability 



S3 



Protein name 



Description 
[NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



12147561 ci 126 



2261 



7W 



12118 



.le-10 



Protein name 



Locus Name 



immunoreactxve 53 KD antigen PGI2 3 



gp:AP144641 



Acc# 



AF144641 



Description 



Porphyromonas gingivalis straxn W5U lmmunoreactive b3 JcD antigenPG!23 gene, 
complete cds. 



ORF Name 



126971^0 c3 207 



Protein name 



NT ID 



NT 



AA 



AAID Length Length 
TTT7 



Score Probability 



T73~ 



Locus Name 



Acc# 



Description 



MO.- HIT 



ORF Name 



16±10.1S±±±..:2.1 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 

pro — 



Score Probability 



53F 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



1554412 ri 2V 



ttzt 



TTT 



TIT 



TTT 



5 . 8e-14 



Protein name 

RNA polymerase 15CF-type sigma ractor sigw 



Locus Name 



|pir:HS9706 



Acc# 



H69706 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



22GG 



1TST 



TUT 



1698 



TUT 



l.le-19 



Protein name 



Locus Name 



nypotnetical protein aq_i^^u 



| [pir;C7040b ~ 



ACC# 



C70405 



Description 



ORF Name 



NT ID 



AAID 



— — Score Probability 
Length Length 



21±&&5.1b...±2...6.S. 



TTUT 



73W 



UT 



TUT 



Protein name 

Description 
NO -HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



AAID 



|2l3..?.M6..7.5...±A...H4 1 &Tm 



Length Length 
TUUZ 



UTT 



Score Probability 
|6.9e-2^4 



TTUT 



Protein name 



Locus Name 



cnaperonm groEL 



|pir:S47^0 



ACC# 



S47530 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID 



TTUT 



Length Length 

run — 



JJT 



Score Probability 
5.3e-90 



Protein name 



Locus Name 



cysteine syntnase 



gpTWHCETT 



Acc# 



Z98741 



Description 
Mycobacterium leprae cosmia azA 



ORF Name 



24414^ cl 143 



Protein name 



Description 



. NT 



AA 



NTID 



AAID 



TT71F 



Length Length 
02 



Score Probability 



63 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



TTTT 



Length Length 



Score Probability 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



TTTT 



7494 



Length Length 
TUT 



Score Probability 



813 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



\2±b.o.5.i&i.±±..±l I \rrn 



TTT 



TJT 



i.5e-40 



Protein name 



Locus Name 



Hypothetical protexn yugP 



pir:F7001I 



Acc# 



F70011 



Description 



635 



NT 



AA 



ORF Name 



NTID 



I24806S17 ±2 49 



12274 



AAID Length Length 
HVZZ 



Score Probability 
|1.6e-26 



Protein name 

drpeptidyl peptidase in 



Locus Name 



gp:D«yjJ4U 



Acc# 



D89340 



Description 



Rattus norvegicus nMA tor dipeptidyl peptidase HI, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



25429S37 c2 lb4 



2275 



7W 



T3W 



|6.1e-l22 



Protein name 



Locus Name 



hypotnetical protein 



pir : JQ102U 



Acc# 



JQ1020 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



\2TTE~ 



73W 



[TFT 



|5.5e-i2 



Protein name 



Description 



Locus Name 



| sp:Y374_Mk!TJA 



Acc# 



Q57819 



HYPOTHETICAL yku ' i'iil lN MJ0374 



NT 



AA 



ORF Name 



NTID AAID Length Length 



Score Probability 



2.£6aiM;L.g3....2.;lsl 



TZTT 



7499 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



TOT 



Score Probability 
l.ie-17 



Protein name 



Description 



Locus Name 



Acc# 



sp:FUR_CAMJJ±! 



FERRIC UPTAKE REGULATION PROTEIN (FERRlcJ UP TAKE kEUULATuk) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



125975462 cl 142 



TTTT 



TZUT 



Probability 
2 . 2e~l33 



Protein name 



Locus Name 



sp:RECO_MAKiN 



Acc# 



P71359 



Description 
ATP -DEPENDENT UNA HELICA^E kEUu, 



NT 



ORF Name 



NTID 



AAID 



Length Length 



AA 

— Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO -HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



12281 



Length Length 

Tim — 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



# 



ORF Name 



NT ID 



AAID 



Protein name 



acylammo-acid-reieasing enzyme, 
(acyl-peptide hydrolase) (aph) 
(acylaminoacyl-pentidase) PAB13QQ 



Description 



NT 



AA 



Length Length 
— 



Score Probability 



434 



Locus Name 



|pir:H75007 



Acc# 



H75007 



ORF Name 



Protein name 



NT ID 



NT 



AA 



AAID Length Length 
BTC 



Score Probability 



Locus Name 



Acc# 



Description 
WO-HIT 



ORF Name 



3.1M7..7.0.2„.cl...l^a.. 



Protein name 



NT ID 



NT AA n ^ 
— , — , Score P robability 
AAID Length Length — 



fTTT 



2 . 9e-51 



Locus Name 



immunoreactive antigen PtibV 



|gp:APl7S722 



Acc# 



AF175722 



Description 



Porphyromonas gingivalis strain WbO immunoreactive 89KD antigenPGBV gene, 
complete cds . 



NT 



AA 



ORF Name 



NTID AAID Length Length 

TUJZ — 



Score Probability 



75UT 



Protein name 



Locus Name 



Acc# 



Description 
MO-HIT " 



638 



NT 



AA 



ORF Name 



NT ID 



AAID 



33238187 c2 lfa$ 



Length Length 
1170 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-MiT 



NT 



AA 



ORF Name 



NTID 



AAID 



mftma,..c2...iaa i ets7 



73W 



Length Length 



Score Probability 



TWIT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
IT7T 



Score Probability 



KTZT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



3.5?.ai5.7A..±1...3.0. I 



7STT~ 



Length Length 



Score Probability 
1.9e-b6 



Protein name 



Locus Name 



conserved, nypothetical protein 



|pir:D7y557 



Acc# 



D75557 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



1$M2M..±2..5A I 



T5TT 



urnr 



7TT 



Protein name 



Locus Name 



0.033 



Acc# 



hypotnetical protein Y6 8A4B.3 



h?ir:T27307 



Description 



T27307 



639 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



14022312 ±3 115 



TTZT 



T5TT 



twt 



T5T 



|2.0e-36 



Protein name 



Locus Name 



sp:CHi0_POkcJl 



Acc# 



P42376 



Description 

10 KE> C^APERONIM (PROTEIN CPNlb) (PkO^m (SkOSH) 



NT 



AA 



ORF Name 



14555302 c2 175 



NT ID AAID Length Length 

— 



Score Probability 



WTT 



Protein name 



Description 



Locus Name 



Acc# 



(WO -HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



iiiaifiLiua 


2253 


7515 


300 


503 


193 













4.1e-13 



Protein name 



Locus Name 



conservea nypotnetical protein MTH83 



pxr :F69210 



ACC# 



F69210 



Description 



ORF Name 



Protein name 



NTID 



2294 



conservea nypotnetical protein 



Description 



NT 



AA 



AAID Length Length 
TTZ1 — 



7WT 



Score Probability 
1.3e-2B 



TT£ 



Locus Name 



pir :C72340 



Acc# 



C72340 



640 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



14^437 ti lb 



7517 



1281 



3F7~ 



3 .Oe-57 



Protein name 



Description 



Locus Name 



sp:PURA_YEA£T 



Acc# 



P80210 



ADENYLOSUgg^ATE & YNTHSTA5E # ( I MP- -A&£ ARTATE LlC^E) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



TT7T" 



Score Probability 
VT9 



3 . Oe-40 



Protein name 



Locus Name 



probable glycosyl hydrolase 



bir:T36467 



Acc# 



T36467 



Description 



NT 



AA 



ORF Name 



NTID 



2297 



AAID Length Length 
— 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
"TOT" 



7520 



Score Probability 
5.9e-4i> 



Protein name 

Description 
HYPOTHETICAL PROTEIN H11246 



Locus Name 



sp:YC46_HASIN 



Acc# 



P44135 



641 



NT 



AA 



ORF Name 



NT ID 



16462751 ±2 h>0 



AAID Length Length 
FFS 



Score Probability 



EST" 



Protein name 



Description 



Locus Name 



Acc# 



JHO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



7.2L2ma...c3L„iia i ™ 



Length Length 



Score 



Probability 
1.6e-52 



Protein name 



Locus Name 



putative secreted protein 



|gp:^CMii 



ACC# 



AL133278 



Description 

Streptomyces coelicolor cosmid Mil. 



ORF Name 



NTID 



AAID 



NT AA 
— — Score 
Length Length 



8.2213..7....C£...;L25.. 



2301 



7TT 



TT%T 



Probability 
5.4e-i0 



Protein name 



Locus Name 



heme receptor 



gp:VIBHOTA 



Acc# 



L27149 



Description 



Vibrio cnolerae Jaeme receptor (hut A) gene , complete cds . 



ORF Name 



NTID 



AAID 



NT AA 
— — , Score 
Length Length 



5.w±m.±L.±& I 



Probability 
1.5e-65 



Protein name 



Description 



Locus Name 



sp:^VH_MUMAN 



Acc# 



P12081 



(HISRS) 



642 



ORF Name 



9863507 c3 238 



Protein name 



NT ID 



NT 



AA 



AAID Length Length 



Score Probability 



[Tuw 



Locus Name 



Acc# 



Description 



INC-HTT 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length ^ 



H53SSOOIZIZZ 



W7T 



TTB" 



|3.2e-08 



Protein name 



Locus Name 



response regulator 



|gp:SPAJS396 



Acc# 



AJ006396 



Description 



Streptococcus pneumoniae rr07 anct hic07 genes; two component system07, 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



iiaa&.7.ftfi-„ci...& i 



TSTT 



11115 



6.2e-il3 



Protein name 



Locus Name 



beta-glucosidase 



gp:AF066S58 



Acc# 



AF006658 



Description 



Bacteroictes tragilis beta-glucosidase gene, complete cds. 



NT 



AA 



ORF Name 



NTID AAID Length Length 

rrzTz — 



Score Probability 



F5~ 



Protein name 



Locus Name 



Acc# 



Description 



MO-HIT 



643 



NT 



AA 



ORF Name 



NT ID 



1276700 tl 1 



2307 



AAID Length Length 
— 



Score Probability 



PUT 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



±L19.11.±2..A1 1 



AAID Length Length 
7TTT 



T5TU 



Score Probability 
— 



7 . Oe-176 



Protein name 



Locus Name 



115K outer membrane protein precursor : SusC 
protein 



pir:JC6027 



Acc# 



JC6027 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


i&.b.aa^z^c^iib. 


..... 2309 


7531 


1335 


4008 


280 


1.4e-39 





Protein name 



Locus Name 



hybrid histidine kinase 



gp :AF029704 



Acc# 



AF029704 



Description 

Dictyostelium discoideum hybrid histidine kinase ( dhkD ) mRNA, complete cds . 



NT 



AA 



ORF Name 



19.5.&40.7.7....C.3....17.7. 



fZJTU 



NTID AAID Length Length 



Score Probability 
£T7 



2.1e-20 



Protein name 



Locus Name 



probable chromate transport protein 



pir :G71379 



Acc# 



G71379 



Description 



644 



NT 



AA 



ORF Name 



NT ID 



'20830137 c2 13S 



AAID Length Length 
T533 



Score Probability 
7.9e-25 



Protein name 



Locus Name 



sucrose transporter 1 



|gp:AF191024 



Acc# 



AF191024 



Description 



Asarxna barciaiana sucrose transporter l ISUTI) mRNA, complete cas . 



NT 



AA 



ORF Name 



122534433 c3 17b 



NT ID AAID Length Length 

7533 — 



11254 I 



Score Probability 
|2,8e-207 



TuTJF" 



Protein name 



Description 



Locus Name 



lsp:E»UR4 DROMii! 



Acc# 



P35421 



(ABENDS INE-2) ( F GAMS ) — { FORMYLGL Yd INAM IDE RIBOTIDE SYNTHETASE) 



ORF Name 



NTID 



NT AA 
— — Score 
AAID Length Length 



TuTT" 



Probability 
|3.6e-62 



Protein name 



Locus Name 



cation ettlux system (AcrB/AcrD/AcrF tamily) 



pir:F70342 



Acc# 



F70342 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 



TJTT 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



645 



ORF Name 



24485552 t2 35 



Protein name 



NT ID 



TIE" 



AAID 



NT 



AA 



Length Length 



Score Probability 



Locus Name 



Acc# 



Description 
MO-HIT 



ORF Name 



Protein name 



NT ID 



12315 



cation en l lux system (czcB-like) 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



353" 



Locus Name 



pir :C70415 



l.le-21 



Acc# 



C70415 



ORF Name 



NT ID 



NT AA 

— • „ — , Score Probability 
AAID Length Length JL 



2317 



7539 



T7T 



2322 



1553 



|5.2e-171 



Protein name 



Locus Name 



sp:YVDR_BAC^U 



Acc# 



006993 



Description 

HYPOTHE TI CAL 10& EftOTEIN IN CL£P~ CRH INTEftaENXC REGION 



NT 



AA 



ORF Name 



NT ID 



AAID 



231S 



Length Length 
T7~ 



Score Probability 



Protein name 
Description 

Fnm 



Locus Name 



Acc# 



646 



ORF Name 



Protein name 



Description 



INO-HIT- 



NT 



AA 



NTID AAID Length Length 

253 



Score Probab ility 



Locus Name 



Acc# 



ORF Name 



Protein name 



NTID 



2320 



transcription regulator, LacI family 



Description , 



NT 



AA 



AAID Length Length 




Score Probability 
1 . 4e-42 



¥5T 



Locus Name 



pir:F72282 



Acc# 



F72282 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length — i - 



3.M45.6.2..±3....S.a I 



TTT 



3.9e-S3 



Protein name 



Locus Name 



YngK 



|gp:AF184956 



Acc# 



AF184956 



Description 



Bacillus subtilis mycosubtilin operon, complete sequence . 



NT 



AA 



ORF Name 



NTID 



^2L2L.7..7.&...C3L...a.ai... 



2322 



AAID Length Length 




2814 



Score Probability 
14 ..7e-234 



Protein name 



Locus Name 



excmuclease ABC chain AruvrA protein 



h?ir:H69lS7 



Acc# 



H69157 



Description 



647 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length ____ ^ 



458333S t3 54 



TTZT 



771 



T5T 



V.ae-26 



Protein name 



Locus Name 



Acc# 



TT] influenzae predicted coding region HI1127 



gp7TJ!TJ7£2~ 



Description 



Haemophilus intluenzae Rd section 107 o£ 163 ot the completegenome . 



NT 



AA 



ORF Name 



510^62 cl 128 



NTID AAID Length Length 
75^£ 



Score Probability 
253 



l.ie-21 



Protein name 



Locus Name 



probable chromate transport protein 



|pir:C700S8 



Acc# 



C70068 



Description 



ORF Name 



NT AA 

— , — , Score Probability 
NTID AAID Length Length ■■ JL 



5.11U7.12L...C1...1Z4.. 



1 [75T7 



1281 



5.2e-ll 



Protein name 



Locus Name 



immunoreactive 52kD antigen PG41 



gp:AF175716 



Acc# 



AF175716 



Description 



Porphyromonas gmgivalis strain W50 immunoreactive 52KD ant igenPG41 gene, 
complete cds . 



NT 



AA 



ORF Name 



NTID AAID Length Length 
TttS 



Score Probability 



89 



Protein name 



Locus Name 



Acc# 



Description 



IMO-HIT 



648 



NT 



AA 



ORF Name 



NT ID 



838142 tl 4 



TTZT 



AAID Length Length 



Score Probability 
T73 



K.ie-34 



Protein name 



Locus Name 



YngK 



gp:AF184956 



Acc# 



AF184956 



Description 



Bacillus subtilis mycosubtilin operon, complete sequence . 



NT 



AA 



ORF Name 



NTID 



AAID 



17048331 c3 60 



Length Length 



TTTT 



Score Probability 
TZ1 



1.2e-32 



Protein name 
Descr iption 

(ALANINE AMINOPEPTIDASE) 



Locus Name 



sp:AM£>3tf_ST£LT 



Acc# 



Q11010 



!:; J 



r I 

as ;!?:; 
If wP 

C3 



NT 



AA 



ORF Name 



NTID 



AAID 



7551 



Length Length 



1555 



Score Probability 




2.0e-07 



Protein name 

Description 
ALANINE/ AkGlNlNE AMIMOME>TICASE # 



Locus Name 



sp:AAPl_YEAST 



Acc# 



P37898 



ORF Name 



NTID 



NT AA 

— — . g core Probability 
AAID Length Length — J ~ 



£&&A2U17....a3....5.&.. 



2230 



7 5 52 



124S 



2 . ie-66 



Protein name 



Locus Name 



hypothetical protexn SC4H2.17 SC4H2.17 



pir :T35116 



Acc# 



T35116 



Description 



649 



NT 



AA 



ORF Name 



NTID 



26365961 cl 47 



12331 



„ , „ — , „. — L1 Score Probability 
AAID Length Length JL 

7553 



RT7u~ 



1413 



TT3~ 



2.1e-07 



Protein name 



Locus Name 



receptor antigen B (RagB) 



|gp:PGI130872 



Acc# 



AJ130872 



Description 



Porphyromonas gingivalis W50 receptor antigen (rag) locus encodinga major 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



NTID 



129350375 c3 55 



_ _ _ _ — _ — _ Score Probab ility 
AAID Length Length JL - 

— 



TZUT 



1.9e-30 



Protein name 



Locus Name 



hypothetical protein TP0851 



pir:C71274 



Acc# 



C71274 



Description 



ORF Name 



NTID 



l±£$£.D£.l„.c>±..A9. I 



Protein name 



NT AA 
— , — , Score 
AAID Length Length 



[2T7~ 



Locus Name 



Probability 



Acc# 



Description 
INO-HiT 



ORF Name 



Protein name 



NTID 



NT AA 

„ „ ^ T — _ _ — Score Probability 
AAID Length Length — JL 



TJT%~ 



7556 



2545 



Locus Name 



115K outer membrane protein precursor : Susc 
protein 



pir : JC6027 



Description 



4.6e-86 



Acc# 



JC602 7 



650 



ORF Name 



47!i«76i c2 55 



Protein name 



NT 



AA 



NTID 



AAID 



Length Length 
WTT 



Score Probability 
T£T2 



1.2e-166 



Locus Name 



Acc# 



rumarate hyciratase, tumB, 
iron -dependent : fumarase B 



pir :B44bll 



Description 



ORF Name 



NTID 



NT AA 
T — _ T — L . Score Pro bability 
AAID Length Length JL 



d.aa2Lai2L^....cl„.4 1 12336 



T73~ 



3.1e-38 



Protein name 



Locus Name 



hypothetical protein F36H12.3 



pir :T33457 



ACC# 



T33457 



Description 



ORF Name 



NTID 



NT AA 

^ ^ — — ^, Score Probab ility 
AAID Length Length ~ J ~ 



7555" 



Protein name 



hypothetical protein F36H12.3 



Description 



TTT 



|£.5e-38 



Locus Name 



pir :T33457 



Acc# 



T33457 



ORF Name 



NTID 



4tttt2ttm„.cl..fi I [21^ 



Protein name 



hypothetical protein F36H12.3 



Description 



NT 



AA 



AAID Length Length 



Score Probability 





i.9e-38 



Locus Name 



pir :T33457 



Acc# 



T33457 



ORF Name 



NTID 



AAID 



NT AA , , ., . 
T — _ — ^ Score Probability 
Length Length — 



Protein name 



PIT 



TUT 



Locus Name 



Acc# 



Description 
MO-HIT 



NT 



AA 



ORF Name 



NT ID 



10742505 ±2 SO 



2340 



T — ' _ — ^, Score Probability 
AAID Length Length x 

— 



14 .2e-05 



Protein name 



Locus Name 



conserved hypotnetical protein 



pir:A72220 



Acc# 



A72220 



Description 



ORF Name 



NTID 



AAID 



112103.13....C3....2.7.6. 



12341 



Protein name 



CysQ protein 



Description 



NT AA 

T — . , Score Probability 
Length Length 



2UT" 



Locus Name 



pir :A70330 



|3.9e-S3 



ACC# 



A70330 



'si as 1 



NT 



AA 



ORF Name 



NTID 



117.M&7.6...G3....2.40. I 



T — ^, — Score Probability 
AAID Length Length ; — • JL 

TZZA 



T55" 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



NT AA 

— — _ Score Probability 
Length Length J - 



1WT 



|6.0e-£7 



Protein name 



Description 



Locus Name 



sp:Y6'4 0_SYNY3 



ACC# 



P72958 



HYPOTHETICAL 66.1 KD PROTEIN SLL0440 



ORF Name 



NTID 



NT AA 

_ _ _ — _ — _ Scor e Probability 
AAID Length Length £ ~ 



13.^^.&.3....CI...15.X I 12344 



715" 



I.5e-70 



Protein name 



Locus Name 



hypothetical protein 



pir : JQ1020 



Acc# 



JQ1020 



Description 



652 



ORF Name 



14837817 ±2 b4 



Protein name 



otnG protein 



Description 



NT 



AA 



NTID 



AAID 



2345 



7557 



Length Length 
RTS 



Score Probability 
TUT 



0.0055 



Locus Name 



pir:S70954 



ACC# 



S70954 



ORF Name 



13.&5.3.3.7.6....t2...7.7... 



Protein name 



galactoJcinase 



Description 



NTID 



NT 



AA 



AAID Length Length 

r7ss3 — 



TT7S~ 



Score Probability 
PBT" — 



Locus Name 



pir :C72283 



1.4e-67 



Acc# 



C72283 



ORF Name 



Protein name 



NTID 



NT AA 
x — _ — _ Score Probability 
AAID Length Length JL 



376 



TOT" 



3.0e-33 



Locus Name 



immunoreactive 42kD antigen PG3 3 



|gp:AFl75715 



Acc# 



AF175715 



Description 



Porphyromonas gingival is strain W50 immunoreactive 42kD antigenPG3 3 gene, 
complete cds . 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length : 



9.9e-l<> 



Protein name 



Locus Name 



glutamme ABC transporter, periplasmic 
glutamine-binding protein (glnH) homolog 



pir :G6.9278 



Acc# 



G69278 



Description 



ORF Name 



NTID 



15832885 £2 51 



12345 



Protein name 



AAID 



T57T" 



hypothetical protein 



Description 



NT AA 

— , — , Score Probability 
Length Length 



T7T 



TTT 



Locus Name 



pir : JQ2.UZ6 



7.6e-28 



Acc# 



JQ1020 



ORF Name 



m&z...c.3....m 



Protein name 



NTID 



2350 



AAID 



757T 



NT 



AA 



Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



r737T 



— — Score Probability 



NT AA 
Length Length 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



is.7.5.a2..±i...ia.. 



Protein name 



NTID 



AAID 



NT AA 
Length Length 



— — _ Score Probability 



TIT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



2u110.3.3.0...±2l...8.2l I 



Protein name 



AAID 



NT 



AA 



Length Length 



Score Probability 



T5T 



Locus Name 



Acc# 



Description 



NO-HIT 



654 



NT 



AA 



ORF Name 



NT ID 



AAID 



22470301 12 75 



Length Length 
TTT" 



Score Probability 
71 



0.025 



Protein name 



unknown protein 



Locus Name 
[gp : BACATPA 



Acc# 



Description 



B.megaterium ATP synthase i , a, c , b, delta, alpha , gamma, beta anctepsilon subunit 
genes, complete cds, and ORF. 



NT 



AA 



ORF Name 



122560002 t3 125 



NTID AAID Length Length 

Tin- 



Score Probability 



T5JT 



\TTT 



Protein name 

Description 
NO-HIT — 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
5T~ 



1555" 



Score Probability 
m 



0.031 



Protein name 



Description 



Locus Name 



sp:SPRC_XENLA 



Acc# 



P36378 



(OSTEONECTIN) (ON) (BASEMENT MEMBRANE PROTEIN BM-40) 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



12357 



TUT 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



2358 



— , — , Score Probability 
Length Length ■ * 



TTST" 



4.4e-30 



Protein name 



Description 



Locus Name 



sp:GLUP__BRUAB 



Acc# 
Q44623 



GLUCOSE/GALAOTOSE TRANSPORTER 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 



Protein name 

Description 
NO-SIT 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length — 



Z4.D. 6.9.7.5. 5...G2...22.2.. 



23£0 



TOT 



4.4e-4* 



Protein name 



Locus Name 



hypothetical protein slrlll7 



pir : S74480 



Acc# 



S74480 



Description 



NT 



AA 



ORF Name 



NTID 



2£23.7.5.0.7...±1...2& I 



AAID Length Length 
7533 



396 



1151 



Score Probability 
747 



6.1e-74 



Protein name 



Description 



Locus Name 



|sp:GALM_AdlCA 



Acc# 



P05149 



ALDOSE 1-EPIMERASE PRECURSOR , (MUTAROTASE) 



IJj 

531! 
Hi 

'■!;; us:- 

!!!C !! 

1 y 

O 

UK. 

!. 'I 

^ 



f i! 



ORF Name 



NT ID 



AAID 



NT AA Scor e Probability 

Length Length - 



|24242327J:.i_143 



IT7T 



|1.3e-0<T 



Protein name 



Locus Name 



Agc# 
P46358 




ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NT ID 



AAID Length Length 



Score Probability 



{lAlLO.H.Bh^al^bJ. .] 



11443 



[7TT 



|1.4e-l(T 



Protein name 



Locus Name 
|gp:CHKVl'i l B 



ACC# 
K02113 




ORF Name 



\2ll^lS\Ut^^ 



NTID 



— — score Probability 

AAID Length Length 



Protein name 
Description 



Locus Name 



Acc# 



657 



ORF Name 



NT ID 



NT AA Scor e Probability 

AAID Length Length 



Protein name 

hypothetical protein 'iiYLLvbw - 



Description 



ORF Name 



NT ID 



laAAfl^fx^aa | pr?— | [ 



|758y 



Protein name 

sugar-phospnate isomerase 



Description 



ORF Name 



NT ID 



^ilikll^a^ilZ | pTS | [ 



Protein name 



Description 



ITT 



K7TT 



8 . 5e-l3 



Locus Name 
"j Jpir :GV^I3 



Acc# 



G72214 



^ — score Probability 

AAID Length Length 



|i.le-33 



Locus Name 
[pir:U722yb 



Acc# 
H72296 



NT M score Probability 

AAID Length Length 



pur 



I6.001S 



Locus Name 



Acc# 



sptY^bJlAkilN 



HYPOTHETICAL PkoT EIN Hluri^b' 



ORF Name 



NT ID 



— ~ Score Probability 

AAID Length Length ~ 



\ 1±&±5.&M.^L^A | |2369 | [75?! 



[FT 



|0 . 007b 



Protein name 
'outer memJorane protein 



Locus Name 
|gp:Mli!AuMl^TB" 



Acc# 



Description 

Haemophilus influenzae outer membrane pr otein (uM^l) gene,compieue ^ . 



658 



Sfi IS' 



III 

n 

Mi H™ 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



RTF" 



T7T" 



9.9e-35 



Protein name 

" immunoreactxve 42KU antigen 



Locus Name 

1 |gp :M17b7i3 ~ 



Acc# 



AF175715 



Description 




Protein name 



Locus Name 
j |gp:AF0i9^8b" 



ACC# 



AF019986 




n^iit'^ai^i I mri 



Protein name 



suit ate adenyiyitransr erase, small 
chain:ATP-sulfurylase isulfurylase 



Locus Name 
pir:D6b0bfo 



Acc# 




ORF Name 



NTID 



\z^m&xi^. a& I p73 | pgs 



AAID Length Length 



Protein name 
Description 



Locus Name 



Acc# 



659 



ORF Name 



NTID 



2374'" 



NT AA Score probability 

AAID Length Length 

6 ,6e-i3 



[75~ 



174 



Protein name 

ATP sulturylase small suaunit 



Locus Name 
|gp:AF0JbbO8 



Acc# 



AF035608 



Description 



I Pseudotnonas ae.ugmosa M ' l> sullurylase sm.ll »^ \^> c^pletecds 
ATPsulfurylase GTP-binding subunit/APS kinase (cysN) genes, completecds. 



ORF Name 



2579:4127 ti_1^4 



Protein name 



NTID 



NT AA Sc ore Probability 

AAID Length Length 



3T* 



Locus Name 



Acc# 




ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



Z&lWlhL^G^l* | 



] 1 7S ^ 5 1 P 1 1 I 



H33T" 



I^Se-l^"" 



Protein name 



A T P suliurylase U ' l'l*- binding summit; AJ^T 
kinase 



Locus Name 
IgpiA^'OibbUB 



Acc# 
AF035608 



Description 



I yseudomoiiaaj ...^A.. ^^ ^st <^^^' creeds . 

ATPsulfurylase GTP-binding subunit/APS kinase {cysN) gene^, y 



ORF Name 



.NTID 



ISL&aSLmU^cI™!^ I (2377 



NT AA score Probability 

AAID Length Length 

[7553 1 152 112*3" 



[ST" 



[D.04iT 



Protein name 



Locus Name 
|sp:C0X3_]^ LLi 



Acc# 
Q37600 



Description 



660 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



\TT7W 



[7600 



T31T 



3.5e-i-6 



Protein name 



hypothetical protein 



Locus Name 
1 [P ir: ^ 76Bbtr 



Acc# 



S76868 




ORF Name 



NTID 



AAID Length Length 



aamai^t^iuj | pv* | psar 

Protein name 

hypothetical protein " " 



11071 



|2.ie-144 



Locus Name 
pir: JQlO^U 



Acc# 
JQ1020 




mJAiS^ii iiq F^ZD I 7602 1 I PI 

Locus Name 

Protein name 

conserved hypothetical protein yKnA 



] jpir^'b^BbT 



Acc# 
F69857 



Description 



ORF Name 



NTID 



— ~ Score Probability 

AAID Length Length 



I27HT" 



[757JT 



est 



Protein name 



Locus Name 



Acc# 



Description 




ORF Name 



Protein name 



NTID 



i m22b.b.A^tl ^.l I pTO 



— — score Probability 

AAID Length Length 



1555" 



11980 



I3S" 



10.044 



Locus Name 



[spTYCSEHtfETra- 



Acc# 
P81319 



Description 



ORF Name 



|33476blV tl_iu 



Protein name 



AAID Length Length 



Score Probability 



"hypothetical protexn XNiVby 
Description 



Locus Name 
[pir:H7^2l4 



H72214 



ORF Name 



NT ID 



— — Score Probability 

AAID Length Length 



5W 



Protein name 



Locus Name 



Acc# 



Description 
JO-HI T 



ORF Name 



NT ID 



AAID 



— score Probability 
Length Length " 



| M2^221^t^ lib. | 

Protein name 

E>tEM£>i fragment p*l5iu4sw 



[7507 



Locus Name 



pxrzPVibUU | 



Acc# 



F71600 



Description 



NT 



AA 



ORF Name 



NT ID 



|3.MD.7.^3.^td^li2 1 pF£ 



AAID Length Length 



1553" 



Score Probability 



|2.5e-22 



Protein name 



Locus Name 



Acc# 



|sp:YI^„^ A ^ U 



Description 



NT 



AA 



ORF Name 



N TIP AAIP Length Length 

mm 



[2777 



imr 



Score Probability 
[TX7 



10.0016 



Protein name 
complement CI 



Locus Name 
|gp:AVlb^M " 



Acc# 
AF162274 



Description 

crota complement, CI mkMA, complex: 



Sus 



ORF Name 
|36Wbbb^_cl_iyu 



e ccis . 



NT 



NTID 



AAIP Length Length 



— score Probability 



[72T 



^77" 



Acc# 




ORF Name 



NTID 



— — Score Probability 

AAIP Length Length 



76il | |4H | 



[T277" 



|6.7e-loo' 



Protein name 

Description 
PUTA T IVE AT^-bE^bijlN 1 ! 1 kNA HklL iCAb^ kHLk" 



Locus Name 
| S p:kULhlJi!<JoLl 



Acc# 
P25888 



ORF Name 



NTID 



NT AA Sc o r e Probability 

AAIP Length Length 



aamAu^ci.^txd I p^u \ [ 



17612 



777" 



[3W 



II. 7e-4b 



Protein name 

- mannose-b -phosphate i somerase homoiog yjdE 



Locus Name 
(pir:Hbyy4B 



Acc# 
H69848 



Description 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 

im — 



1.4e-25 



Protein name 



" 2-oxoacid--terre doxin oxidoreaucuase , beta 
chain:2-oxoisovalerate oxidoreductase alpha 
r^in (mi.sirjenH fiction.) 



E 



Locus Name 



Acc# 
B69194 



Description 



ORF Name 



NTID 



NT AA Sc o r e Probability 

AAID Length Length 



40S8&_ci__200 



12392 



[TFlT 



[Tut 



ll.ie-26 



Protein name 



Locus Name 
|sp:DfclJ?'_THJiMA 



Acc# 
P96113 



Description 
DElAJkMYLAfcW) 



ORF Name 



NTID 



AAID 



NT AA Score Probability 

Length Length 



\±±±5M.t)^U.^A I I 



|1.3e-10b 



Protein name 

putative transKetoiase 



Locus Name 



ACC# 
U15179 



Description 



- Bacteroxdes ovatu s arabmosiaase (ascu.1) gene, com; 
transketolase, partial cds 



ORF Name 



NTID 



AAID 



NT M Score Probability 

Length Length " 



|4U5iiLtl^a I ps* 



[TT3T 



|3 .9e-6 3" 



Protein name 



Locus Name 
sp:TKT_>A<JfciU 



Acc# 
P45694 



Description 



664 



NT 



AA 



ORF Name 



NT ID 



14485917 t2 bb 



AAIP Length Length 



7FT7 



Score Probability 
0.00035 



TO 



Protein name 



Locus Name 



XylS/AraC ramily transcriptional regulatory I Igp : AP039ii07 



Acc# 
AF039207 



Description 

Listeria monocyt ogenes putative transcriptional attenuator leaaerpeptide 
(attM) , LapA (lapA) , XylS/AraC family transcriptionalregulatory protein 
homolog (lapB) , and NADH- dependent dehydrogenasehomolog (lapC) genes, 
complete cds . 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


471S0ii_c3_277 


2336 




7618 


205 


618 




476 


3.2e~45 



Protein name 



Locus Name 



sp:N0D0_A^oiik 



Acc# 



P28604 



Description 

STILFUkVLASE) (NODULA'l ' lOJsl J^kO TElJsl Q) 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Pr 


obability 


4.7.2.217.6...±i....l^l 


2397 


7619 


898 


2697 


36 7 


4.0e-85 



If J. 



Protein name 



Description 



Locus Name 



sp:BGAL_THJiliiJT 



Acc# 



P77989 



BETA- C^ALACTO^ X bAdiJ , ( LACTAM ) 



NT 



ORF Name 



NTID 



AAID 



4,S.6.7.1^7....cl...l9.y... 



2398 



Length Length 



AA 

— Score Probability 



Protexn name 



Locus Name 



Acc# 



Description 



MO-HIT 



665 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
T^l 



Score Probability 



10.00070 



Protein name 



Locus Name 



otnG protein 



|pir:S70!*b4 



Acc# 



S70954 



Description 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


pmim..i2ii 


2400 


7622 


73 


222 


81 


|0.003b 



Protein name 



Locus Name 



gas vesicle protein uvpt 



| |gp:AF0bi7bb | 



Acc# 



AF053765 



Description 



Bacillus megaberium AraC (araC) gene, partial c ds; gas vesicieproiems wp U 
(gvpU), GvpT (gvpT), GvpJ (gvpJ) , GvpK (gvpK) , GvpS (gvpS) , GvpL (gvpL) , GvpG 
(gvpG), GvpF (gvpF), GvpN (gvpN) , GvpR (gvpR) , GvpB (gvpB) , GvpQ (gvpQ) , GvpP 
(gvpP), and GvpA (gvpA) genes, complete cds; and unknown gene . 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 

1 . 2e-06 



TUT 



TTT" 



Protein name 



Locus Name 



hypothetical prot ein (eggshell protein gene 
region) 



pir:M48Ub 



Acc# 



D44805 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 
2.0e-36 


6±A18M....aL.±&% 


2402 


7524 


330 


1173 


393 





Protein name 



Locus Name 



Acc# 



sr>:YU43_M^TU 



Q50695 



Description 

HYfrOThllTlcJAL 46.1 Kb EkoTiiilN ^ Y33^.4i 



NT 



AA 



ORF Name 



NTID 



AAID 



6381932 t'A bi 



Length Length 

wn$ — 



Score Probability 



Protein name 
Description 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



NTID 



AAID 



■— — Score Probability 
Length Length 





Protein name 
Description 



Locus Name 



Acc# 



MO-HIT 



ORF Name 




NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


£.&£l!>.fo.2..±^..BJ. 


1 




7527 J 


257 


774 633 


7.3e-62 


Protein name 








Locus Name 


Acc# 



chain:2-oxoisovalerate oxidoreductase alpha 
nha-in (mi sidentif ication) _ 



pir :B6yxy4 



B69194 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Pr 


obability 


6&1...C.2...11& 


2406 


7628 


410 


1233 


3S5 




S.3e-36 



Protein name 



Locus Name 



integrase 



gpiBfc ' UVbJVl 



Acc# 



U75371 



Description 



"Bacteroides iragiiis transp oson Tn4555 TnpA (tnpAj , integrase lint) , Tnpu 
(tnpC) , excisionase (xis) , mobilization protein (mobA) , and beta- lactamase 
(cfxA) genes, complete cds; and unknown genes. 



667 



ORF Name 



5732302 ti 43 



Protein name 

Description 
NO-HIT 



NT 



AA 



NT ID 



AAID Length Length 

rim — 



Score Probability 



83 



Locus Name 



Acc# 



ORF Name 



ia3.6.2UlX...£3....15A.. 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



7630 



Length Length 
552 



Score Probability 



Locus Name 



Acc# 



NO -HIT 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



Locus Name 



sensory transduction system regulatory 
protein slr!982 : protein slrl982 iprotein 
filrl982 



bir:^7b66^ 



Description 



Acc# 



S75663 



ORF Name 



Protein name 



Description 
INO-HIT 



NT AA 

— — , Score Proba bility 
NTID AAID Length Length — 



7632 



fZUT 



Locus Name 



Acc# 



□ 



668 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



12343962 12 by 



12411 



TZTT 



TFT 



2229 



l.le-06 



Protein name 



Locus Name 



hypothetical protein 



Description 



pir:C72ibl 



Acc# 



C72351 









NT AA 


ORF Name 


NTID 


AAID 


Length Length 


im:/.y.b^..±i...bj. 


| 2412 


7634 


312 "939 



Protein name 



Description 

NO-HIT 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



7F33" 



Length Length 
T7T 



Score Probability 



Locus Name 



Acc# 



MO-HIT" 



ORF Name 



13.8.6.b.B.y.l...c^Z.A:A., 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score 



Probability 
3.1e-70 



Locus Name 



|sp:BI01MAAcJfc!H 



Acc# 



P22806 



Description 



L1GASE) 



— — Score Probability 
AAIP Length Length 



AA 



ORF Name 



NT ID 



113882587 ri 44 



12415 



TFT 



|3.3e-ll 



Protein name 



Locus Name 



hypotnetical protein 



lgp:Al/lb8372 



Acc# 
AF158372 



Description 



fflavobacterium jo hnsoniae hypothetical prouein gene, partial cds; man 
(gldB), GldC (gldC), and hypothetical protein genes, completecds; and 
hypothetical protein gene, partial cds . 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


l44SS637_tl_49 


2416 


7638 


60S 


1818 


207 


4.3e-l4 



Protein name 



Locus Name 



hypotnetical protein 



|gp:APlS8372 



ACC# 



AF158372 



Description 

F lavobactenum j ohnsomae hypothetical protein gene, partial cas;uiats 
(gldB), GldC (gldC) , and hypothetical protein genes, completecds; and 
hypothetical protein gene, partial cds. 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 




Score 


Probability 


liMm.^ti^m 


2417 


7639 


143 


432 








Protein name 








Locus 


Name 


Acc# 


Description 
















NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


±±5£AbM.^tlJ±± 


2418 


7640 


290 


873 




140 


4.2e-07 



Protein name 



Locus Name 



MigA 



|gp:PAU7072y 



Acc# 



U70729 



Description 



Pseudomonas aeruginosa MigA imigA; gene, complete cas . 



670 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



14631406 ti 14 



2419 



TIT 



2.6e-25 



Protein name 



Locus Name 



glycosyl trans terase 



gp:AF146b32 



Acc# 
AF146532 



Description 

Klebsiella pneumoniae waa gene cluster. 



ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


i4642175_tl_3a 2420 7642 


1035 3108 96 




4 . z e - u / 


Protein name 




Locus Name 




Acc# 


DNA nelicase nomoiog 


pir:G694y4 




G69494 


Description 










ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


14£A6.3.2lS...±3....1A4 2421 7642 


141 426 175 . 




A . t>e-i3 


Protein name 




Locus Name 




Acc# 


nypotnetical protein 


gp:AFl58372 


AF158372 


Description 












Plavobacterium johnsoniae nypotnetical protein gene, partial 


cas ;uia±3 




(gldB) , GldC (gldC), and hypothetical 


protein genes, completecds; 


and 




hypothetical protein gene, partial cds . 










ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


l±651LM^t2^6A ^422 7644 


120 363 






Protein name 




Locus Name 




Acc# 



Description 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



1550 i2 M 



7645 



Length Length 




Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



(MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



l£7A10A2...a!i...^J.. 



2424 



Length Length 
2T9 



Score Probability 
|1.2e-16 



TUT 



Protein name 



Locus Name 



integrase 



|gp:Db043& 



Acc# 



D5043 8 



Description 



Serratia marcescens D.NA tor integrase, 
metallo-bata-lactamase, aminoglycoside acetyltransf erase, complete cds . 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



'l^.l0.0.5.2.7....cl...iy.4 



7&rr 



[843 



TUT 



u.OOOii 



Protein name 



Description 



Locus Name 



spTYHEirEronr 



Acc# 



P77427 



HYPOTHETICAL 27. u KB PROTEIN IM LUU^-Gl LTL IMTEkdENlU kMciloJsl 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



7648 



Protein name 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



AAID 



194765 cJ 34^ 



7649 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-MIT 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 

m2 — 



Score Probability 



mr 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



7^T 



Score Probability 
3 . Qe-26 



mi 



Protein name 



Description 



Locus Name 



sp.:Y40KjmiyN 



Acc# 



P55632 



PUTATIVE INTEGRATE/ R E COMBlislAi^ E Y40K 



NT 



AA 



ORF Name 



NTID 



2LflL.7.llSiaa...ai...2&l.. 



AAID Length Length 



Score Probability 
0.00014 



Protein name 



Locus Name 



LanK 



Acc# 



AF080235 



Description 



Streptomyces cyanogenus landomycin biosyntnetic gene cluster , complete 
sequence . 



673 



NT 



AA 



ORF Name 



NT ID 



AAID 



12431 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



IN0-H1T 



NT 



AA 



ORF Name 



NT ID 



AAID 



Length Length 

rres — 



Score Probability 
9.7e-07 



OS 



Protein name 



Locus Name 



hypotnetical protein 



pir :F7b494 



Acc# 



F75494 



Description 



NT 



AA 



ORF Name 



NTID 



\1±21L1.±L.A± 



AAID Length Length 

^imi — 



WIT 



Score Probability 
|4.ie-14b 



WT7 



Protein name 



Locus Name 



Clpfe 



gpTSHuTOW 



Acc# 



AB012390 



Description 



Thermus thermophiius genes tor DnaK, GrpE, DnaJ, DatA, ClpB, complete cds. 



ORF Name 



NTID 



NTT AA 

— — , Score Probability 
AAID Length Length — 



\21Bmib.b....clJ16.^ ...I 



Protein name 



Description 



Locus Name 



Acc# 



KfO-HlT 



674 



NT 



ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



37" 



TZ^-u Score Probability 
0.048 



72" 



Protein name 



ubiquinone bxosynthesis protein coqv icoq/; 
RP190 



Locus Name 
bir:A7iViU 



Acc# 



A71730 



Description 



NT 



ORF Name 



NTID 



AAID Length Length 



7W\ 

Score Probability 



2.40.£.M!^...±A...1D.L. 



0.0028 



Protein name 



outer membrane protein 



Locus Name 
] [P xr:C7u4i2 



Acc# 



C70412 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



7^u~ 



Length Length 




Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO -HIT 



675 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 




Score 


Probability 


24257700_c3__35^ 


243i> 


7661 


584 






1657 


2 . 3&- 17 0 


Protein name 








Locus 


Name 


ACC# 










sp:YJJK 


_EC0LI 


P37797 


Description 
















ABC frO&TBR M't-SlNblMci 


PftOTEIM 


YJJK 










ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2425S4:i7J:3_io:i 


2440 


7£S2 


306 


921 




271 


5.le-32 



Protein name 



Locus Name 



rhamnosyl transferase relatea protein PABU79b j [pir :F7bt>W 
Description 



Acc# 



F75099 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2.4.3.3.B.M2...tl...4b. 


2441 


7663 


152 


459 


94 


0.00014 



Protein name 



Locus Name 



hypotnetical protein 



|gp:AVlb^372 



Acc# 



AF158372 



Description 

Flavobacterium ]o hnsoniae hypothetical protein gene, partial ccts;Giab 
(gldB) , GldC (gldC) , and hypothetical protein genes, completecds; and 
hypothetical protein gene, partial cds . 



NT 



AA 



ORF Name 



NTID 



AAID 



l2MD.:/b.^t^lb.b. I 



Length Length 



Score Probability 



11170 



Protein name 



Locus Name 



Acc# 



Description 



NO-HIT 



676 



ORF Name 



NT ID 



24640^1 tl 24 



Protein name 



hyaluronan syntnase reiatea PAB13I4 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



TZTT 



TUT 



Locus Name 



pir:<S7b0ob 



1.2e-14 



Acc# 



G75005 



ORF Name 



Protein name 



— — S core Probability 

NT ID AAID Length Length 



|246AMS.2...Gl...l<n 



12444 



Locus Name 



Acc# 



Description 
NO -HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



7^7" 



0.024 



Locus Name 



|gp:Aii0iOB^b 



Acc# 



AB030825 



£>seudomonas aeruginosa genomic UNA, partial sequence, strain : paui . 



ORF Name 



NTID 



— — Score Probability 



25.5.8.46.26....cl...iy.l.. 



AAID Length Length 



TIT 



Protein name 



Locus Name 



Acc# 



Description 



677 



NT 



AA 



ORF Name 



NT ID 



25906913 ±3 1U4 



AAID Length Length 
"ZTT 



Score Probability 
3.3e-ll 



Protein name 



Description 



Locus Name 



gp : PWQRkMP 



Acc# 



L39794 



Elasmid pWO ' ^ RNAil and kNAl genes, complete sequence; KJNAlmoctuiator 
protein (Rom), mobilization proteins (mbeC, mbeA, mbeB,and mbeD) , 
N-acetylmannosamine transferase (wbbE) , wbbF, andUDP-N-acetylglucosamine 
2-epimerase (wecB) genes, complete cds . ^ 



ORF Name 



NTID 



AAID 



2929813 c2 30b 



mrnr 



— — Score Probability 
Length Length 

0..035 



33 



165" 



Protein name 



Locus Name 



plasma membrane protein 



Acc# 



T03680 



Description 



ORF Name 



NTID 



NT — Score Probability 



AAID Length Length 



29.47.9.b.b.:/...±1^3.4.. 



TTTT5 1 [TST 



Protein name 



Description 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
10.0010 



TIB" 



Protein name 



Description 



Locus Name 



spiftFCjJALMU 



Acc# 



Q00474 



678 



• 



ORF Name 



32225307 c3 350 



Protein name 



Description 



NT 



NT ID 



AAID 



7TTT 



Length Length 



AA 

— Score Probability 



f¥FD~ 



Locus Name 



Acc# 



JNO-HIT 



ORF Name 



3.2&S.&4£u..±3....Ib.3.. 



Protein name 



NT 



AA 



NTID 



AAID 



Length Length 



Score 



Probability 
|i.2e-15 



Locus Name 



outer membrane protein mom72, 
72K: hypothetical protein slll667 : hypothetical 
protein S111667 _ 



|pir:S746G5 



Acc# 



S74665 



Description 



8 W> 



NT 



AA 



ORF Name 



NTID AAID Length Length 



1^1 



1899 



Score Probability 
0.028 ~ 



Protein name 



Locus Name 



MHC class II protein 



|gp:AF030S72 



Acc# 



AF030872 



Description 



Poeciliopsis occiaentaiis occidentalis mhc class II protein gene, partial 
exon II, and partial cds . 



NT 



AA 



ORF Name 



NTID AAID Length Length 
WFZA 1 \7T7Z 1 WZA 1 \TT5T> 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



679 



NT 



AA 



ORF Name 



NT ID 



34164777 t± 2b 



2455 



AAID Length Length 

— 



7FT7 



Score Probability 
|2.4e-36 



Protein name 



Locus Name 



sensory transauction nistidme Kinase 
slr2104 :protein slr2104 :protein slr2104 



Description 



bir:a7blJb 



Acc# 



S75136 



ORF Name 



13117.^2^1^4.1.. 



Protein name 



NT ID 



^ — Score Pr obability 
AAID ' Length Length 



03T 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



— — , Score Probability 
AAID Length Length — 



M5.5.S.5..7.6....a3....3.5.ft I 



Locus Name 



115K outer membrane protein precursor : susu 
protein 



Description 



|pir: JC6027 



l.Be-10 



Acc# 



JC6027 



ORF Name 



3.£l£6.<m...c.l...l;*2L.. 



Protein name 



NTID 



AAID 



NT 



— — Score Probability 
Length Length 

E55 



^4 



Locus Name 



Acc# 



Description 



NO-HIT 



680 



ORF Name 



3518856a il 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 
1 



Score Probability 



T2 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 



Score Probability 



T5W 



Locus Name 



Acc# 



Description 



(NO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



NT AA 

— — ■ , Score Probability 
Length Length ~ 



Locus Name 



outer membrane protein mom72, 
72K: hypothetical protein slll6 6-7 : hypothetical 
protein 8111667 



Description 



bir:S74665 



JL.0e-25 



Acc# 



S74665 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 



Score Probability 



T8T 



Locus Name 



Acc# 



Description 



NO -HIT 



681 



ORF Name 



41006^ tl bO 



Protein name 



NT ID 



2463 



NT 



AA 



AAID Length Length 
T7T" 



Score Probability 



Locus Name 



Acc# 



Description 



INO-HIT 



ORF Name 



l4ifla.7.i5..±i...Wfc.. 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 




Score Probability 



321 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



lllD.2.11...tl...Zl.. 



Protein name 



NTID 



NT AA n -i • i • , 
— , — , ' Score Probability 
AAID Length Length 



Locus Name 



Acc# 



Description 



KO-HIT 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



i4iiaaiQ...a2...2ias i m^z 



WTT 



0.0046 



Protein name 



Locus Name 



ABC transporter protein 



gp:CJAJ0BS6 



Acc# 



AJ000856 



Description 
Campylobacter jejuni JtpsM, kpsT genes . 



682 



NT 



AA 



ORF Name 



NTID 



AAID 



4566502 rl r± 



Length Length 



Score Probability 



TIT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



246S 



Length Length 



Score Probability 
V.ie-07 



TT2 



Protein name 



Locus Name 



hypothetical protexn MTH16 06 



Description 



pir :K6yobi 



Acc# 



E69081 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



2469 



Length Length 

— 



Score Probability 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



[2T7TT 



Length Length 
T$B 



Score Probability 



IB? 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



Length Length 
TIT" 



Score Probability 



Locus Name 



Acc# 



NO-HIT 



683 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



[3T5~ 



Probability 



Protein name 

Description 
INVASION EftOTlillN A 



Locus Name 



sp:IMVA_BAkHA" 



Acc# 



P35640 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



6814062 ±2 70 



|7S15ir 



1W 



T7TT 



Probability 



Protein name 

biosynthesis ot teicnuronic acia cuaii 



Locus Name 
[pir:D69727 



Acc# 



D69727 



Description 



ORF Name 



NTID 



^ ^ Score 

AAID Length Length ■ 



IS.S.Sl^.a^t^y.b. 



[7TT 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



ftJO-HIT 



ORF Name 



NTID 



AAID 



NT 
Length 



AA 
Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



iKfO-Hl'l 1 



684 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 



55501 Jbb 



7£W 



TSTT 



Protein name 
Description 



Locus Name 



Acc# 



'O-HIT 



^ — score Probability 



ORF Name 



NTID 



AAID Length Length 



75W 



TTD" 



|2.4e-15" 



Protein name 
hypothetical protein 



Locus Name 
|gp:AFlb^72 



Acc# 



AF1583 72 



Description 



Flavobacterium johnsoniae hypothet ical protein gene, partial cassia. 
(gldB), GldC (gldC), and hypothetical protein genes, completecds; and 
hypothetical protein gene, partial cds . ^ ^ 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 
'O-HIT 



ORF Name 



Protein name 



NTID 



S3! score Probability 

AAID Length Length • 



m$X± i .L±±..26. I 



17701 



Locus Name 



Acc# 



Description 



[NO-HIT 



685 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length - 



12 4 ST 



[7702 



9.7e-07 



Protein name 



serme/threonine-specitic protein Kinase, 
PFB0150C 



Locus Name 
lpir:H7ib2l 



Acc# 
H71621 



Description 



ORF Name 



NT 



AA 



HZmM^t^tl ] |24B1 | [ 



NTID AAID Length Length 



[IW 



Score Probability 
[Tu3~ 



Protein name 

hypothetical protein fnuzV/ 



Locus Name 
jpir:Ci7l24"3 



Acc# 



G71244 



Description 



ORF Name 



NTID 



NT AA 5 Core Probability 

AAID Length Length 



[77uT 



[ST 



£.ie~0S 



Protein name 

hypothetical protein fmuzI^ 



Locus Name 



] |pir:AVl24b " 



Acc# 
A71245 



Description 



ORF Name 



NT 



AA 



NTID 



amiitiu^ci^iA I 



AAID Length Length 
152 



Score Probability 



[77u3 



Protein name 
Description 



Locus Name 



Acc# 



fO-HIT 



686 



% VP 

if! 



4 ^ 

f\ i! 



st| is;;! 
JffRfc 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



|1175^80j:^_l^ 



12484 



fT7T7T 



[TOW 



11555" 



|i.3e-iba 



Protein name 



Description 



Locus Name 
|gp:CEYblH4A 



Acc# 
AL132952 




ORF Name 
ll$&b28 cl_b8 



NT ID 



AAID 



PHUT 



Protein name 



Description 



NT AA score Probability 

Length Length ■ ' 

124£ | 

Acc# 



[BT 



Locus Name 




ORF Name 



NT ID 



ll20^^tZ^ I |2486 | [ 



AAID Length Length 
[T7TI3 



TZTT 



WW 



Score Probability 
|2.4e-33 



Protein name 

Description 
PUTM'iVk! ^EkiNE liUULE RNl^VMkl (ukW 



Locus Name 



Acc# 
Q49135 



ORF Name 



NT ID 



— — Score Probability 

AAID Length Length 



lll&JAlbl^tL^. 



IT4S7 



[77TTT 



|7.9e-4y 



Protein name 

histidine ammonia- lyase 



Locus Name 
1 jP ir:FVbfoil3 " 



Acc# 
F75610 



Description 



687 



NT 



AA 



ORF Name 



NTID 



AAID 



|12947^bb tl 1 



17710 



Length Length 
^T5 1 



Score Probability 



|2".2e-85 



Protein name 

hypothetical protein TMU«4i 



Locus Name 
] tP ir:ijV2j ^ b 



ACC# 
D72326 



Description 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



[77TT" 



HU2 — I my? 



[7T" 



10.015 



Protein name 

hypothetical protein aq_ab^: 



Locus Name 



] |P ir:F70i74 " 



Acc# 



F70374 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
TZ% 



Score Probability 



TTTI 



Protein name 



Description 



Locus Name 



Acc# 



|N 



EI ^ ^ Score Probability 

l.Se-06 



ORF Name 



NTID 



AAID 



11$A10.L..Z'^6& 



T7TT 



Length Length 
TuU 



IK" 



TTT" 



Protein name 



Locus Name 



hypothetical protein fhuzIV 
Description 



1 |pir:^Vl244" 



Acc# 



G71244 



ORF Name 



NTID 



AAID 



— — Score Probability 

Length Length ■ 



T7TT" 



Protein name 

Description 
|H0-H1T 



Locus Name 



Acc# 



688 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length ~ 



24S04b6i_tijr 



17715 



|4.7e-06 



Protein name 

"probable transcription regulator 



Locus Name 
~j jpir:T2b>Ub2 



Acc# 
T29062 



Description 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 



Rsamtt^t^a I I pis 



11021 irerreF 



11244 



|1.3e-l2b 



Protein name 

acnriavine resi stance protein lacr^) 



Locus Name 
|gp:Aiil0ull2b 



Acc# 



Description 



ftorrelia burgdorferi (sec Lio n II or ;u) ol the complete yenome^ 



ORF Name 



NT AA Score probability 

NTID AAID Length Length 



26.20.4:Alfo...±^lb... 



77TT" 



FT" 



Protein name 
Description 



Locus Name 



Acc# 



ORF Name 



NTID 



AA Score Probability 
AAID Length Length 



T7TS - 



175" 



1ST" 



[0 . 04-T 



Protein name 

MADy box- like protein 



Locus Name 
[ gp:AB00ijZ5~~ 



Acc# 
AB003323 



Description 

flrvza sativa mttNA tor MAbb box-like pro tein, complete cd., clone :^u,o, . 



689 



ORF Name 



Protein name 



AAID Length Length 



Score Probability 



Locus Name 
|sp:MUTlJA(JdU 



ORF Name 



Protein name 



NT ID 



AAID 



772TT 



NT 



Length Length 
HT7TJ 



— Score Probability 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 
Description 



O-HIT 



NT ID 



AAID 



T7TT 



— s core Probability 
Length Length - 



Locus Name 



Acc# 



ORF Name 



Protein name 



NT ID 



AAID 



EK ^ score Probability 

Length Length 

7e-i** 



"'hypothetical protein siiui4i 
Description 



Locus Name 
1 tP ir: ^ 7b4 - ii 



Acc# 



S76434 



690 



NT 



AA 



ORF Name 



NT ID 



|414iatt7 ti JB 



12501 



AAID Length Length 

urn — 



Score Probability 

m$ — 



8 . be-y4 



Protein name 



Locus Name 



j immunoreactive 52KD antigen PU4±" 



] | gp' A ^' 17bvr5 ~ 



Acc# 
AF175716 



Description 

frorphyromonas gingivals strain WbU xmmunoreactxve bA u antigens 

complete cds, 



ORF Name 



NT ID 



zi 



12502 



— — Score Probability 

AAID Length Length 



1157" 



BTJB" 



|1.4e-26 



Protein name 



Locus Name 



sp : HUTHJLLUMAisl 



Acc# 
P42357 



Description 
HIS ' l'lblME AMMoNlA-L VA^lii, (Histijja^) 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



5.11±Lb.b^tL^. | pu3 



l.le-77 



Protein name 



Locus Name 



1 |gp:AF02V4^9 | 



Acc# 
AF027499 



Description 

Azotobacter vxnelandir mannuronan U- b-e pimerase (aigGJ gene,parUal .J,, 
and AlgX, alginate lyase (algL) , Algl, and AlgV genes , complete cds. 



NT 



AA 



ORF Name 



NTID 



AAID 



|10.5.7.7.y.^t^li>. I pM 



Length Length 



153 



Score ' Probability 
10.0056 



Protein name 



Locus Name 
gp:DS57b2 



Acc# 
D85752 



Description 

Enberococcus taecalis pldbmid pPbl bacA, bacb, bacO, b acu, L-^, 
bacH and bad genes, complete cds. 



691 



ORF Name 



NT ID 



NT AA score Probability 

AAID Length Length 



146640b2 ci 2± 



TTTT 



T5T 



2T7~ 



8.9e-iS 



Locus Name 

Protexn name — 

RNA polymerase sigma tactor rii g Z-lxke protein | ^pT^FITTT^ 

Description 



Acc# 



AF137263 



I Bacteroxdes L bataiofaaouaciuu JOri rxbosomal protein rilo-lxkeprocexn . 

gene cluster, and RNA polymerase sigma f actorSigZ-like protexn (sxg Z ) genes, 

complete cds. . - — 



ORF Name 



Protein name 



NTID 



2506 



17728 



NT AA score Probability 



AAID Length Length 
53* 



rrr 



Locus Name 



Acc# 



Description 
jbTO-HlT 



ORF Name 



Protein name 



NTID 



NT AA score Probability 

AAID Length Length 



YTTIT 



[5T5" 



[5.2e-46 



115K outer membran e protein precursor : susu 



protein 



Locus Name 
pir:J(J6U^7 



Acc# 
JC6027 



Description 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 



UTT 



lO'.OOOtiV-. 



Protein name 



Locus Name 



sp : FEcJkJiWuLl 



Acc# 



P23485 



Description 



692 



ORF Name 



NTID 



NT AA Scor e Probability 

AAID Length Length 



3532831:4_c:2_3l 



T7TT 



TFT 



11146 



T2W 



Protein name 

receptor antigen CRagA) 



L ocus Name 
lgp:MiliUB^ 



Acc# 
AJ130872 



Description 

Porphyromonas gmgxvalis Ui>0 xecepfcor nLxyeu ( rag) locus encudxuga majoi 

immunodominant 5 5kDa antigen, 



ORF Name 



Protein name 



NTID 



[7717 



NT 



— Score Probability 



AAID Length Length 



H5T 



Locus Name 



Acc# 




ORF Name 



Description 



ORF Name 



NTID 



AAID 



NT AA score Probability 

Length Length 



^AiisJ^JiA | prr 

Protein name 



77TT 



155" 



Locus Name 



Acc# 




NTID 



NT AA Score Probability 

AAID Length Length 



77TT 



T7TS" 



Protein name 
Description 



Locus Name 



Acc# 




693 



NT 



AA 



ORF Name 



NT ID 



1073b6y2 rl Ab 



AAID Length Length 



TT35 



T7W 



Score Probability- 
lS. Oe-97 



Protein name 



Description 



Locus Name 



sptPUkiJJiAUIN 



Acc# 



P43845 



ORF Name 

Il0937bbl C'A ALU 



NT ID 




— — Score Probability 

AAID Length Length 



17736" 



7¥T 



~5T 



10.03.6 



Protein name 

DNA alkyiation repair enzyme 



Locus Name 



lgp:MJl01^ 



Acc# 
AJ010128 



Description 

Bacillus cereus bc^7a f , aikb g enes ana partial glys gene. 



ORF Name 



NT ID 



— — Score Probability 

AAID Length Length 



imOJl^c^O.b. I pTE 



[77TT 



10.048 



Protein name 

alpha 1,2 tucosyitranst erase 



Locus Name 
j | gp:AF042V4 T" 



Acc# 
AF042743 



Description 



Rattus norvegxcus alpha 1,2 tucosyltr ansterase rnk^A, parciax 055" 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



Ilia46.i2...ai^44.. 



FT 



Protein name 



Locus Name 



Acc# 



Description 
'0-KIT 



694 



Q 



G 



NT 



AA 



ORF Name 



NTID 



|;L23B0^Ob_i:J_y4 



AAID Length Length 

rms — 



1MB" 



Score Probability 

nms — 



le-111' 



Protein name 



Locus Name 
|sp:UVkU_>AU^lJ 



Acc# 
P14951 




zi 



ORF Name 



— — score Probability 

AAID Length Length 



NTID 



|2.9e-5i 



Protein name 



ABC-type transport p rotein slr^U44 :prouexii 
slr2044 :protein slr2044 



Locus Name 

bir-.avblyV 



Acc# 



S75197 




ORF Name 



|125..7.3.dfo.^al^l6.B... I 



Protein name 
Cps^J 



Locus Name 



ACC# 
AF026471 



Description 



I Streptococcus pneumoniae bexb (dexb) gene, pa. Ual cds; puULx.ecranspo,^ 
gene complete cds; type 2 capsular polysaccharidebaosynthes.s operon, 
complete sequence; and AliA (aliA) gene )P artial cds. 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 

9.0e-41 



7742 



FT3T 



Protein name 

"maturation protein ]3 : Hypothetical 



Locus Name 



spore 



protein S111677 hypothetical protein s!11677 



fc>ir:iJV4b47 



Acc# 
S74647 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



|I6228:idgJ:3_lUB 



7743" 



Length Length 



Score Probability 
IT53 



|4.7e-12 



Protein name 
alkaline phosphatase nomolog yKOA 



Locus Name 
|pir:tibyBbl 



Acc# 
B69861 




llg.5.0.B.M^al^l2i I V^Tl 



Protein name 



Description 



Locus Name 



Acc# 




|2L0.7.Mb.B.^al^l4fo. I F*23 



Protein name 



Locus Name 



Acc# 



spiYEHTJsIUoLl 



Description 




ORF Name 



NTID 



— " score Probability 

AAID Length Length 

0.00 J ib 



77^ 



7TB" 



Protein name 



orl9B' 



Locus Name 
|gp:At , 160Bb4 



ACC# 



AF160864 



Description 

Tetrahymena pyntormis mitochondr ial DMA, complete genomer 



696 



ORF Name 



Protein name 



NTID 



AAID 



7747 



NT 



Length Length 



— Score Probability 



TTTT 



Locus Name 



Acc# 




ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length — 



\119m^..±^M i .I 



17748 



Protein name 

conserved hypothetical protein 



Description 



ORF Name 



NTID 



aiaai^tOL... | p^7 



[77^ 



Protein name 
adnesion protein 



Description 



ORF Name 



Protein name 



NTID 



mmaex^i ^lA | 



[3775" 



|2.2e-26 



Locus Name 
bir:CJ7bJbb " 



Acc# 



C75368 



NT 



— score Probability 
|i.5e-47 



AAID Length Length 



Locus Name 
] |P ir:C ^ iBU 



Acc# 
C69180 



^ — Score Probability 

AAID Length Length 



I23T 



Locus Name 



■Aoc# 



Description 



■0-H1T 



ORF Name 



Protein name 



NTID 



2529 



7T5T" 



hypothetical protein sniibl 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



T5T 



1TT 



Locus Name 



Acc# 



S74882 



697 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



TTST 



1.5e-l3 



Protein name 

conserved hypothet ical protexn TFUbbu 



Locus Name 
pir :A7130u" 



Description 



Protein name 
Description 



ORF Name 



Protein name 
Description 



ORF Name 



Protein name 
Description 



Acc# 



A71300 





NT ID 



NT AA Score Probability 

AAID Length Length 



TUT 



Locus Name 



Acc# 




NT ID 



NT AA Score Probability 

AAID Length Length 



Locus Name 



Acc# 




698 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



|263554Jb rl IV 



77S5 - 



TIT 



Score Probability 
10.015 



3T 



Protein name 



Description 



Locus Name 



Acc# 



jgp : 



Plasmodium falciparum complete sequent. 



m » score 



ORF Name 



NTID 



AAID Length Length 



Probability 



7737 



2 . 0e~52 



Protein name 



Description 



Locus Name 



Isptl^OCMJAl^L 



Acc# 



Q19264 



ORF Name 



NTID 



ST" ^ Score 

AAID Length Length 



uaSSMi^tL^b. I prxs 



1884 



Probability 
1.8e-81 



Protein name 

"X-Pro dipeptxdyl -peptidase, 



Locus Name 
jpir:JCbl42 



Acc# 



JC5142 



Description 



ORF Name 



NT 



AA 



AAID Length Length 



Score Probability 



Protein name 



Locus Name 



Description 



y 



ORF Name 



|3047y7bO ±A bb 



NT ID 



I253& 



— — score Probability 

AAID Length Length 

5.ie-15 



17760 



TFT" 



TFT 



Protein name 



Description 



Locus Name 
spiVkJbJiAUdir 



Acc# 



P42979 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



13066467b OA 173 



[3TT 



11134 



irnr 



|1.8e-05 



Protein name 
glucose-JDxnaxng protein 



Locus Name 
|gp:^>PU74i^i 



Acc# 



U74323 



Description 

Pseudomonas putxda glucose-bxndxng prolex n (gltb) gene, compie^d*." 



NT 



— j _ i score Probability 
10.017 



ORF Name 



NTID 



mAAUl^cl^lexl I |254U | 



AAID Length Length 



Protein name 
SlylOkPl ~ 



Locus Name 
~j | gp : AK'003g51~ 



Acc# 
AF003941 



Description 

Neisserxa gonorrhoeae cilyWl and (JlylO Rg2 genes, complete cas 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



T7ST 



O.OOObb 



Protein name 



hypothetical protexn u-s&iiy.l 



E 



Locus Name 
ir : T22BUB 



Acc# 



T22808 



Description 



700 



ORF Name 



c2 2VT 



Protein name 



NT ID 



AAID 



77&T 



NT AA 

— , — , Score Probability 
Length Length — ^ 



TFT" 



Locus Name 



Acc# 



Description 
MO -HIT 



ORF Name 



Protein name 



NT ID 



AAID 



amaaii..±i...a5L I psw 



7765 



hypothetical protein 



Description 



NT AA 

— , — ■ Score Probability 
Length Length 



WTT 



|6.ie-35 



Locus Name 



pir :S39974 



Acc# 



S39974 



■St Ml, 



ORF Name 



Protein name 
Description 

NO-HIT 



NT 



AA 



NT ID 



AAID 



Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



NT ID 



NT AA 

— ■ — , Score Probability 
AAID Length Length — i " 



&1U6.11..±L.22 1 



77FT 



TUT" 



9.5e-69 



Protein name 



Locus Name 



sp:SRPH_SYN&7 



Acc# 



Q59967 



Description 



701 



NT 



AA 



ORF Name 



NTID 



4490938 £3 93 



AAID Length Length 

or 



77^ 



Score Probability 
TT57 — 



i.be-149 



Protein name 
Description 

GLUCOSE INHIBITED DIVISION P&OTEIN A 



Locus Name 



'sp:GIDA_PSEPU 



Acc# 



P25756 



NT 



AA 



ORF Name 



NTID 



14575011 ±3 100 



AAID Length Length 
[77^5 — 



Score Probability 
S^7 



i.Se-65 



Protein name 

Descr iption 
HYPOTHETICAL 43.0 KD PROTEIN iJL£00S4 



Locus Name 



|sp:Y064_SYNY3 



Acc# 
Q55156 



NT 



AA 



ORF Name 



NTID 



AAID 



2548 



T77TT 



Length Length 
T7T7T — 



Score Probability 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



TTTT 



TIT 



4 . Ie-b2 



Protein name 



Locus Name 



sp:YJE£_ECOLI 



Acc# 



P39288 



Description 

HYPOTHETICAL 43.1 KD PROTEIN IN PSD-AMIB INTEkGENIC REGION (F375) 



702 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 



Y7TTT 



7WT 



TIT 



|9.6e-37 



Protein name 



Locus Name Acc# 
|sp:Ai>Ti__WHEAT | Q43199 



Description 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



|3.$e-15- 



Protein name 



Locus Name 
|gp:D&08b.a 



Acc# 



Description 



E.coU genomic bUk, Koha.a clone #414 (bi , B - ^ ■ ^ mxix- 



ORF Name NTID AAID Length Length 



NT AA ScQre probability 



[2TT7~ 



|2.6e-ia 



Protein name 



Locus Name 
Isp :VRJ2 J^A^'l 1 ' 



Acc# 
Q04729 




ORF Name 



Protein name 



Description 



NT aa score Probability 

NTID AAID Length Length 

ri.4e-9y 



T7T~ 



TTTS" 



Locus Name 
sptftUVb^fcltlAfcl-. 



Acc# 
Q51426 



HOLLIbAV JUMcJ ' l'lutl bNA HkiblOA^E kUVL 



703 



ORF Name 



NTID 



I gSSS cl_lbl 



NT AA gcore Probability 

AAID Length Length 

2.0e-4b 



FT7T 



Protein name 



Locus Name 



| octyiprenyi diphosph ate ,,nthase-like pioTeTnj p p:A ^/^ 



Acc# 
AF153713 



Description 



diphosphat esyntnase - 1 ike 



Pseudomonas Bp. Bi^iR sU am bcJiik ocLylpienyl 
protein gene, complete cds 



ORF Name 
707Sl3V__c^ou 



Protein name 



— — Score Probability 

NTID AAID Length Length 



,£555 I [7777 | 



Locus Name 



Acc# 




ORF Name 

laa^atLbL^t^txu 



NTID 



. score Probability 

AAID Length Length 




ORF Name 



NTID 



AAID Length Length 



T7T" 



[TTT 



■ |5T7< 



e^TTF" 



Proteinname 



immunity region probem m prophage huuioluy 
ydcM 



Locus Name 
teir:B6yVV4 



Acc# 
B69774 



Description 



704 



NT 



— score Probability 



ORF Name 



NT ID 



11035311 i'J. lib 



12558 



P7TBTJ 



AAID Length Length 
171 II2T5 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



12559 



AAID Length Length 
HUI 



Score Probability 



T7FT 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



l iasaaAu^cjL^ q P 7 ^ 1 [ 



\IT2 \WJ^ 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



NT AA Score probability 

AAID Length Length - 



ll^Uti^'l^bA 



52" 



fZTT 



Protein name 
Description 
jWO-HlT 



Locus Name 



Acc# 



705 



ORF Name 



NTID 



11220317 t2_Ll±' 



NT 

enc 



AA 



AAID Length Length 
[7733 — 



WW 



Score Probability 



|9.3e-23 



Protein name 



Locus Name 
|sp:bbH_OukGL, 



Acc# 
P04964 




ORF Name 
[1230^02 ri_4<T 



NTID 



— — Score Probability 

AAID Length Length 



I 



IBTB" 



3.4e-32 



Protein name 



Description 



Locus Name 



Acc# 
P15454 




ORF Name 



NTID 



12564 



NT AA score Probability 

AAID Length Length 

| 1.4e-ib 



Protein name 

"probable permease Dlts^e 



Locus Name 
pir :Db4y44 



Acc# 
D64944 



Description 
ORF Name 



NT AA Score probability 



NTID 



AAID Length Length 



[77F7 



|3.Be-71" 



Protein name 



Locus Name 
| S p:MkbD_HAls!ltJ 



Acc# 
P43752 



Description 



706 



ORF Name 
1281260 c'A yU 



NTID 



NT AA Score Probability 

AAID Length Length 

.8e-43 



77TO 



Protein name 

0-unit tlippase-lxKe protein 



Locus Name 
|gp:YWi!2bi;ii 



Acc# 



AJ251713 



Description 

rWhn aL ddhA gene, ddhB pseudogene, ddhC gene, prtgene, wcyw g , 
pseudogene, £cl pseudogene, manC gene.wbyL gene, manB gene, « 



gene, 
ORF Name 



Protein name 
Description 



NTID 



NT AA Score Probability 

AAID Length Length 



17789 



Locus Name 



Acc# 



ORF Name NTID 

lismjajujb.^d.^i.4ja m 1 pFT 



Protein name 
galactosyl transrerase 



AAID 
[7790 



Description 



NT AA Score probability 

Length Length 



[TuTnr 



Locus Name 



Acc# 



] | gp;AFUi03^ ~| AF030373 



Ql . v . a . in J P -i> fo 4 alpha, l-b-gl ucosidase (dextt) .gene/ 

r^j^s-jej^^ _ e; 

^oligopeptide binding protein laliAlgene, complete ods. 



NT 



AA 



ORF Name NTID 
l£jQj5jbJbJa^^-»^.4Jb q |2 5 6 3 



AAID Length Length 



Score Probability 
10 .01^ 



[7? 



Protein name 
hypothetxcai protein 



Locus Name Acc# 
— | |gp:^Ul»^U ~\ Y18930 



Description 

I gultolobuB soltatarxcus A6l kb genomic \Mk tragmenL, bLram ^- 



707 



ORF Name 



ll^bblbib UJ-bM 



NT ID AAID Length Length 

7752 



NT AA score Probability 



ires — ] pr 



TTT" 



9.3e-07 



Protein name 



unKnown 



Locus Name 
] | gp:LLUibb^ ~ 



Acc# 



U35629 



Description 

Lactococcus lacbis plasmxd yrikottua aborUve intection proLexn ^bpi*, 
complete cds . _ _ 



NT 



AA 



ORF Name 



NT ID 



l$$40£>b ci_4bl 



1 PTO 



AAID Length Length 



ITT 



Score Probability 



Protein name 

capsular polysaccha ride biosyntnesis homoxog 
ywqE 



Locus Name 



pir:H7o0bb 



Acc# 



H70066 



Description 



ORF Name 



IQA&llll^t^Lm | pT2 



M score Probability 
NTID AAID Length Length 



T7W 



TOT 



Protein name 
Description 



Locus Name 



Acc# 



[WO -HIT" 



ORF Name 



2ii9ib±i^t^mk | prre 



NT AA Score Probability 

NTID AAID Length Length 

T. Be- 14 



[5W 



\T7T 



Protein name 

Thosphmothricm a cetyitransterase (Ki! 



Locus Name 
lgp:t)yoVB4 



Acc# 



Description 

E.colx genomic l)NA f kohara clone #a7i (32 . b-32 . 8 min.^ 



708 



ORF Name 



23485536 c2 340 



Protein name 



NTID 



AAID 



7TST 



NT 



AA 



Length Length 
TS1 



Score Probability 



[BIT 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



NTID 



NT AA 
— — Score 
AAID Length Length 



23.5.5.46.£l...c2...3A9. I 



TTTT 



T7TT 



TTTT 



TUWT 



Probability 
I |7.3e-110 



Protein name 



Locus Name 



PhnW 



gp:OTUS9493 



Acc# 



U69493 



Description 



Salmonella typhimurium ThiJ and Orfl genes, partial cds, and PhnX , PhnW , 
PhnR, PhnS, PhnT, PhnU and PhnV genes, complete cds. 



ORF Name 



NTID 



&i£fi£££a..±l...£4l I t^TTF 



Protein name 



AAID 



T7W 



NT 



AA 



Length Length 
2fT5 



Score Probability 



15? 



Locus Name 



Acc# 



Description 
MO-HIT 



ORF Name 



NTID 



AAID 



NT AA 

— - — , Score Probability 
Length Length — — ^ 



23£mil...cl.Al£ I I^TT 



TTWT 



TTZT 



5 . Oe-96 



Protein name 



Locus Name 



dTDPglucose 

4 , 6 -dehydratase, : dTDP-D-glucose-4 , 6-dehydratas 
erdTDP-glucose dehydratase 



bir:T00102 



Acc# 



T00102 



Description 



709 



ORF Name 



NT ID 

firm 



NT AA Score probability 

AAID Length Length 



17600" 



11371 



IS.2e-3i 



Protein name 

conserved hypothetica l protein aq_i?b4 



Locus Name 
H jpir:DVo4bd 



Acc# 
D70468 



Description 



ORF Name 



Protein name 



NTID 



aa&a^iutjL^i* I pvs 



NT AA Score probability 

AAID Length Length 



Locus Name 



Acc# 



fen? 



if 



,|(! BSj, 
% iff 




ORF Name 



Protein name 



NTID 



— score Probability 
AAID Length Length 

7.2e-lb 



738 



1199 



hypothetical protein 



Locus Name 
| gp:^'V17y^7— 



Acc# 



Y17797 



Description 



Enterococcus taecal is gph, yajti, ydjii, yJjl, 
genes, partial. 



ORF Name 



NTID 



NT AA s^ore Probability 

AAID Length Length 



[4.2e-27" 



Protein name 



Locus Name 
spiftUVAj^UAfc! 



Acc# 
Q51425 




710 



NT 



AA 



ORF Name 
|240660bb ti_VU 



NTID 



AAID Length Length 



Score Probability 



[7 8 or 



1 



rnrr 



Protein name 



Locus Name 
|gp:5CVL>i,Ub7W" 



Acc# 



Description 

"g.cerevisxae chromosome IV reading trame uk^ 1 xDLUbVw. 



ORF Name 



NTID 



EE M score Probability 

AAID Length Length 



\l.le-2b 



Protein name 



Locus Name 



Acc# 
P54455 



Description 

HYPOTHE T ICAL 22.2 kb kkuT^IM IN Akub-UOMUk im ' UkCKUl u xxw* 



NT 



— score Probability 
|2.4e-08™ 



ORF Name 



NTID 



AAID Length Length 



Protein name 

"cold shock protein nomolog cspO 



Locus Name 
jpir : ^43blb 



Acc# 



Z3 



Description 



ORF Name 



NTID 



EL ^ score Probability 

AAID Length Length 



| ^g.^b.b.^al^B~ 



ii.Se-yy 



Protein name 



TOP-N-acetylglucosamine ' 
l-carboxyvinyltransferase (murA) homolog 



Locus Name 
Bir:g 7 01b8 



Acc# 
G70158 



Description 



711 



NT 



AA 



ORF Name 



NTID 



2464406ti_t3_ii0T 



12586 



AAIP Length Length 
[7808 



P3T" 



Score Probability 
16 . 6e~2y 



Protein name 



Description 



Locus Name 



Acc# 



P45080 



"(EC 1.^7.1.-) 



NT 



AA 



ORF Name 



NTID 



124645138 c5_444" 



AAIP Length Length 



1633 



Score Probability 
i3 . 5e-06 



[TUT 



Protein name 



unKnown 



Locus Name 
bp:Ayo4b'My 



Acc# 
AF04874 9 



Description 



Bacteroxdes rragxlxs capsular poxysaccnaxx 
sequence 



ORF Name 



NTID 



— — Score Probability 

AAIP Length Length 



2MAM±±^c^ & | [2588 | [ 



[7STU- 



|1.4e-42 



Protein name 



Locus Name 
sptYUBUJilUuLl 



Acc# 



Description 

^MTHMl'lCAb Kb PRul'ElN HI ykC-^&A i m^R^lC R^xuin 



NT 



ORF Name 



NTID 



AAIP Length Length 

mm 



~. , Score Probability 
Ii.3e-^u4 



|T55Tr 



Protein name 



catxon elllux system protexn czca- x :prul^xix 
slr0794 iprotein slr0794 



Locus Name 
lpir:£J770U«- 



Acc# 
S77008 



Description 



712 



ORF Name 
|2538562_ci_4ub" 



NTID 



AAID 



NT AA Scor e Probability 

Length Length 



T8TT 



T5T 



|5.Ie-ib 



Protein name 

"response regulator homoloy 



Locus Name 
1 |P ir:Ab!:Jb - iT 



Acc# 
A69531 



Description 



ORF Name 



NT 



AA 



NTID 



VSADM^tLJx | |2591 | [ 



AAID Length Length 



mr 



Score Probability 
[TIT 



1 0.000 7 0 



Protein name 

receptor antigen B [Ragh) 



Locus Name 
~j | gp:mii03T2~ 



Acc# 
AJ130872 



Description 



Porphyromonas gingivals WbO recepLor ancigeu 
immunodominant 55kDa antigen. 



ORF Name 



NTID 



AAID 



3* ^ score Probability 

Length Length - 



7814 



[S7T 



|1.6e-bb 



Protein name 



Locus Name 
S p:YWJNEJbA<JfcJU 



Acc# 
P71040 



Description 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



l^&Mlb/^L^b.y. J |2S9J I |781b | 



III 



IT3TT 



Protein name 

probable phosphoesterase, yKuli 



Locus Name 
1 |pir:bbSBbb ' 



ACC# 
B69865 



Description 



713 



ORF Name 
12621^7 c3 4bb 



NTID 



— — Score Probability 

AAID Length Length 



1144 ST 



17 .4e-172 



Protein name 



polyA polymerase 



Locus Name 



Acc# 



AB022867 



Description 

frrevotella rumxuicola gene, l oi polyA polymerase , b-alaruueylycxnepeu^. 



and cellulase, complete cds . 



NT 



AA 



ORF Name 



NTID 



BSSOblib c3 41b 



AAID Length Length 



[73T7 



Score Probability 
[TTu~ 



ll.Se-Oti 



Protein name 



Description 



Locus Name 
IspiftlMMJiAlJiW 



Acc# 
P44568 




ORF Name 



NTID 



— — score Probability 

AAID Length Length 



I57T 



2TT 



Protein name 



Description 



Locus Name 



Acc# 




ORF Name 



NTID 



2597 



NT AA Score Probability 

AAID Length Length 

T.7e-06 



1215" 



T31T 



Protein name 



Locus Name 



j cation erilux system membrane protein czcc | pirt^Jtf^u | 



Acc# 



C33830 



Description 



714 



ORF Name 



266006^ t2_ll0 



NT ID 

[259& 



NT M Score Probability 

AAJD Length Length 



17820 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



amiiz^at 



Protein name 

"hypothetical protein aq_147V 



NT ^ score Probability 

NT ID AAID Length Length 

— H I 7 521 I I I 153 1 l 9 - foe " u ^ 

Acc# 
~~| D70428 



E 



Locus Name 
ir;D V 042U 



Description 
ORF Name 



NT Score Probability 

NTID AAID Length Length 



■7822" 



Tu~5~ 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



AAID Length Length 



Score Probability 



|2LMmo±^c^.U4 u 



|S..3e-lu4 



Locus Name 

Protein name - ~~ 

glucose- 1-phosphate Lh ym idyiyltransr erase, | jpir:Cbbiuo ~ 



Acc# 



C69106 



Description 



ORF Name 



NTID 



AAID 



— — Score Probability 

Length Length 



aa^sii^ai^ibi 1 I 2602 | 



1.5e-8b 



Protein name 



Locus Name 



Acc# 
Q55663 



Description 



ORF Name 



30164137 ci 422 



Protein name 



NT ID 



2603 



7825 



2-pnospnonoacetaldenycle nyctrolase 



NT 



AA 



AAID Length Length 



Score Probability 



W7W 



1.6e-43 



Locus Name 



gp:PAU4b30^ 



Acc# 



U45309 



Description 

Pseudomonas aerug inosa 2 -phosphonoacetaiaehycie hydrolase gene, complete eels, 



ORF Name 



31307660 ±2 133 



Protein name 



NTID 



7WZZ 



NT 



AA 



AAID Length Length 

~m — 



Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


3.lS.3.6££2L..±i..Afo..... 


2605 


7627 


55 288 


115 


i.6e-06 


Protein name 






Locus Name 


Acc# 



Ml 



sperm-speciric protein component 



|gp:£)MU90b3 7 



U90537 



Description 



Drosophila melanogaster sperm-specitxc protein component i&j ) mkNA, complete 
cds . 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Pr 


obability 


126±l&b±±lJltiA 


2606 


7828 


552 1689 


921 


2.2e-92 



Protein name 



Locus Name 



proJDaJDie permease JD182« 



pir :D64944 



ACC# 



D64944 



Description 



716 



ORF Name 



NT ID 



NT AA 

— — Score Probability 
AAID Length Length 



7829 



TUT 



Protein name 



Locus Name 



ribose 5-phosphate isomerase (rpx) nomolog 



Description 



pir:S693<>7 



2 .5e-36 



Acc# 



G69367 



ORF Name 



Protein name 



Description 



NTID 



NT AA „ _ , , . _ . . 
— — - , Score Probability 
AAID Length Length ■ 



"2F01T 



701 



TUT 



l.le-09 



Locus Name 



Acc# 



P73594 



HYPO T HETICAL WD -REP E AT PkOTE IN ^Lkl40M 



ORF Name 



\11932±±0..±L..b.l 



Protein name 



NTID 



NT AA 

— — , Score Pr obability 
AAID Length Length 



TIF" 



3TT 



Locus Name 



Acc# 



Description 



KO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 



Score Probability 



Too 



Locus Name 



Acc# 



Description 
ttJO-HlT 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID 



7WTT 



Length Length 



TTZT 



Score Probability 



Locus Name 



hypothetical protein 4 



pir :E22845 



Acc# 
E22845 



Description 



NT 



AA 



ORF Name 



NT ID 



34181500 tl 6 



2612 



AAID Length Length 

— 



Score Probability 




l.ie-61 



Protein name 



Locus Name 



immunoreactive 106 kDa antigen PG115 



gp:AFlS3767 



Acc# 
AF153767 



Description 



Porphyromonas gingivalis straxn W5 0 immunoreactive 106 kDa antigenPGHS 
gene, complete cds . 



ORF Name 



NT ID 



NT AA ^ , i . n • 
— , — , Score Probability 
AAID Length Length 



341S156? ±2 103 



1TT 



ttzt 



TUT 



|4.6e-lS 



Protein name 



Description 



Locus Name 



gp:TO36§g 



Acc# 



U93688 



Staphylococcus aureus toxic shock syndrome toxin- 1 (tst| , enterotoxm (ent) , 
and integrase (int) genes, complete cds. 



NT 



AA 



ORF Name 



3A5..7.Z1S.Z...C3...A6.B.., 



TZTZ 



NTID AAID Length Length 




WIT 



12766 



Score Probability 
TT7 



0.00026 



Protein name 



Locus Name 



conserved hypothetical protein aq__854 



p±r :B70374 



Acc# 



B70374 



Description 



ORF Name 



Protein name 



NTID 



2615 



Description 
POLYPHOSPHATE KINASE, 



AAID 



7837 



NT AA 

— , — , Score Probability 
Length Length at - 



7UTT 



12103 



TT7T" 



3.4e-113 



Locus Name 



sp:PPK_ECOLI 



Acc# 



P28688 



718 



# 



ORF Name 



'35242137 c2 306 



NTID 
fZZTZ — 



Protein name 



7836" 



NT 



AA 



AAID Length Length 



Score Probability 



'5.0e-44 



Locus Name 



Acc# 



hypotnetical protein 



Description 



pir : JQ1020 



JQ1020 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


19M±26....a±J2.±9. 


2617 


783y 


377 


1134 


108 


0.0045 
















Protein name 








Locus 


Name 


Acc# 



Description 



|gp:UMCkGl 



X92509 



U.maydis crgl gene. 



ORF Name 



40.2.3A52..±3....I7.5. 



Protein name 



NTID 



12618 



AAID 



73W 



NT AA „ _ , , . , . ^ 

— — , Score Probability 
Length Length 



Locus Name 



Acc# 



Description 



tWO- HIT 



ORF Name 



4Q£.2&17...±i...b.B... 



Protein name 



NTID 



AAID 



7841 



NT AA 

— , — , Score Probability 
Length Length 



TZ5T 



l.Oe-17 



Locus Name 



Acc# 



cation eltlux system (czcB-like) 



Description 



pir :E7034^ 



E70342 



719 



NT 



AA 



ORF Name 



NTID 



40S47S7 t3 ±74" 



AAID Length Length 
TOUTO" 



TUTT 



Score Probability 
|i.9e-73 



ITT 



Protein name 



Locus Name 



receptor antigen (RagA) 



gp:PGII30tt72 



Acc# 



AJ130872 



Description 



Porphyromonas gingivalis W50 receptor antigen (rag) locus encodinga major 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



4100377 c2 370 



TUT 



|4.4e-16 



Protein name 



Locus Name 



unknown 



gp:AF04874y 



Acc# 



AF048 749 



Description 



Bacteroides tragilis capsular polysaccnaricte biosyntnesis operon, complete 
sequence. 



NT 



AA 



ORF Name 



NTID 



| 41D.i6.a:/...±1...20. I 



AAID Length Length 
[TT5 ' 



Score Probability 
TIE 



|4.5e-07 



Protein name 



Locus Name 



|sp:Y4DJJiHliW 



Acc# 



P55409 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



Score Probability 
7.£e-28 



3TZ 



Protein name 



Description 



Locus Name 



sp:GM>G_gl'AAU 



Acc# 



P39856 



CARG PROTEIN 



720 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



4114692 ±1 229 



7846 



Protein name 



ABC-type transport protexn siru864 iprotexn 
slr0864 :protein slr0864 



Description 



|4.6e-108 



Locus Name 



pir:S74849 



Acc# 



S74849 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



7847 



FT7T 



1422 



Score Probability 
10.025 



TUT 



Protein name 



Locus Name 



middle molecular weight neuroti lament protein | lgp:XLU85969 



Acc# 



U85969 



Description 

Xenopus laevis middle molecular weignt neurofilament protemNF- 
complete cds . 



M(l) mRNA, 



ORF Name NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


41S..7..7.5.7....c3....41i 2626 


7848 


189 


570 


120 


1.2e-06 


Protein name 






Locus 


Name 


Acc# 








sp:YH74 


_METTH 


027802 


Description 












HYPOTHETICAL PROTEIN MJ1774 | 


ORF Name NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


4412L55fl.„t2...iftA 2627 


7849 


165 


498 


105 


6.6e-Ofo 


Protein name 






Locus 


Name 


Acc# 








sp : I HI?' A 


_HAEIN 


P43723 


Description 













721 



NT 



AA 



ORF Name 



4457750 C2 342 



NTID 
ZHTTB 



AAID Length Length 




Score Probability 



Protein name 

Description 
INO^ITTT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



47.m&5....c2...M4 1 ESS? 



AAID Length Length 
— 



Score Probability 




l.le-19' 



Protein name 



Locus Name 



lipoprotein 



|gp:AF00054B 



Acc# 



AF000945 



Description 



Vibrio cholerae lipoprotein (nlpD) gene, partial cds, s igma S ( rpoS ) gene , 
complete cds, and methyl -directed mismatch repairprotein (mutS) gene, 
partial cds . 



NT 



AA 



ORF Name 



NTID 



|43.i£££J...±JL..ifi& I 



AAID Length Length 
7S52 



Score Probability 
24S~ — 



7.5e-Sl 



Protein name 



AlgT 



Locus Name 



lgp:AF1^0!^0 



Acc# 



AF190580 



Description 



Pseudomonas syrxngae pv. syrxngae AlgT (algT) gene, complete cas . 



NT 



AA 



ORF Name 



NTID AAID Length Length 



Score Probability 



&&.16.15.2...Z1..A&1 



Protein name 



galactosyl trans t erase 



Locus Name 
|gp:SPN233004 



J 



Acc# 



AJ239004 



Description 

Streptococcus pneumoniae type 8 capsular gene cluster. 



722 



NT 



AA 



ORF Name 



14885937 tl 4y 



NT ID 




AAID Length Length 
1 ITOI 1 fSUS- 



Score Probability 



14 . 8e-42 



Protein name 

putative i, 4-dihyaroxy~2-napntnoate 



Locus Name 



Acc# 



|gp:APi01047 



Description 

Haemopnilus ducreyi putative " ~~ _ 
l,4-dihydroxy-2-naphthoateoctaprenyltransferase / YadR {yadR), cytidine 
5 ' monophosphates acetylneuraminic acid synthetase (neuA) , 
lipooligosaccharidesialyltransferase (1st) , and putative 
dTDP-D-glucose4 , 6 -dehydratase (rmlB) genes, complete cds ; and : 











NT 


AA 

— , Score 


Probability 


ORF 


Name 


NT ID 


AAID 


Length 


Length 


51.7.S 


&M..±2..A±£ 


, 2633 


7855 


240 


723 32b 


3.2e-29 



Protein name 



Description 



Locus Name 



IsprHLY^AOcJU 



Acc# 



P54176 



HBM0LYS1M 111 (ULV-iii) 



ORF Name 


NT ID AAID 


NT 

Length 


AA 
Length 


Score 


Probability 


B&£22!U^2^17l 


2634 7856 


368 


1107 


406 


8.3e-38 



Protein name 



Locus Name 



llm protein 



pir :Abbbb6 



Acc# 



A55856 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


SM2±ti±.±±..lM 


263b 


7857 


143 


432 


121 


1.3e-07 



Protein name 



Locus Name 



conserved hypothetical protein mthvuu 



pir :E&yiy3 



Acc# 



E69193 



Description 



723 



NT 



AA 



ORF Name 



NTID 



AAID 



5937787 ±3 ^^7 



T5W 



Length Length 



Score Probability 
|2.0e-10 



152 



Protein name 



Description 



Locus Name 
sp:W04_HA±i!lN 



Acc# 



P45268 





"PUTATIVE PHOSPHATE PERMEASE 


HI1604 












ORF Name NTID 


AAID 


NT 
Length 


AA 

— n Score 
Length 


Probability 




606604 0_t-3_208 2637 


7859 


297 by4 






Protein name 






Locus Name 


Acc# 




Description 












NO-HIT 










tss;. 

% $4 

i! "T.: 

IMi 


ORF Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 






6.5A$.a±Z..±L.Al 26 38 


1 7860 


304 915 360 


b . ^e- 3 J 


rll 


rxotsin riciiiifc; 






Locus Name 


ACC# 




conserved nypotnetical prot 


ein yioc 




pir:ASS87S 


A69878 


* 

■'SI i:;;? 


Description 










£3 

IRI8 


ORF Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


|H 


6A2&A±a...zl..Ab.O. 26 3 y 


7861 


376 1131 /4b 


- 7.8e-74 


'"st ijsi f 


Protein name 






Locus Name 


Acc# 




| cpsF protein, 40,6k 






pir:S70liJ7 


S70157 




Description 












ORF Name NTID 


AAID 


NT 
Length 


AA 

— ■ , Score 
Length 


Probability 



12646 



736T 



T21T 



T71T 



Protein name 



Description 



Locus Name 



Acc# 



[NO -HIT 



724 



ORF Name 



7148412 £3 240 



Protein name 



NT ID 



AAID 



2641 



7863 



NT AA 

— , — , Score Probability 
Length Length jL - 



fTTT 



Locus Name 



Acc# 



Description 
TOTTTTT 



ORF Name 



NT ID 



AAID 



imam...ci...iCL& I 



7864 



Protein name 



NT AA 

— , — , Score Probability 
Length Length - — tL ~ 



54 



Locus Name 



Acc# 



Description 
INO-HIT 



% si' 

m 



ORF Name 



NTID 



AAID 



NT AA 

— , „ — , Score Probability 
Length Length 



m44&4a...a2„.tta I [t^t 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



'v, lisi' 



ORF Name 



NTID 



AAID 



NT AA 

— L1 ^ — ^, Score Pro bability 
Length Length - — 



7^T 



77" 



0.010 



Protein name 



Locus Name 



Acc# 



P03224 



Description 

PROBABLE MEMBRANE ASTKifiM UPS 5 



725 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



2433776b ti 23 



3 . Oe-32 



Protein name 



Locus Name 



I15K outer membrane protein precursor : susC 
protein 



pir:J<J6027 



Acc# 



JC6027 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



2646 



TZZT 



Probability 
|i.2e-226 



Protein name 



Description 



Locus Name 



sp : PPCK_ANA&W 



Acc# 



009460 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
TFT7 



ST 



Score Probability 
0.031 — 



Protein name 



Locus Name 



Mere protein 



I gp ; EAMMkTkAN 



Acc# 



Y08992 



Description 



E.agglom erans pKLH272 incomplete unit or mosaic mercury 
resistancetransposon . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



60 



TFT" 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



726 



NT 



AA 



ORF Name 



NTID 



124803760 t2 Ab 



AAID Length Length 
YF&TL — 



Score Probability 



11514 



1.4e-152 



Protein name 

putative oxidorectucxase aipna-suJounit 



Locus Name 



[gp^CAUlu" 



Acc# 



AL132824 



Description 

Streptomyces coeiicoior cosmia ahiu. 



OPP N*m^ NTID AAID 


NT AA 
— • — , Score 
Length Length 


Probability 


25T44787_c3_9tJ 2650 7872 


- J22 669 784 




/ ,je- / o 


Protein name 


Locus Name 




ACC# 


Uracil phosphori£>osyltranslerase 


1 gp:ABOl608b 
1 




AB016085 


Description 










Porphyromonas gingival is Porr, upp, 


and prtQ genes, complete 


cas 






OPP Namft NTID AAID 


NT AA 
— — , Score 
Length Length 


Probability 


2L&as£saa..±2L...i7. 26 51 7873 


JT7' 1014 ffI5 




X . fits - O JL 


Protein name 


Locus Name 




Acc# 
E70864 




j probable oxidoreauctase 


| pir:JUV6«64 






Description 








OPP Krame NTID AAID 


NT AA 
— — , Score 
Length Length 


Probability 


TEl&A&^alJliX 2 6 S 2 7874 


60 183 






Protein name 


Locus Name 




ACC# 


Description 









INO-HIT" 



727 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



'25562750 cl 69 



I2S53 



7875 



X2W 



9.6e-13 



Protein name 



Locus Name 



transposase 



gp:A!/038afe6 



Acc# 



AF038866 



Description 



feacteroides iragilis tr ansposon Tn552U transposase IJorpHJ anctmoJcalizatxon 
protein BmpH (bmpH) genes, complete cds . 



ORF Name 



266B4S0d tl 2 



Protein name 



NTID 



1WK 



NT 



AA 



AAID Length Length 
TTT 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



25.2.3.0.aa..±i...ll.. 



Protein name 



NT 



AA 



NTID 



AAID 



2£SS 



7877 



Length Length 



Score Probability 
14 .2e~08 



ITS" 



Locus Name 



sp:MSMk_STRMU 



Acc# 



Q00753 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



3.2i3.3.D.7.7....al...7.1 1 



Length Length 



Score Probability 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



728 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


32602012_t2_43 




7875 


8i 


246 






Protein name 








Locus 


Name 


Acc# 


Description 














NO-HIT | 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


3.3£47.142...c2,..7.b. 


26 58 


7880 


277 


834 


280 


ji . 5e-24 


Protein name 








LOCUS 


Name 


Acc# 



homo log yhdW 



|pir:E6ij827 



Description 



ORF Name 



Protein name 



NTID 



3.5.23.5.y.0.0....Gl...6.0. ...J 



12655 



7M 



NT 



AA 



AAID Length Length 



— Score Probability 



Locus Name 



Acc# 



Description 



[NO-HIT 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


165.10.9:±±.±l..A'l 


2660 


7882 


758 


2257 276 


5.7e-3± 



Protein name 



Locus Name 



115K outer membrane protein precursor : susO 
protein 



bir;J(J6027 



ACC# 



JC6G27 



Description 



729 



ORF Name 



392005 cl 72 



Protein name 



Description 
MO-HIT 



NT 



AA 



NT ID 



AAID 



7883" 



Length Length 
— 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



Length Length 




Score Probability 



Locus Name 



Acc# 



NO -HIT 



ORF Name 



Protein name 



Description 



NTID 



— — score Probability 



AAID Length Length 



1179 



0.00068 



Locus Name 



bp:D42067 



Acc# 



D42067 



Eorphyromonas gmgivalis DMA tor Fimbrilin, complete cas. 



NT 



AA 



ORF Name 



NTID AAID Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT" 



730 



ORF Name 



NT ID 



AAID 



NT AA 

- — , — , Score Probability 
Length Length • L - 



5533530 c2 77 



Protein name 

Description 
[NO-HIT — 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



NT AA 

— , — • , Score Probability 
Length Length J - 



2.Ma.7.6.aO...±2...13. I flttS 



75W 



TJJT 



TUT 



3 .ie-10 



Protein name 



Locus Name 



conserved, hypothetical protein yknz 



pir :E69858 



ACC# 



E69BS8 



Description 



ORF Name 



NTID 



Protein name 



conserved hypothetical protein yvrM 



Description 



NT 



AA 



AAID Length Length 
— 



1278 



Score Probability 
i.4e-05 



TIE 



Locus Name 



pir:G70047 



Acc# 



G70047 



ORF Name 



Protein name 

Description 
[NO-HIT 



NTID 



AAID 



NT AA 
^ — , „. — , Score Probability 
Length Length lL ~ 



7890 



TTT 



Locus Name 



Acc# 



ORF Name 



3Mi7M7....al..46... 



NT 



AA 



NTID 



AAID 



2669 



7891 



Length Length 
5T5 



TuT" 



Score Probability 
3.4e-0S 



T32 



Protein name 
Description 

Piasmia R1UQ genomxc uNA. 



Locus Name 



|gp:AP000342 



Acc# 



AP000342 



731 



NT 



AA 



ORF Name 



NTID 

ssro — 



AAID Length Length 



Score Probability 



1290 



T2T 



0.00013 



Protein name 



Description 



Locus Name 



sp:Y797J4fc!TJA 



Acc# 



Q58207 



HYPOTHE T ICAL PROTE IN MJ0797 



NT 



AA 



ORF Name 



NTID 



AAID 



3932937 t2 17 



Length Length 
TZW% 



Score Probability 
7.5e-15 



Protein name 



Description 



Locus Name 



| sp;YBJZ_KOoLl 



Acc# 



P75831 



HYPOTHETICAL AHC TftANiSPOkTliift A T WHIND ING J^OTElN ybjz 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
F7E 



^2T" 



Score Probability 
1.4e-SB 



Protein name 



Description 



Locus Name 



sp:YF08_METJA 



Acc# 



Q58903 



HYPOTHETICAL ABC TkAKf^i>OkTi i !k ATP-Bi^bl US MoTKlti MJibus 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


&&M.b.bJ..±L.±tt. 




2573 


7S95 


401 


1206 


120 


: 0.00028 



Protein name 



Description 



Locus Name 



tap;D857B2 



Acc# 



D85752 



taecalis plasmid pPbl bacA, b acB, bacc, bacD, DacE , JDacF , Dacu, 
genes, complete cds . 



Enterococcus 
bacH and bad 



732 



# 



NT 



AA 



ORF Name 



7220142 i'A 11 



NT ID 




AAID Length Length 
(sTS 



7896 



Score Probability 
|3.ie-06 



Protein name 

conserved hypothetical protein yvrivi 



Locus Name 



[pir:G 7 004V 



Acc# 



G70047 



Description 



ORF Name 



NT ID 



— — Score Probability 
AAID Length Length 



WT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



±0.11B±b.b....cl..ADJ. 



7898 



Length Length 



or 



Score Probability 
0.035 



S3" 



Protein name 



Locus Name 



hypothetical protein siiu^4i 



[pir:S7B0yy 



ACC# 



S75099 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



7533" 



TTT 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT- 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



jNO~H 



TT" 



733 



# 



• 



ORF Name 



11109662 11 9'2 



NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2679 


7501 


203 ' 1 


512 


515 


2 . Je-4y 



Protein name 



Locus Name 



immunoreactive 21 ku antigen PGiu 



|gp:AP144077 



Acc# 



AF144077 



Description 

£>orphyromonas gingivalis strain WbU immunoreactive zl JtD antigenPGiu gene, 
complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



11132&00 11 31 



T3W 



Score Probability 
|5.6e-l66 



Protein name 



Description 



Locus Name 



sp:SAHHJ41i^k 



Acc# 



P93253 



HYDROLA^) (ADOHCVA^ii!) 



NT 



AA 



ORF Name 



NTID 



AAID 



im5.m..±A...2.6.1 1 |2OTT 



Length Length 



TUT 



Score Probability 
|3.2e-20 



Protein name 



Description 



Locus Name 



IsprkyibJbokbU 



Acc# 



051744 



305 RILso&OMAL ^kol'UlN dlb 



NT 



AA 



ORF Name 



NTID 



2682 



AAID Length Length 
1599 



Score Probability 
1 . le-34 



Protein name 



Locus Name 



sp:STS_HUMAttl 



Acc# 



P08842 



Description 

SULFATE Id UL F OHYDkOLAS E ) (AkVL^LVATA^ cJ) (Adc ! ) 



734 



NT 



AA 



ORF Name 



13757180 t2 220 



NTID 

mwi — 



AAID 



Length Length 
TSS 



5TJ 



Score Probability 
0.023 



TO 



Protein name 



Locus Name 



hypothetical protein APfcabyy 



H [pir:A7253g" 



Acc# 



A72539 



Description 



NT 



ORF Name 



NTID 



AAID Length Length 



AA 

— Score Probability 



liO£3.7.SA.±l...l^.. 



TOTS" 



|2.Se~05 



Protein name 



Locus Name 



hypothetical protein Phu^i^ 



tair:B7ia44 



Acc# 



B71244 



Description 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



ITT 



TUT 



i.le-05 



Protein name 



Locus Name 



hypothetical protein APhiUb^ 



bir:C!7264y 



Acc# 



C72649 



Description 



NT 



AA 



ORF Name 



NTID 



l&5MAb±..z±Jlll... I 



AAID Length Length 
ST7 



— Score Probability 



7M 



73" 



Protein name 



Description 



Locus Name 



Acc# 



KfO-HIf 



NT 



AA 



ORF Name 



NTID 



2587 



AAID Length Length 




7Tre 



325" 



Score Probability 
|2.2e-bi 



Protein name 



Locus Name 



clindamycin resistance transter tactor JDCga I jpir :B4ibb6 



Acc# 



B41656 



Description 



735 



# 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



T9TTT 



sir 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



iwnr 



Length Length 



Score Probability 



2049 



Protein name 



Description 



Locus Name 



Acc# 



NO -HIT 



ORF Name 



NTID 



AAID 



NT AA 

— , — , ■ Score Probability 
Length Length *~ 



ifi?.aa2L...ti...a42 1 'psro 



5,7e-15 



Protein name 



Locus Name 



nypotnetical protein SCJ12.27C 



pxr :T37044 



Acc# 



T37044 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



7^" 



Score Probability 
7..Se-58 



525 



Protein name 



Locus Name 



hypothetical protein jhpllSO 



pir:A718^8 



Acc# 



A71838 



Description 



ORF Name 



NTID 



AAID 



iaa5liaL.a2L.-A7A 



Protein name 



hypothetical protein b2381 



Description 



NT 



AA 



Length Length 



Score Probability 
1.3e-18 — 



£25 



Locus Name 



pir ;B65012 



ACC# 



B65012 



736 



ORF Name 



NTID 



1S6251VV 



Protein name 



T9TT 



thiamin monphospnate Kinase 



Description 



— — Score Probability 
AAID Length Length 



TUFF 



WIT 



Locus Name 



bir:SS90!>:J 



1 . 3e-39 



Acc# 



G69052 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length * 



TTTT 



i.Be-40 



Protein name 



Locus Name 



NcoX DMA modification methyltransterase 



bp:AP06aV6l 



Acc# 



AF068761 



Description 



Nocardia corallma Nco l DN A moditication methyltransterase mcoiMj ana jmcoi 
restriction endonuclease (ncoIR) genes, complete cds . 



ORF Name 



Protein name 



NTID 



^ — Score Prob ability 
AAID Length Length 



HWFT 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 



NTID AAID Length Length 
TT2 1 |37? 



— — Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



737 



ORF Name 



210937 c2 U2 



Protein name 



NT ID 



AAID 



— — S core Probability 

Length Length 



TTT 



Locus Name 



Acc# 



Description 



[NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



TUW 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



\ 4 



f\ ii 



O 



NT 



AA 



ORF Name 



NTID 



AAID 



l±6mLl\t^t2J±l& ... | 



Length Length 



Score Probability 

m% — 



7.0e-^9 



Protein name 



Locus Name 



fspTSPPTT^YNYT 



Acc# 



P73689 



Description 
PROTEASE IV HoMOboG, (RNbOfl i lg TIDAriJj IV) 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


l±61110.!>x...c±..A'2.1. 


2700 


7922 


1178 


5537 


633 


2.2e-62 



Protein name 



Locus Name 



receptor antxgen (RagAj 



| gp:PG1130^ V 2 



ACC# 



AJ130872 



Description 

Porphyromonas gingivals Wbo receptor antigen (rag J locus encoamga major 
immunodominant 55kDa antigen. 



73 8 



ORF Name 



n&iyyn ci 424 



Protein name 



— — S core Probability 

NT ID AAID Length Length 



TTUT 



TT7T 



Locus Name 



Acc# 



Description 



NO-HIT" 



ORF Name 



21.7.57.7.0.1..±l...y.i. 



Protein name 



NT 



AA 



NTID AAID Length Length 



Score Probability 



Locus Name 



Acc# 



Description 
MO -HIT 



NT 



AA 



ORF Name 



NTID AAID Length Length 



Score Probability 



2703 



FT" 



0.016 



Protein name 



Locus Name 



cytochrome oxidase subunit 11 



gp:TXMY18 82I 



Acc# 



Y18821 



Description 



Timarcha metaliica mitochon drial tkNA-beu and partial con genes, iso 
Forest d'Anlier. 



NT 



ORF Name 



NTID AAID Length Length 
TTZZ 



— Score Probability 



Protein name 



Locus Name 



Acc# 



Description 



NO-HIT 



739 



NT 



AA 



ORF Name 



Protein name 



Description 



NTID 
[27773 



AAID 



Length Length 



Score Probability 



Locus Name 



Acc# 



NO -HIT 



ORF Name 



NTID 



\12&m&ll...al...^h.± I 



Protein name 



hypothetical protein 



Description 



NT 



AA 



AAID Length Length 



TJJT 



Score Probability 
9.8e-05 



T3G 



Locus Name 



pir :H7b5U7 



Acc# 



H75507 



NT 



AA 



ORF Name 



NTID 



AAID 



amMUb....cl...5AB..... I IT7uT 



Length Length 



Score Probability 
5.6e-47 



Protein name 



Locus Name 



hybrid histidine Jcmase 



gp:AF02S704 



Acc# 



AF029704 



Description 



Dictyostelium discoideum hybrid histidine Kinase (dhkD) mRNA, complete cds . 



ORF Name 



NT AA 

— , — , Score Pro bab ility 
NTID AAID Length Length - 



2.M^7.&6....cl...3.4b. I 



T7OT" 



7930 



FT" 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length 



TTUT 



TOT" 



TOT" 



6 . 6e-06 



Protein name 



Locus Name 



nypothetical protein phu^17 



pir:G?1244 



Acc# 



G71244 



Description 



740 



NT 



AA 



ORF Name 



NTID 



AAIP Length Length 



Score Probability 



235377b0 f2 lb« 



FF7~ 



3 .5e-2i 



Protein name 

"immunoreactxve bi KD antigen vulzi 



Locus Name 
] |gp:AP144b3T"~ 



Acc# 



AF144641 



Description 



3 kD antigenpui^ gene, 



frorphyromonas gingiva lis strain W5Q immunoreactive a, 
complete cds . 



NT 



AA 



ORF Name 



NTID 



T7TT 



AAIP Length Length 
741 



Score Probability 



Protein name 



Locus Name 



Acc# 



|N 



Description 
"O-HIT 



ORF Name 



11&2$Ad:1.±2^& 



^ — score Probability 

NTID AAIP Length Length 

1.3e-13 



TTT1 



1 FTTT 



Protein name 

hypothetical protein tavrc s ' region) 



Locus Name 
J pir :C4^64^ 



Acc# 



C4364 9 



Description 
ORF Name 

215:11^^1^2 



?5I — score Probability 

NTID AAIP Length Length 



T7TT 



K35~ 



T3T31T 



Protein name 



Locus Name 



Acc# 



Pescription 
©-HIT : 



741 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length ^ 



123875636 12 151 



E7TF 



3T 



Protein name 

Description 
NO -HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



21ft7.£S27„..cl...3L5& I 



AAID Length Length 
7ST7 



1ST" 



Score Probability 
0 . 016 ~ 



Protein name 



Locus Name 



TrKA 



gp:BSU62055 



ACC# 



U62055 



Description 



Bacillus subtilis CzcD (czcD) gene, partial cds, TrkA (trkA) gene, complete 
cds . 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
W5T 



1902 



Score Probability 
733 



|4.5e-3u 



Protein name 

Description 
HYPOTHETICAL PROTEIN MJ1565 



Locus Name 



sp:YF65_METJA 



Acc# 



Q58960 



ORF Name 



NTID 



AAID 



NT AA 
— — Score 
Length Length 



nS.S.S5.S..7...±2....2.1i I IT7T7 



7T5~ 



Probability 
|8.5e-73 



Protein name 



Locus Name 



purine nucleoside phosphorylase 



pir:H72217 



Acc# 



H72217 



Description 



742 



NT 



AA 



ORF Name 



NTID 



AAID 



|242S0ySJ ti_2b4 



12718 



Length Length 

Tsn — 



Score 



Probability 
1.9e-98 



Protein name 






Locus Name 


Acc# 


hypothetical protein 


FIOMIO.^0 




j pir:T04772 


T04772 


Description 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


i^±ii\l±i^:.l 


2719 7941 


688 


2067 1426 


4.9e-iVJ 


Protein name 






Locus Name 


Acc# 


rmeTRionyl-tMA synthetase (mets) PAB2364 


] pir:B7bOV4 


B75074 


Description 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


l^A^al^A 


2720 7942 


67 


204 




Protein name 






Locus Name 


Acc# 


Description 










NO-HIT I 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


1L11BX$±.±1..11'L. 


2721 7943 


64 


195 106 


5.le-06 


Protein name 






Locus Name 


ACC# 


I hypothetical protein PH02iy 




| pir:A7l24b 


A71245 


Description 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— ■ , Score 
Length 


Probability 


MM1.7.b.6...±3....£5.5. 


T722 7944 


62 


189 




Protein name 






Locus Name 


Acc# 


Description 











WO -HIT 



743 



ORF Name 



124401002 c2 buu'" 



Protein name 



NTID 



NT 



AA 



AAID Length Length 




Score Probability 



TT4 



Locus Name 



Acc# 



Description 



3 



ORF Name 



NT 



— Score Probability 



NTID 



AAID 



2M12.g.2.b^t2^140. | 



Protein name 



Description 
MO-HIT 



[2724'" 



Length Length 



Locus Name 



Acc# 



□ 



ORF Name 



Protein name 



NTID 



][ 



NT AA score Probability 



AAID Length Length 



TIT 



Locus Name 



Acc# 



Description 



"0-HIT 



ORF Name 



NTID 



AAID 



i±ab:j:i^±ij2.^ 



2726 



794b 



Protein name 

DMA-directed kNA polymerase, beta' -2 
chain :RNA polymerase rpoC2 



Description 



^ — S core Probability 

Length Length — 

0.012 



Locus Name 



bir:S722B4 



Acc# 



S72284 



744 



ORF Name 



NT ID 



24454067 12 iby 



[2727" 



— — s core Probability 

AAID Length Length " 

i.ie-08 



£S7~ 



Protein name 



thiol tdisulride interchange protein nomolog 
yneN 



Description 



Locus Name 
pir:E69^yl 



Acc# 



E69891 



NT 



ORF Name 



NT ID 



AAID Length Length 



— score Probability 



2&5Mho:^±Z^L&±.... 



7S57T 



TIT 



7.3e-0& 



Protein name 



hypotneticai protein 



Locus Name 
|gp:SSUlfcyJu 



Acc# 



Y18930 



Description 

guiiolobus soiratancus '2hL kb g enomic DNA iragmenc, strain s, 



ORF Name 



Protein name 



NTID 



2123 



NT 



AA 



AAID Length Length 
TTB 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 


NT 

NTID AAID Length 


AA 

— , Score 
Length 


Probability 
2.7e-lb 




T7T0 1 7952 iBb 558 




Protein name 


Locus Name 


Acc# 


| RNA polymerase 


sigma ractor sigz,-iike protein 


gp:AFl^726i 


AF137263 



Description 

I Sacteroides thetaiobaomicron 3U^3 nbosomal protein til 6 - iiKeprotem, luuu 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein 
complete cds . 



liKeprotem, fi 

(sigZ) genes, 



745 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



2464718S o'A ±02 



2W 



TT 



0.019 



Protein name 



Locus Name 



|gp:HlVYl602b 



Acc# 



Y16028 



Description 



HIV-i vir, 


vpr, tat, vpu genes, strain 


§BCAM1?446. 




ORF Name 


NTID AAID 


NT AA 
— — Score 
Length Length 


Probability 


2464&4r/_tJ_ 


;'30S> 2732 7554 


"5$1 87S 375 


i.4e-41 


Protein name 


Locus Name 


ACC# 


| macrophage 


inrectivity potentiator 


| gp;LAU91bUb 


U91606 



Description 

Legionella adeiaidensis macr ophage mtectivity potentiator tmipjgene, 
complete cds . 



ORF Name NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2±6A&A±Z...C>l^bA .. 2 733 


7955 


504 


1515 


131 


0.00012 


Protein name 






Locus Name 


Acc# 








gpiSCYDLObVW 




Description 












S.cerevisiae chromosome iv 


reading trame ukf 


YDL057w. 






ORF Name NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


245.S.0.1b.U^cl^.y.fo. 2 734 


7556 




1401 






Protein name 






Locus Name 


Acc# 


Description 













MO -HIT 



746 



NT 



AA 



ORF Name 



NT ID 



AAID 



T4798157 c2 460™ 



~r77~r 



Length Length 



Score Probability 



TIT 



Protein name 




Locus Name 


Acc# 


Description 








NO-HIT 1 


ORF Name 


NT ID AAID 


NT M Score 
Length Length 


Probability 


2S3±bJ:L.±l..±*:i. 


„..| 2736 | |'"55B 


- 370 1113 




Protein name 




Locus Name 


Acc# 


Description 








NO-HIT 1 


ORF Name 


NTID AAID 


NT AA 
— — , Score 
Length Length 


Probability 
3.1e-14 


\255AX±b:^cl^:i% 


I".. |2737 " 7959 


"I — 1068 205 




Protein name 




Locus Name 


Acc# 


1 Alg^ 




| gp:PAUbiJ4Jl 


U52431 


Description 

, — r — j 1 — 1 


Pseudomonas aeruginosa AigK- cognate 


sensor AlgZ laigz,; gene, 




ORF Name 


NTID AAID 


NT AA 
— — Score 
Length Length 


Probability 


|2.5.5.1S.ii2...±l...l^U. 


2738 7960 


380 1143 




Protein name 




Locus Name 


Acc# 


Description 






1 



MO -HIT 



747 



NT 



AA 



ORF Name 



NTID 



tl 1UB 



TTTT 



AAID Length Length 
115b 



Score Probability 
8 . 5e-29 



TIT 



Protein name 



Locus Name 



conserved hypotneticai protein aq_ifo5b 



pir:C7044J 



Acc# 



C70443 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


262MM.D..±lJ2.h.b. 


2740 


7962 


1087 




1264 


422 


l.le-73 



Protein name 



Locus Name 



ilSK outer membrane protein precursor : susl! 
protein 



h?ir:JCbU27 



Acc# 



JC6027 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



E73T 



1917 



tiwt 



2 .4e-l75 



Protein name 

STP -binding elongation tactor ramiiy protein 
TypA/BipA 



Locus Name 



bir:E7S426 



Acc# 



E75426 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


25AA526A^1^11B. 


.... 274^ 


7554 


455 


1308 


252 


5.8e-I9 



Protein name 



Locus Name 



immunoreactive 52KD antigen PU4i 



|gp:APl7b 7 lfe 



Acc# 



AF175716 



Description 

Porphyromonas gingivalis stra in Wbu immunoreactive b2KU antigenPU4i gene, 
complete cds . 



748 



NT 



AA 



ORF Name 



NTID 



AAID 



2S5^b66i ci bbo 



T7TT 



Length Length 



Score Probability 



TUTT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID AAID Length Length 

1179 



T7TZ 



Score Probability 
3.6e-27 



fT7T 



Protein name 



Locus Name 



coenzyme PQO syn thesis protein ipqqBW nomoiog I tpir : Fe>ybbi 



Acc# 



F69551 



Description 



NT 



AA 



ORF Name 



iBAAomi^tiJib^. | 



NTID AAID Length Length 

T&l 



Score Probability 



7967 



Protein name 



Description 



Locus Name 



Acc# 



IN0-H1T 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



5TT 



Protein name 
Description 

iNO-ni'r — 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



2M7.S>.!iD.2..±2....Mfc. I 



T7TT 



7WT 



— — Score Probability 

Length Length — 

[2.3e-Ub 



7TT 



TTT 



Protein name 



Locus Name 



probable transcription regulator 



pir :T34b78 



□ 



Acc# 



T34578 



Description 



749 



NT 



AA 



ORF Name 



NTID 



29479676 c2_4bi" 



[2748 



AAIP Length Length 
TuT" 



Score Probability 
3.5e-16 



^72 



Protein name 



Description 



Locus Name 
lsp:DBH_BAtJfcJT 



Acc# 



ORF Name 



79775466 ci 4^7 



NTID AAIP 
7T7T 



MI — s core Probability 

Length Length 



i . ie-Ob 



Protein name 



hypothetical protexn A\?EObZb 



Locus Name 
1 |pir;t>72b45 



Acc# 



D72649 



Description 



ORF Name 



NTID AAIP 



l&ZAbAll^al^lo. q 



MI M score Probability 

Length Length 

3 .4e-b7 



Protein name 



hypothetical protein 



Locus Name 



ACC# 



AJ237898 



Description 



Porphyromonas gingivals olpA and rbtA genes and ukfj l P ar^ial;,»l 
ATCC33277. 



ORF Name 



— — Score Probability 

NTID AAIP Length Length 



10M.lXb:<L...cl^lA 



Protein name 



Pescription 



Locus Name 



Acc# 



INO-KIT 



750 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 




Score 


Probability 


3068I58i_i:^il 


| 2752 


7974 


104 | 


315 








Protein name 








Locus Name 


Acc# 


Description 
















MO-HIT I 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probabilitv 


3.13.4&2.7....cl...41y. 


....| 2 7 53 


7975 


4S6 | 


1461 




1062 


2.5e-107 


Protein name 








Locus Name 


Acc# 










spiKPVKJaokbU 


051323 


Description 
















PYRUVATE KlNAfcJfcl, 
















ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


aiSfiLiiia^ti^m 


..... 2 754 


7975 


403 


|1212 




100 


0.01£ 


Protein name 








Locus Name 


Acc# 


j nypotneticai prot 


ein DKFXpbbbDl8^4.1 




| pir:Tl47b7 


T14767 


Description 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


aititm..±t...i^ 


..... 2 7 55 


7977 


194 










Protein name 








Locus Name 


Acc# 


Description 

















MO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



| 31 7 500ba ±2 ±28 



Length Length 
TJ1 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



l±16A±:L±'2....1.za ..1 



TT5T 



7979 



'SIT 



TT5T 



i.2e-139 



Protein name 



Locus Name 



hypothetical protein slroyu4 



|pir:S7b721 



Acc# 



S75721 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID 



iioa±iv±..c±...±b:i 



Length Length 
TZTE — 



TUT 



Score Probability 
|i.Se-143 



Protein name 



Locus Name 



UDP - ManN Ac aenyclrogenase 



|gp:AF125164 



Acc# 



AF125164 



Description 



Bacteroides iragi iis polysaccharide jb (PS B2) biosyntnesisiocus , 

complete sequence; and unknown genes. 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 
1140 



7381 



Score Probability 
II .ie-07 



Protein name 



Locus Name 



nypotnetical protein 



Ipir:(i7b37b 



Acc# 



G75375 



Description 



752 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score 



333906B0 rl *4 



12760 



"ITT 



TUT 



Probability 
0.047 



Protein name 



Locus Name 



ototerim 



gp:AF1074oJ 



Acc# 



AF107403 



Description 

Homo sapiens otorer lm (Ol'oF) mkfrJA, complete cds . 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


33792160J:2jLi8 


" 2761 


|7983 


87 


264 


82 


0.020 



Protein name 



Description 



Locus Name 



Acc# 



gp:PFMALiW 



Plasmodium falciparum maljp/, 


complete 


sequence . 




i 


ORF Name NT ID 


AAID 


NT AA 
Length Length 


Score 


Probability 
1.9e-06 


Mu8A40.b.^cl^.7A 2 76 2 


7984 


88 267 


110 




Protein name 




Locus Name 


Acc# 


1 hypothetical protein phsuu4 




pir :F7l24b 


I F71245 


Description 


ORF Name NT ID 


AAID 


NT AA 
Length Length 


Score 


Probability 


3:iO.Ml^l..±2...2.^. ^763 | 


7985 


229 690 


156 


2.6e-ll 



Locus Name 



Protein name 

clindamycin resistance transter tactor DtgA I [pir:A4ifobb 



Acc# 



A41656 



Description 



753 



NT 



AA 



ORF Name 



NTID 



341'mbV c3 b4i 



AAID Length Length 
7TJ 



TTTT 



Score Probability 
0 . 022 



Protein name 



Locus Name 



Acc# 



transposase 



gp:EFENTUO 



Y16413 



Description 

Snterococcus raecium entl and en tJ genes ana two open reaamgrrames. 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Pr 


obability 


34176bb0_c3_549 


2755 


7587 




1041 


2UX 


1.7e-15 


Protein name 








Locus 


Name 




Acc# 




| integrase mtNl 








j gp:BUU51917 




U51917 




Description 


















Bacteroides unitormis insertion element wbui 
complete cds . 


fragment, 


integrasemuNi ycnc > 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




M15.M0.0...±l...lU.:A 


2755 


7988 


50 


183 


58 









Protein name 



Locus Name 



Acc# 



immunoglobulin hea vy chain variable region ~"j | gp ; BTU49783 | U49 



5783 



Description 

60s baurus immunoglobulin rea rranged heavy cnain variaDie regionmKNA, 
partial cds . 



ORF Name 



— — Score Probability 

NTID AAID Length Length 



TDT" 



7T5" 



Protein name 



Description 



Locus Name 



Acc# 



[NO -HIT 



754 



ORF Name 



Protein name 



NTID 



— — Score Probability 



AAID Length Length 
— 



IT 



Locus Name 



Acc# 



Description 
MO -HIT 



ORF Name 



Protein name 



NTID 



— — score Probability 



AAID Length Length 



2769 



T7W 



1113 



iTTTT 



1.5e-i50 



Locus Name 



nypotnetical protein 



bir:J0i02U 



Acc# 



JQ1020 



Description 



ORF Name 



NTID 



AAID 



TT7TT 



1992 



Protein name 



hypothetical protein PHuyy4 



Description 



— — score Probability 

Length Length ~ 



ST 



Locus Name 



2,.8e-0.b 



Acc# 



E71091 



ORF Name 



Protein name 



NTID 



TT7T 



AAID 



NT 



AA 



Length Length 

iszs — 



Score Probability 



7¥ 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



TTTT 



AAID 



— — Score Probability 
Length Length — 

2TT7 



TO 



Locus Name 



Acc# 



Description 



IN0-H1T 



755 



NT 



ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



TTTT 



5TT 



TUT 



Protein name 



Locus Name 



sensory transduction nistiaine Kinase 
slr2098 rprotein slr2098 :protein slr2098 



Description 



|pir:^7bljU 



2.2e-40 



Acc# 



S75130 



ORF Name 



Protein name 



NT ID 



NT 



AAID Length Length 



— score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



7557" 



12079 



B.ie-y2 



Locus Name 



sp:Y590_MljlTJA 



Acc# 
Q58010 



NT 



ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



7958' 



Protein name 



nelicase 



Locus Name 
gp:RWDJsJAB 



Acc# 



Y13813 



Description 



Rhodothermus marinus dnaB gene. 



756 



ORF Name 



NTID 



12777" 



7W 



Protein name 

hypothetical protein jnpouy4 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



7BX 



Locus Name 



pir:E7197b 



8 . 3e-34 



Acc# 



E71975 



ORF Name 



NTID 



AAID 



•Kjrp AA 

— — Score Probability 
Length Length — 



tti5mii«.ai^aatt I p7s 



HOT 



1 . le-122 



Protein name 



Locus Name 



putative UDlJ-J>J-acetylglucosamine 2-epimerase I igp : ALW24 J4 Jl 



Acc# 



AJ243431 



Description 

Acmetobacter iwottn wzc, wzb , wza, weeA, weeb, wcec, wzx, wzy,weeD, weea, 



.rt-U- _LJ.±^ l_ v_ j_ _u w* v J. J- -■- -i- " " — f / " ' 

weeF, weeG, weeH, weel, weeJ, weeK, galU, ugd, pgi,galE, pgm (partial) and 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


iimiiLcLm .... 


2779 


8001 


1014 


3045 


712 


" 3.0e-6.8 



Protein name 



Description 



Locus Name 



Acc# 



sp:Y^b_HAE!N 



HYPOTHETICAL DkoTfcil N HlOtjyb 



NT 



AA 



ORF Name 



NTID 



AAID 



4411fi.a&...a^foLL 



Length Length 
TE~9 



Score Probability 



TFT 



Protein name 



Locus Name 



Acc# 



Description 



[NO-HIT 



757 



NT 



AA 



ORF Name 



NT ID 



AAID 



14491411 12 13 3 



WJUT 



Length Length 
YZTT 



Score 



fTTT 



Probability 
|5.4e-05 



Protein name 



Locus Name 



putative large secreted protein 



Acc# 



AL117669 



Description 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 

Length 


Score 


Probability 


■449402S_i3_J>yy 


2782 


5604 


396 


HSi 


222 


l.le-16 



Locus Name 



Protein name 

capsular polysac charide mosynxnsis protein | |pir :F7044l 



Acc# 



F70441 



Description 



ORF Name 



NT ID 



AAID 



NT AA 

— Score 
Length Length 



2785 



Protein name 
Description 



Locus Name 



Probability 



Acc# 



NT 



AA ■ . 

— score Probability 



ORF Name 



NT ID 



AAID 



T7W 



5006 



Length Length 



Protein name 



Description 



Locus Name 



Acc# 



758 



NT 



AA 



ORF Name 



NT ID 



[4554410 ±1 34 J 



G7FT 



AAID Length Length 
£3B 



Score Probability 



8007 



Protein name 



Description 



Locus Name 



Acc# 



[NO -HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



Length Length 
T7T275 — 



Score Probability 



0.0052 



Protein .name 



Locus Name 



hypothetical protein FliHb.l" 



] jpir:Tife066'" 



Acc# 



T16066 



Description 



ORF Name 



NTID 



AAID 



|48.&u&5.0...±l...li.. 



— — Score Probability 
Length Length — 

GOT 



5S 



73" 



0.0095 



Protein name 



Locus Name 



ct£02 hypothetical protein 



pir :J?'V2UJb 



Acc# 



F72036 



Description 



NT 



AA 



ORF Name 



NTID 



2733" 



AAID Length Length 
531 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO -HIT" 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
T3T5 



39 



Score Probability 
S.3e-o7 



TIT 



Protein name 



Locus Name 



protein gp57 



bir:TL*144 



Acc# 



T13144 



Description 



759 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



|48866b2 tl 280 



□ 



T7W 



TTZW 



0.045 



Protein name 



Locus Name 



hypothetical protein PFB07 6 5w 



pir :E71606 



Acc# 



E71606 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



tt$t 



TXT 



3.0e-56 



Protein name 



Locus Name 



tyrosine recombmase XerD 



| gp:A F 0^b48 



Acc# 



AF093548 



Description 



Staphylococcus aureus tyrosine recombinase Xerb (xerDj gene, complete casT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



4MS.4b.l..±2....2.ub... 



TTWT 



TUT 



7.8e-lb 



Protein name 



Locus Name 



probable mannosyitransrerase 



[pir:C7b42J 



Acc# 



C75423 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Four 



T7T" 



i.3e-lb 



Protein name 



Locus Name 



hypothetical protein 



pir:A72b2b 



Acc# 



A72625 



Description 



ORF Name 



Protein name 
epoxidase 



Description 



NTID 



AAID 



Mir 



— — Score Probability 
Length Length ' 

5T2 



4.3e-50 



Locus Name 



pir :V6*i±Wi 



Acc# 



F69187 



760 



NT 



AA 



ORF Name 
5093790 bVl 



NT ID 



2795 



AAID Length Length 
T7T5 



Score Probability 



F0T7 



Protein name 
Description 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



R'018 



Length Length 
T0T7 — 



Score Probability 



T31T 



Protein name 
Description 



Locus Name 



Acc# 



I NO-Hl'l ' 



ORF Name 



NTID 



— — Score Probability 



AAID Length Length 



fTTTT 



8019" 



TSTT 



2.2e-188 



Protein name 

probable acid-~CoA ugase, MTHbbV 



Locus Name 



pir:D69l8V 



Acc# 



D69187 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


smii:/^ti^i 


: 2798 


8020 


83 


252 




Protein name 








Locus Name 


Acc# 


Description 












NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




2799 


8021 


348 


1047 TAb 


5.0e-iv 


Protein name 








Locus Name 


ACC# 


1 cation ettiux 


system (czcb- 


-iiKe) 




~j pir:C7o41b 


C70415 



Description 



761 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



5352506 t'A 22L 



2800" 



55" 



7T" 



0.034 



Protein name 

hypothetical protein J?HU^u 



Locus Name 
1 [pif :B71245 



ACC# 



B71245 



Description 



ORF Name 



NTID 



— — score Probability 

AAID Length Length ' 



Protein name 
Description 



Locus Name 



Acc# 



MO-HIT 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


6&$SAb±...cx±..A±& 


...... 28 02 


8024 


143 


432 


379 


6.le-3b. 



Protein name 



3-dehydroqumate aenydratase, : carbonic 
3 -dehydroquinase : protein slllll2 : carbonic 



Locus Name 
bir^VVbbl 



Acc# 



S77551 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 
1.0e-32 


5.i0.7.7.b.2...a2...b.lu. 


| 2803 


8025 


117 


354 


358 





Protein name 



Locus Name 



RBPA, putative 



Acc# 



AJ237898 



Description 



Porphyromonas gmg ivalis olpA ana rbtA genes and 
ATCC33277 . 



ORF 3 (partial) , strain 



762 



ORF Name 



' £586 i2 129 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
1 1557" 



Score Probability 



TT&T 



Locus Name 



Acc# 



Description 



NO-HIT 



NT 

ORF Name NTID AAID Length 


AA 

— , Score 
Length 


Probability 


&aaaabt^-E3L„aaa ^sob «u^7 zsb tjh 542 


3.2e-52 


Protein name 


Locus Name 


Acc# 




0- antigen repeat unit transporter wzx 


gp:AP172^4 


AF172324 




Description 




"Escherichia coli GalP (galF) gene, partial cds; o-antigen repeatumt 
transporter Wzx (wzx), WbnA (wbnA) , 0-antigen polymerase Wzy(wzy) , WbnB 
(wbnB) , WbnC (wbnC) , WbnD (wbnD) , WbnE (wbnE) , UDP-Glc-4-epimerase GalE 
(galE) , 6-phosphogluconate dehydrogenaseGnd (gnd) , UDP-Glc-6 -dehydrogenase 
Uad (ucrd) , and WbnF (wbnF) crenes , complete cds ,- and chain lenath determinant 




NT 

ORF Name NTID AAID Length 


AA 

— , Score 
Length 


Probability 




7±£25&1..±X..2M 2806 riuW 43y 132U 344 


3 . ie-3i 


Protein name 


Locus Name 


Acc# 




hypothetical protein RP336 


pir:B71690 


B71690 




Description 








NT 

ORF Name NTID AAID Length 


AA 

■ — , Score 
Length 


Probability 




2807 8u2y 22U bb3 363 







Protein name 



Locus Name 



O-metnyl transferase 



pir:B70431 



Acc# 



B70431 



Description 



ORF Name 



757311 t2 234 



Protein name 



Description 



NO-HIT 



NT 



AA 



NTID 



AAID 



Length Length 
F3 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



NTID 



AAID 



hypothetical protein PHi7yi 



Description 



— — Score Pro bability 
Length Length 



TIT 



Locus Name 



[pir:G7il^ 



i ,2e-06 



Acc# 



G71189 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



\&5A±...a±..A'2.2..„. I nwns 



P3T 



Length Length 



Score Probability 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 
0.014 



77 



Locus Name 



yhcV homoiog .2 : inosme-monophospnate 
dehydrogenase (guaB-2) homoiog (misnomer) 



|pir:F695i4 



Acc# 



F69514 



Description 



ORF Name 



NTID 



576577 i'2 ISO 



2812 



NT — ^ Score Probability 

6.1e-05 



AAID Length Length 
[2T^3" 



WIT 



TUT" 



Protexn name 



Locus Name 



nypotneticai protein 



taprSauiayJu 



Acc# 



Y18 93 0 



Description 

Suliolobus soltataricus 281 kb genomic UkA tragment, strain fz. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



9$38ll ±3 3iu 



12813 



STAT- 



IST 



TFT 



Score Probability 
1.2e-24 



732 



Protein name 



Description 



Locus Name 



|sp:A^UJi!<JoLl 



Acc# 



P03809 



REGULATORS PkO ' l'LllN AriNe! 



ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 
- 0.0013 




ftftsati^aA^aaix 


2814 8035 


417 


1254 


101 






Protein name 






Locus Name 


Acc# 


" thiol :disultide mtercnange protein 




~| pir:C70314 


C70314 


Description 












ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


iaiai3.i:/.„±l...io. 


2815 8037 


128 


387 


53 


" 2.1e-06 



Protein name 



Locus Name 



hypothetical protein Jv0534 



|gp:AF12lUU3 



Acc# 



AF121009 



Description 

Mycobacterium tuberculosis H3Vkv hypothetical protein JvUb34 iuvu534 ) itiki\j a ; 
complete cds . 



765 



NT 



AA 



ORF Name 



NTID 



14566582 ci 74 



AAID Length Length 



803& 



1908 



Score Probability 
ll.2e-43 



Protein name 



Locus Name 



sensory transduction nistiame Kinase 
slr2098 iprotein slr2098 :protein slr2098 



|pir:S7bi30 



Acc# 



S75130 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



T&TT 



Length Length 




Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NTID AAID Length Length 



11066 



[3201'' 



Score Probability 

wzs — 



|7.ie-80 



Protein name 



Locus Name 



11BK outer membrane protein precursor : susc 
protein 



|pir:JC6027 



Acc# 
JC6 02 7 



Description 



ORF Name 



NTID 



AAID 



23l$ 



8041 



— — Score Probability 
Length Length ~ 

tui — 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



766 



NT 



ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



16132%1> ci l^b 



2820"" 



'8.042" 



2.4e-iy 



Protein name 



"hypothetical protein KFJ^y 



Locus Name 
1 P xr:C/lh * 9 



Acc# 



C71689 



Description 



^ — Score Probability 



ORF Name 



NTID 



AAID Length Length 
TUT 



mm 



FT 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



NTID 



AAID 



NT 

Length Length 



— , Score 



[2822 



8044 



TWZ~ 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



2D.m^..±i^bA 



Score Probability 
2 . ze-utf " 



T5T 



Protein name 



Locus Name 



Acc# 



regulatory protein npaA 



1 [pir:Abb34T 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
!4.6e-46 



FTD" 



Protein name 



Locus Name 



cation eft lux (AcrH/Acru/AcrF tamiiyj 



ir:P70^68 



[prr : 



Acc# 



F70368 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



2^65790 rl B 



282S 



7^" 



2TT 



FT 



0.012 



Protein name 



Locus Name 



unknown 



gp:AP0071S7 



Acc# 



AF007157 



Description 



Homo sapiens clo ne 2^b6 unknown mRNA, partial cds . 



NT 



AA 



ORF Name 



NTID 



23546830 c2 l2o 



[2§2£ 



AAID Length Length 



Score 



762 



Probability 
6.3e-24 



Protein name 



Description 



Locus Name 



Acc# 



sptYBHTjijCjUbl 



HYPOTHETICAL 27.^ KB PkoTiillN IM MoLk-kGL X iN'l'UkcJUNic: Kauiu* 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



\215J.21M..±1J19. I 



T5T 



Probability 
|4.ie-50 



Protein name 
Description 



Locus Name 



Acc# 



P45857 



NT 



ORF Name 



NTID 



AAID Length Length 



— Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



768 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



24407BB2 c2 102 



Protein name 



Description 



TFT 



TFT 



i.2e-55 



Locus Name 



Acc# 



sp;DNAJ_THUTh 



DNAJ fROThilW 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



2830 



7TTT 



S.le-70 



Locus Name 



sp:PIXB__CjLuAB 



Acc# 



P53578 



FIXB PROTEIN 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



2531 



AAID Length Length 
— 



TOFT 



Score Probability 
|1.6e-41 



441 



Locus Name 



[gp 



:ATAC00b8bl 



Acc# 



AC005851 



Arabidopsis thalrana chromosom e II faAU ^'24D1^ genomic sequence, complete 
sequence. 



ORF Name 



£M5.0A*L±.i...5.£.... J 



NTID AAID Length Length 

TT5 



— — Score Probability 



7T 



Protein name 



Locus Name 



Acc# 



Description 



MO-HIT 



769 



ORF Name 


NT ID AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 




29476Sb:4_jtl_6 


8055 


lo^ 








Protein name 






Locus Name 


Acc# 






Description 












1 


TO-HIT 








1 




ORF Name 


NT ID AAID 


NT 
Length 


AA 
Length 


Probability 




2S.S.5.14^:A..±2....zy. 


2834 " 8055 


435 


1308 101 


■ l.le-07 






Protein name 






Locus Name 


Acc# 




[ 


cysteine proteinase 


CP1 




"] pir:S57481 


S67481 






Description 












0 


ORF Name 


NTID AAID 


NT 
Length 


— Score 
Length 


Probability 




W ' ii 


miiiLci„a2 


2835 8057 


52 


189 






MS 

.M flSi; 

ru 

0 


Protein name 






Locus Name 


Acc# 




Description 








— 1 






NO-HIT 








1 




■ «»3 
Si ilW 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 




|i Si!> 


ll&lHix^L^LJib 


2835 8058 


250 


753 132 


1.6e-0y 




SB lilS 

is? 

C3 


Protein name 






Locus Name 


Acc# 






conserved nypotneti 


cal protein 




~~| pir :B7b4bJ 


B75483 






Description 














ORF Name 


NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 






ii$5££:l±-<l...ii 


80£4 


323 


972 446 


3";9e-47 






Protein name 






Locus Name 


ACC# 












sp : ETFB jJLoAis 


P52040 






Description 














TRANSFER FLAVOJ^ROTiiliN tiMALL subujnit; 


IETFSS) 









770 



ORF Name 



NTID 



341721J0 tJ bb 



Protein name 



Description 



5ETA- (iALAOTO£ lL)Afc>E , ( lAC'l'A&ai) 



NT 



AA 



AAID Length Length 



Score Probability 



i.3e-170 



Locus Name 



S p:B(jAL_faACMK 



Acc# 



052847 



ORF Name 



55556713 c2 luu 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
T7 



Score Probability 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 



Description 



— — Score Probability 



AA 



NTID 



AAID Length Length 



2S40 



8062 



TTTT 



|2.8e-i8 



Locus Name 



Acc# 



spiYUHUJWoLl 



HYPOTHE ' i'ieAL b'2.1 Kb PROTEIN IN MuLk-^L^ INTEkc^NlO REGION kkKUUktJuk 



ORF Name 



NTID 



— — Score Probability 



AAID Length Length 



TUT 



3TT 



0.00026 



Protein name 



Locus Name 



transcription regulator MerR ramiiy 



|pir:D7U3fol 



Acc# 



D70361 



Description 



771 



NT 



AA 



ORF Name 



NTID 



4475281 tl 14 



AAID Length Length 

— 



SF7~ 



Score Probability 
TF7 



3.4e-ll 



Protein name 



Locus Name 



unJcnown 



|gp:U%771 



Acc# 



U96771 



Description 



Prevotella bryanbn putative polygalacturonase, B-i, 4-endogiucanase , and 
mannanase genes, complete cds; and unknowngenes . 



NT 



AA 



ORF Name 



NTID 



|«545tJ6 ca Ijy 



AAID Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT " 



NT 



AA 



ORF Name 



NTID 



i£&m:/.:A..±£...i 



AAID Length Length 
TU1 



8066 



Score Probability 
0.00016 



TOT 



Protein name 



Locus Name 



penicilnn-JDinamg protein a 



gpT7^T¥7^W 



Acc# 



AF147448 



Description 

Pseudomonas aeruginosa strain M01 peniciiiin-joinaing protein 2 tpppAj , 
rod-shape-determining protein (rodA) , membrane -bound lytictransglycosylase 
(mltB), rare lipoprotein A (rlpA) , penicillin-binding protein 5 (dacA) , and 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


afiaaafi-T^ta^a 


| 284i> 


80S7 


437 




1314 


187 


2.3e-26 



Protein name 



Description 



Locus Name 



spiRODAJiAKlJsJ 



Acc# 



P44468 



ROD SHAPE - DETERMIN ING PROTEIN RODA 



772 



ORF Name 


NT AA 
— — , Score 
NT ID AAID Length Length 


Probability 
7.3e-78 


14fl6b«7b_ti_b 


' TSTS 8058 | Mb 1041 784 






Protein name 


Locus Name 


ACC# 






|sp : FEOB__METJA '" 


Q57986 




Description 








FBRRO'O^ IRON TRAMS PORT t>RO'i l iiliN ti HOMuLuu | 


ORF Name 


NT AA 
— — , Score 
NTID AAID Length Length 


Probability 




" 2"ST7" 805$ $4 285 






Protein name 


Locus Name 


Acc# 




Description 








NO-MIT 1 


*3 

i,n 


ORF Name 


NT AA 
— — , Score 
NTID AAID Length Length 


Probability 


!!! MS 


±bll&6:Xb..±2..±o. 


75T8' 8070 830 2493 135 


T.0e-05 


Si SfJ. 

i y 


Protein name 


Locus Name 


Acc# 




unknown 


1 gp:AF12434y 


AF124349 




Description 






'if! s*i? ■ 
Si :]:«; 


Zymomonas moJDilis 


"ZM4 tosmid clone 41A4, complete sequence. 


1 


;(J ?S!f 

# *** 


ORF Name 


NT AA 

— Score 

NTID AAID Length Length 


Probability 
2.1e-0b 






8071 247 744 121 





Protein name 



Locus Name 



sp:PAili_kAT 



Acc# 



035264 



Description 

ACTIVATING F AOTuk A(JETYLMVi)koLA5E ALPHA 2 £}UbUM1T) (PAF-ah al.fHA zj 



773 



ORF Name 



I24SS4837 rl 2 



Protein name 

Description 
INO-HIT 



NT 



AA 



NTID 



AAID 



Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



M£5.2.17.&...al...3.3. I [T5^T 



Protein name 



adenylate cyclase homolog 



Description 



NT 



AA 



Length Length 



1680 



Score Probability 




Locus Name 



pir :T1719V 



y .4e-54 



Acc# 



T17197 



NT 



AA 



ORF Name 



NTID 



M40.6.K17...±3....1b. I [23^ 



AAID Length Length 
8074 



1008 I 13027 



Score Probability 
822 



6.9e-82 



Protein name 



Locus Name 



receptor antigen (RagA) 



gp:PGI130872 



Acc# 



AJ13 0 8 72 



Description 



Porphyromonas gingivalis W5 0 receptor antigen Tragi locus encodinga major 
immunodominant 55kDa antigen. 



NT 



AA 



ORF Name 



fi2.S3.fti&,±a...i2 i 



NTID AAID Length Length 




sir 



Score Probability 
ITT3 



0.012 



Protein name 



Locus Name 



cyclic beta 1-2 glucan synthetase 



pir :T314iy 



Acc# 



T31419 



Description 



774 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



TTT 



i.3e-14 



Locus Name 



spTmS^SYNYIT 



Acc# 



Q55535 



(EC 3.1.3.48) 



ORF Name 



11930451 tl 2 



Protein name 



Description 



NT 



AA 



NT ID 



|285£ 



AAID Length Length 
RT77 



TTT 



Score Probability 
|2.8e-07 



ITS 



Locus Name 



sp:¥32^VN^ 



Acc# 
Q55535 



(EC 3.1.3.4b) 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



2855 



8078" 



Length Length 
— ~ 



Score Probability 



1ST 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



NT 



AA 



NTID 



AAID 



Length Length 

m — 



Score Probability 



63 



Protein name 



Locus Name 



Acc# 



Description 



ORF Name 



rl 1 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 
— 



Score Probability 



Locus Name 



Acc# 



[NO-HIT 



ORF Name 



Protein name 



Description 



NTID 



AAID 



NT AA 
— - — Score 
Length Length — 



18091 



11179 



Probability 
4.2e-84 



Locus Name 



|sp:SYE_BAc^T 



Acc# 



P22249 



(GLURS) 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



Length Length 



Score 



12115 



Probability 
|4.1e-6*J 



Locus Name 



Acc# 



sp:V0^^ A(JtlU 



HYPOTHETICAL 79,2 KB MOTRIN IN ^HuH-b^ KA INTUkGENic Kmiiu* 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



imsmo...±i...2. 



2861 



TUT 



Probability 
7;.&e-10 



Protein name 



Description 



Locus Name 



sp:YEAOJWoLl 



ACC# 



P76246 



HYPOTHETICAL 6.7 R6 frkOl'ElN IN GtAPA~k ND INTUkcjENic khiuiujm 




ORF Name 


NT ID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




2862 " 3054 


183 552 


418 


4.5e-39 


Protein name 






Locus 


Name 




Acc# 


1 30S ribosomal protein s/ 


—\ 


gp:AJ?'UB 


7414 




AF087414 


Description 
















Haemophilus ducreyi uapA toapA) , uapa 
protein S12, and 30S ribosomal protein 
factor G gene, partial cds . 


(oapBj , 
S7 genes 


RtaF trraj?-j , 
, completecds; 


and elongation 




ORF Name 


NT ID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


l&2812_cl_2 8 


2863 | BOSS 


161 4 


86 








Protein name 






LOCUS 


Name 




Acc# 


Description 
















NO-HIT 




ORF Name 


NTID AAID 


NT 
Length 


AA 

Length 


Score 


Pr 


obability 




2864 8086 


147 444 


147 




i.ye-uy 


Protein name 


Locus Name 




Acc# 
AF121004 




j hypothetical 


protein Jvuibbc 




gp:AF1210u4 







Description 



Mycobacberium tuberculosis MJVft v hypothetical protein uvuibsc(Jvu 



mRNA, complete cds. 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


121$A6.9.1...a±..;^. 


2865 


8087 


167 504 


245 


" 7.0e-20 


Protein name 






Locus 


Name 


Acc# 








sp:YHA2 




P35649 


Description 












"HYPOTHETICAL bfo 


3 KD PkOTiillKT 


IN HAG2 


5'RKUloN 







777 






ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




22¥5"0877J:2_y 2866 


8088 


139 420 51/ 


1 . 4e-4 9 






Protein name 








Locus Name 


Acc# 














sp:RtJi2_ANANi 


P18662 






Description 
























1 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




2427S036__c^_b6 2867 












Protein name 








Locus Name 


Acc# 






Description 










— — i 
















1 


0 

\ :;>? 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 






MS.M.7.i7...±1...4 


2868 


8050 


709 2130 294b 


0.0 


: !:; 3$ 




Protein name 








Locus Name 


Acc# 






EF-G 






i 


gp:AB035469 


AB035469 






Description 












I; J 
sii it?; 




Porphyromonas gmgivaiis gene tor - 


G, complete cas, strain: 


SUNY102I . 1 


)K»: 
i»; aw 
j|t| 1% 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 






2M5.1M...11...5. 


2869 


" 8091 


105 318 


2.5e-29 






Protein name 




Locus Name 


Acc# 






fribosomai protein sjlu 








AF115283 






Description 


















Leptospira interrogans slo- 


-spc-alpna 


locus, complete sequence. 





778 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



3427B2bO tJ lb 



8092" 



FT 



7T* 



0 . 022 



Protein name 



D-29 protein 



Locus Name 
gprSHLEA^y 



Acc# 



X13203 



Description 



Cotton set SA Lea g ene tor seea procein u~^. 



NT 



AA 



ORF Name 



NTID 



[4064027 ci 



AAID Length Length 
il4S, 



Score Probability 
ll.Oe-10 



Protein name 



hypothetical protein K^iits 



Locus Name 
J jpir :bVlfe9Q 



Acc# 
^ D71690 



Description 



ORF Name 



NTID 



51 AA Score 

AAID Length Length - 



Probability 



18034 



14 3 14 



14541" 



uTTT 



Protein name 



Locus Name 



|sp:RPOC_L>uk(JN 



Acc# 



033431 



Description 

BE T A 1 CHAIN) (UNA POLVMEkA^K r " 



ORF Name 



\111126:2...±^1 



Protein name 



BETA ' £J UBUNIT ) ( FkAcJMKNT J 

_____ AA 
AAID Length Length 

1 [TTU I PT3 I 



Score Probability 



Locus Name 



Description 



NT 



AA 



ORF Name 



NT ID 



AAIP Length Length 



Score Probability 



[4881260 ti 6 



8095 



T2W 



|7.9e-26 



Protein name 



Description 



Locus Name 



sprRLiJJL'HETH 



Acc# 



P52860 



505 RISO£joMAL Skcn^lM Li 



NT 



AA 



ORF Name 



NTID 



AAIP Length Length 



Score Probability 



501401 cl 2i 



TUT 



3.2e-05 



Protein name 



Locus Name 



Acc# 



P35649 



Description 

HYPOTHETICAL 66. i KB MOTE I N IN HA(J2 b'K^iurj 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



mm 



Score Probability 

— 



|2.6e-89 



Protein name 

DNA- dependent kNA polymerase sujounit Joeta 



Locus Name 



| gp:LMVlfo4bB 



Acc# 
Y16468 



Description 

Listeria monocytogenes uniden tified gene ana partial rpoa gene. 



NT 



AA 



ORF Name 



NTID 



I5.B.5.M7....C.1...221 1 P"S77 



AAIP Length Length 

mm — 



WIT 



Score Probability 
I 7.0e-2u 



Protein name 



Locus Name 



|sp:YHA2_liliKcJo 



Acc# 



P35649 



Description 

HYPOTHETICAL 66,3 KB PkuTliiN IM HA(j2 b'RKiiiuiN 



780 



NT AA 

— , Score 



ORF Name 



NT ID 



AAID Length Length 



110271S2 cl 174 



2878 



8100 



TUT 



Probability 
1.4e-05 



Protein name 



l 



hypothetical protein PH0U.3 



Locus Name 
tpir:C! 7 l2i4 



Acc# 
C71234 



Description 



ORF Name 



NT ID 



AAID 



NT AA 
— — , S core 
Length Length 



HS.0J.ll...t^...7.y.., 



2879 



3TUT" 



9TT 



Probability 
7.5e-05 



Protein name 



Locus Name 



sp:YUJMJi<J0Ll 



Acc# 



P42594 



Description 

HYPOTHETICAL lb.0 KB PkOTUlN IN W&kJ- 



UXAA INTUROUNlcJ kEciiuN 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score 



2880" 



STuT" 



1488 



Probability 
5.8e-156 



Protein name 



Description 



Locus Name 



Isp : IMDH_AyUAE 



Acc# 



067820 



DEHYDROGENASE J — (TMPDH) (IMPD) 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



Protein name 

Description 
IN0-H1T 



Locus Name 



Acc# 



781 



ORF Name 



NT ID 



I3757IB0 t3 171 



Protein name 



hypothetical protein APEibyts 



Description 



NT 



AAID Length Length 



— score Probability 



5TT 



7TT 



E 



Locus Name 
xr:A7JJb;iy 



Acc# 



A72539 



ORF Name 



Protein name 



Description 
(NO-HIT 



NT 



AA 



NT ID 



imai.u..±2...AiA 



AAID Length Length 
F8 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



Description 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 



2884 



8105 



\8T 



Locus Name 



Acc# 



1N0-H1T 



ORF Name 



iiaao.6.i:/....ci..^u^.. 



Protein name 



NTID 



NT 



AAID Length Length 



— Score Probability 



P3" 



T7TT 



Locus Name 



Acc# 



Description 



[NO -HIT 



ORF Name 



15.1i7Ml...al^lB^.. 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 




Score Probability 



T5T 



Locus Name 



Acc# 



Description 



MO-HIT 



782 



ORF Name 



16445:i8b cA 2AH 



Protein name 



NTID 



2887 



NT 



AA 



AAID Length Length 
TUT" 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NT 



NTID 



AAID Length Length 



AA 

Score Probability 



iifimai^ai^m i psro 



195 



TTT 



3.ie-08 



Protein name 



Locus Name 



hypothetical protein aq_nui 



] [pir:A7ui95" 



Acc# 



A70395 



Description 



ORF Name 



NTID 



|1S.8.3.2l8.8.^c1^1M I 



3TTT" 



Protein name 



nypotnetical protein 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



TT7T 



Locus Name 



pir : jgiu^u 



2.3e-177 



Acc# 
JQ1020 



ORF Name 



^ — Score Probability 

NTID AAID Length Length 

6.0e.-l2 



Protein name 



Description 



Locus Name 



lsp:ftL32_BAcyT 



Acc# 



P07840 



NT 



ORF Name 



NTID 



AAID Length Length 



— Score Probability 



r77T 



2187 



3.8e-1^0 



Protein name 



Locus Name 



DNA helicase Kecy 



1 l pir :G754:L ^ 



Acc# 
G75413 



Description 



783 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



— Score Probability 
Length Length 



3W 



TTTT 



Locus Name 



Acc# 



Description 



zi 



MO-HIT 



ORF Name 



Protein name 



NT ID 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



INO-HIT'" 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



2894" 



TTTT 



1.6;e-6b 



Locus Name 



S p:ERAJ*AiJiJU- 



ACC# 



P42182 



GTP-BIJnIJjING PROTEIN ERA HoMuLuG (BEX ^kuTElN) 



ORF Name 



NTID 



18117 



— — Score Probability 
AAID Length Length 

3.1e-22 



Protein name 



Locus Name 



probable upopoiysaccnande 
N-acetylglucosaminyltransf erase, rfbU 



pir :i?'64buu 



Acc# 



F64500 



Description 



784 



ORF Name 



NTID 



AAID 



^1 — s core Probability 

Length Length 



120579552 ci 2bi 



8118"" 



495 



POT" 



2 . le-10 



Protein name 



Locus Name 



sp:V90V_MJiTJA 



Acc# 



Q58317 



Description 



ORF Name 



21490762 ci iyx 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



IWO-HIT 



ORF Name 



Protein name 

Description 
MO-Hl ' l ' — : 



NT 



— Score Probability 



NTID 



AAID 



Length Length 
?ZTT 



m 



Locus Name 



Acc# 



ORF Name 



Protein name 



NT 



NTID 



AAID Length Length 



— Score Probability 



"2599 



WITT 



Locus Name 



Acc# 



Description 



MO-HIT 



785 



NT 



AA 



ORF Name 



NT ID 



AAID 



2STTTT 



WTTT 



Length Length 

sir 



Score Probability 



55T 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT ' 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
252 



3T 



Score Probability 
0.031 



5* 



Protein name 



Locus Name 



sprSPRCJUWLA 



Acc# 



P36378 



Description 

(OSTHOJsliiil'TIH) (OM) (BASfflteiNT MEMBRANE MOTE IN &M-4U) 



"NTT 

— — , Score Probability 

AAID Length Length — 

[T7T5 — 



AA 



ORF Name 



NTID 



|2A44.&25.1..±1...3.7..... 



12502 



18124 



[5TF 



Protein name 



Description 



Locus Name 



Acc# 



[NO-HIT 



ORF Name 



NTID 



AAID 



NT AA 
Length Length 



— — Score Probability 



7T 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



786 



ORF Name 



124252127 cJ ^bb 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



W12G 



Length Length 
TT77 — 



Score Probability 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



2.440..7.M2...Gl...iy.B... 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



WITT 



Length Length 




Score Probability 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



WITS' 



Length Length 

— 



Score Probability 



TUT 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



WITT 



Length Length 
TTTJ — 



Score Probability 
|2.0e-W 



Locus Name 



Acc# 



P50743 



□ 



REGION 



787 



NT 



AA 



ORF Name 



NTID 



2U42262 c3 247 



AAID Length Length 

wrro — 



Score Probability 
18 . Ue-06 



137 



Protein name 



Description 



Locus Name 



sp:PRSA_BACSU 



Acc# 
P24327 



PROTErlsf EXPORT frkOTEIN E>ftSA EREeOfeSOft 



NT 



AA 



ORF Name 



NTID 



24651442 cl 197 



AAID Length Length 

srn — 



Score Probability 
0.0005S 



T2T 



Protein name 



Locus Name 



MAR binding t i lament -like protein l:MFPl 
protein 



Description 



pir :T07111 



Acc# 



T07111 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



253&i&afi...al...iaA I 



8152 ' 



F7T" 



Protein name 

Description 
[NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



15.1B116.5....&1..2BA I ITSTT 



WTTT 



Length Length 
TUT" 



Score Probability 



Protein name 
Description 

m-s.iv ~~ 



Locus Name 



Acc# 



788 



ORF Name 



25907687 rl 2fo 



Protein name 



NT ID 



2912 



NT 



AAID Length Length 



AA 

— Score Probability 



69 



Locus Name 



Acc# 



Description 



KO-HIT 



ORF Name 



2£2aMU2...cJ....2.i.i... 



Protein name 



syntnase III 



Description 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



[1020 



9.5e-69 



Locus Name 



pir :F70394 " 



Acc# 



F70394 



ORF Name 



2£.5.9.5.5..±l...b.2... 



Protein name 



NT 



NTID 



AAID Length Length 



AA 

— Score Probability 



12914 



T3TT 



|3..3e-±8 



Locus Name 



Acc# 



RNA-bmding protein 



gp : SYORBM 



1- L48548 



Description 



Synechococcus sp. i>CC 7s»4a kN A- binding protein (rjopA) gene , compiece c 



NT 



ORF Name 



NTID 



m3.7....c2....2^fo.. 



AAID Length Length 



AA 

Score Probability 



3TT7 



62 



Protein name 



Locus Name 



Acc# 



Description 



WfO-HT'I 1 



789 



NT 

ORF Name NTID AAID Length 


AA 

— Score 
Length 


Probability 


3012093b c3 240 29'TF 8138 257 


774 933 


j i.2e-y3 


Protein name 


Locus Name 


Acc# 




gpiPGtUT 


X97228 


Description 






P.gingivalis gpdxJ, put, and ynn^-pg genes. 




1 


ORF Name NTID AAID Length 


AA 

— , Score 
Length 


Probability 
' l.Se-25 


[3144712b cl_2Ui 39T7 8l35 224 | 


675 290 




Protein name 


Locus Name 


Acc# 


1 CMP-N-acetyineurammic acid synthetase 


| gp:MMU62ib 


AJ006215 


Description 




Mus mus cuius mkb\A tor OMP-N-acetylneuraminic 


acid syntnetase. 






ORF Name NTID AAID Length 


AA 

— Score 
Length 


Probability 


llB&D^l^l^lTl 291B 8140 455 


1368 205 




Protein name 


Locus Name, 


Acc# 


| trigger tac.tor 


~~| pir:0704±b 


C70416 



Description 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score 



3A0.&l&0.!*...ci....Zdl.. 



12919 



1ST 



TTu" 



P robability 
1 . 9e-0b 



Protein name 

hypothetical protein PHtluu4 



Locus Name 
|pir:FVi24b 



Acc# 



F71245 



Description 



790 



ORF Name 



3416570b t2 114 



P r o t e m name 



NTID 



2920 



AAID 



NT 



AA 



Length Length 
5T3 



Score Probability 



Locus Name 



Acc# 



Description 



IM0-H1T 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



\ 2A±0.L6Aa.±l..±l± I mTL 



I5fB" 



I25T 



\T7T 



|3.ie-08 



Locus Name 



|sp:Y^JNJbll'Uhi 



Acc# 



P42595 



Description 

HYPOWllC^AL 12.1 PROTEIN IN EfiCiO-UXA A im^kdriftic region 



zi 



ORF Name 



NTID 



— — Score Prob ability 
AAID Length Length 



7ST 



Protein name 



Locus Name 



probable ribonucleotide transport ATP-axncung 
protein mkl (mkl) RP097 



pir ittllllti 



Description 



S.7e-43 



Acc# 



H71718 



ORF Name 



lZ6A±b^ti..±L.A[L... 



Protein name 



NTID 



hypotnetical protexn 



Description 

B.subtilis genomic sequence ayoo^Jop. 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



gp:BSZ7520B 



2.7.e-07 



AcC# 



Z75208 



791 



ORF Name 



39230!>!> cJ 260 



Protein name 



Description 



NT 



AA 



NTID 



AAID Length Length 
TU3 — 



Score Probability 



3TTT 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



WTZT 



Length Length 



Score Probability 



TZTT 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID 



8148 



Length Length 



Score Probability 

0.020 



Tl 



Locus Name 



spiMTl^MVTUb 



Acc# 



P80248 



Description 
ME T ALL0TMI0NK1N iO-III (MT-10-111) 



NT 



AA 



ORF Name 



NTID 



AAID 



8149 



Length Length 




Score Probability 



Protein name 



Locus Name 



Acc# 



Description 




ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


3R700_ciJ.95 |292S " 8150 


268 ||8UV 




Protein name 




Locus Name 


Acc# 


Description 










MO-HIT 




ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


4AaAaaa...aiL..2:L£ 2923 sisi 


418 1257 1153 


5.8e-117 


Protein name 




Locus Name 


Acc# 


ClpX protein 


gp:BSCLPXGEN 


X95306 


Description 








B.suPtilis cipx gene. 






i 


ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


iam...ci...i42L 2«o 8152 


246 741 585 


9.0e-57 


Protein name 




Locus Name 


ACC# 


ATP -dependent protease proteolytic summit 


gp:APl270S2 


AF127082 


ClpP 








Description 










"TCyxococcus xanthus ATP -dependent protease proteolytic suJounic dp* icxp*; , 
ATP- dependent protease ATPase subunit ClpX (clpX) , prolyl endopeptidase 
precursor Pep (pep), ATP-dependent protease LonV(lonV), oligopeptide 
permease homolog OppA (oppA) , oligopeptidepermease homolog OppB (oppB) , and 
oligopeptide permease homologOppC (oppC) genes, complete cds . _ 




ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


.4.a.a2.a.Qx...c5...^.7 2931 8ib3 


139 42U 




Protein name 




Locus Name 


Acc# 



Description 



INO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



14957677 cl 183 



Length Length 



Score 



Probability 
|5.2e-iS 



Protein name 



Locus Name 



Acc# 



spiSURA^CioLl 



Description 

StfftA) , (k£>IA£fl) (koT AMAaid (J) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



6555412 is iby 



|4.5e-50 



Protein name 



Locus Name 



conserved hypotneticai protein aq_3 5b 



pir:E70^3i 



Acc# 



E70331 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



5„7.5.7.7.b.7....aA...z4.y.., 



WW 



Probability 
1.4e-B3 



Protein name 

Description 
DNA MISMATCH REPAIR PkOTJhliN mutl 



Locus Name 



sp:MUTL_BA(JtJU 



Acc# 



P49850 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



mis' 



7TT" 



Probability 
|3.Se-23 



Protein name 



Locus Name 



vsrD protein 



pir :I4Ub4U 



Acc# 



140540 



Description 



794 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
WW 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



|iaflLm...ai„.24A 



Protein name 



phosphor ibosyiaminoimidazoiecarJDOxamiae 
formyl transferase 



Description 



TF2TT 



TTJT 



Locus Name 



pir :C!V046ri 



2.3e-li5 



Acc# 



C70468 



ORF Name 



NTID 



— — Score Pro bability 
AAID Length Length 



\±16MA±b....a±..±Tl I 



[T2T 



KIT 



6 . 7e-i3 



Protein name 



Locus Name 



gp:AE0^4b64 



Acc# 
AB024564 



Description 

feaciilus halodurans gene tor TOT>A, E RMK, YCfeJ , VHUG, YHCT and yhcs, complete 
cds . 



ORF Name 



NTID 



— — Score Prob ability 
AAID Length Length 



Ii5.7.0.ai2....ai ...l.7.5. I 



wnrr 



TTUUTT 



Protein name 



Locus Name 



Acc# 



sp:EXBl_XMIcJl^ 



034259 



Description 

BIOPOLYMWR TRANSPORT PkoTJiJIJsl 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



15714000 ±2 Hi 



12540 



8152 



vrrr 



|1.3e-&9 



Protein name 



Description 



Locus Name 



Acc# 



IgptBNkkTEAli 



nproduction or 



feacteroides thetai otaomicron rteA and rtaB genes involved i: 
plasmid-like forms, complete cds, and tetQ gene, 3'end 



ORF Name NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


l6832885_tl_22 2y4l 


8155 


451 1296 


1723 


2.8e-177 


Protein name 




Locus Name 


Acc# 


| hypotneticai protein 




| pir:J0i020 


JQ1020 


Description 










ORF Name NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


l.TD.^.O.^cl^lI/.y. | 2942 


8164 


288 867 


162 


3.Be-10 


Protein name 




Locus Name 


Acc# 


l unJcnown 




| gp:AF062647 


AF062647 


Description 




Butyrivibrio titorisoivens 
and unknown genes . 


butyrivibriocm okvy uovivyj gene, complex 




ORF Name NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


13.5..7.0.2.b.b..„cl...lb.O. 2 34 3 


8165 


518 154^ 







Protein name 
Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NT ID 



195812 cl 174 



AAID Length Length 




Score Probability 
0 . 048 



Protein name 



Locus Name 



Acc# 



IgpiYSCMTkJ^l 



Description 

Yeast (^.uvarum) mitochondria gene, segment i. 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




2^45 


8167 


83 


252 


64 





Protein name 



Description 



Locus Name 



|sp:£&k<J_XUNLA 



Acc# 



P36378 





(OSTEONECTIN) (ON) (BASUMWNT MEMBRANU 


PROTEIN 


BM-40) 




i 


"1SS 

if K l\ 


ORF Name NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 




2,3£u3.0.^.±I...16.4.... ^4b 


8158 


100 


303 


105 


6.6e-0£> 


k W 
t»;t f 


Protein name 








Locus Name 


Acc# 




hypothetical protein PH0217 


pir:G7l244 


G71244 


f "if 


Description 




ORF Name NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


.«) IB. 


Zi&2L5i2L.7.™al^m 2y47 


$16£ 


283 


852 


157 


i.2e-ib 




Protein name 








Locus Name 


Acc# 




TolQ protein 








| gp:PPMLl 


X74218 




Description 



797 



• 



NT 



AA 



ORF Name 



NTID 



AAID 



23870287 t3 126 



2548 



FT7TT 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



[NO-HIT 



NT 



AA 



ORF Name 



NTID 



m44b.0A..±1...4b. 



12549 



AAID Length Length 



3T7T 



— l1 Score Probability 
S.ie-06 



TUT 



Protein name 



Locus Name 



hypothetical protein pnu^iy 



pir : 



A7124b 



ACC# 



A71245 



Description 



NT 



ORF Name 



NTID 



AAID Length Length 



— Score Probability 



WT7T 



TTTT 



TUT 



0.00022 



Protein name 



Locus Name 



outer memorane protein ompyb 



gp:AJ?'02l^4b 



Acc# 



AF021245 



Description 



membrane protein OmpHb (omp8b; gene, complete 



Neisseria menmgitiais outer 
cds . 



NT 



ORF Name 



NTID 



AAID Length Length 



— Score Probability 



[3W 



6.7e-36 



Protein name 



NorM 



Locus Name 
1 |gp:Afe0iu4g3~ 



Acc# 



AB010463 



Description 



Vibrio parahaemolyticus gene tor NorM, complete cds. 



798 



ORF Name 



NT ID 



AAID 



wrnr 



Protein name 



rod shape determining protein MreB 



Description 



NT 



AA 



Length Length 



Score Probability 

rm. — 



Locus Name 



pir:B70373 



W.0e-75 



Acc# 



B70373 



ORF Name 



Protein name 



NTID 



AAID 



SITS" 



NT 



AA 



Length Length 
TH 



Score Probability 



7U 



Locus Name 



Acc# 



Description 
INO-HIT 



ORF Name 



Protein name 



NTID 



NT AA 
— — Score 
AAID Length Length 



2954 



TTTT 



Probability 
10.033 



Locus Name 



115K outer membrane protein precursor : SusC 
protein 



pir : JC6027 



Acc# 



JC6027 



Description 



ORF Name 



NTID 



NT AA 

— , Score Probability 

AAID Length Length — JL 



l&.&ATl$l...al...llZ. I 



8177 



Protein name 



conserved hypothetical protein MTH83 



Description 



WTT 



1440 



Locus Name 



pir:F£^10 



l.2e-lo 



Acc# 



F69210 



ORF Name 



ZS.6^3.S>3..„C3....Z45.., 



Protein name 



NTID 



AAID 



8178 



NT 



AA 



Length Length 
T57~ 



Score Probability 



Locus Name 



Acc# 



Description 

pr^mr 



ORF Name 



1266067 il 27 



Protein name 



NT ID 



AAID 



WT7T 



NT AA 

— , — , Score Probability 
Length Length 



TUT 



Locus Name 



Acc# 



Description 



INO-HIT 



ORF Name 



26£ll±&2.±l..±b.2.. 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 
^3— 



Score Probability 



Locus Name 



Acc# 



Description 
BTO-HIT 



in 



ORF Name 



NTID 



AAID 



NT AA 

— , — • Score Probability 
Length Length — ~ — — — 



2&.16.1BA2...a2.„2±(>. I 12335" 



1.8e-4l 



Protein name 



Locus Name 



penicillin-binding protein 2 



gp:API47448 



Acc# 



AF147448 



Description 



Pseudomonas aeruginosa strain PAOl penicillin-JDinding protein 2 (pbpA) , 
rod- shape-determining protein (rodA) , membrane -bound lytictransglycosylase 
(mlt.B) , rare lipoprotein A (rlpA) , penicillin-binding protein 5 ,(dacA) , and 
lipoate biosynthesisprotein B (lipB) genes, complete cds; and unknown gene. 



<3! W 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



8182 



Protein name 



Locus Name 



Acc# 



Description 



NO-HIT 



800 



NT 



AA 



ORF Name 



NT ID 



AAID 



129350402 ci 155 



Length Length 



WTT 



Score Probability 
T53 



S.0e-i4 



Protein name 



Locus Name 



rod shape -determining protein (mrecj homol og 



foir:C70iaS 



Acc# 



C70189 



Description 



ORF Name 



NTID 



AAID 



NT AA 
— — Score 
Length Length 



aa&5£5aoL.c2L...2.:iA | 



8184 



TOUT" 



Probability 



Protein name 



Locus Name 



PepO 



gp:AB010440 



ACC# 



AB010440 



Description 



Porphyromonas gingival is gene tor PepO, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID 



8185 



Length Length 
— 



Score 



WIT 



FIT" 



Probability 
|3.0e-4'3 



Protein name 

Description 
HYPOTHETICAL 2 INC PROTEASE Y4WA, 



Locus Name 



sp:Y4WA__RHl£^T 



Acc# 



P55679 



ORF Name 



NTID 



AAID 



NT 
Length 



AA 
Length 





Score Probability 



Protein name 

Description 
(MO-HIT ~~ 



Locus Name 



Acc# 



801 



ORF Name 



|3321067b_cl_lB^ 
Protein name 

Description 
"ACTL cJAkfti*iR Pku ' l r 

ORF Name 
I340614ob_c3_^u 



NT ID 



NT 

Score Probability 
AAID Length Length ~~ 



5TT 



Locus Name Acc# 
| S p:FAbGJAtJdU | 




NT ID 



NT AA score Probability 

AAID Length Length - ' 



IZ3SS" 



8188 



1 I 



fnrr 



Protein name 



| hypothetical protein ^MJuu^ 



Locus Name 
~~| |pir:*'7l24b 



1. de-06 - " 



Acc# 
F71245 



NT 



AA 



ORF Name l^D AAID Lencjth Lenath 

^^L^u. g giZD E!!Z] E 



Score Probability 



Protein name 

erythromycin ester as e nomolu^ ybl^ 
Description 

ORF Name NTID 

Protein name 
I Norri ~~ " 



Locus Name 



12 . 5e-i4 



Acc# 
A69750 



□ 



MI ^ score Probability 

AAID Length Length 



1.6e-il ~] 



Description 

7 ihr 10 parahemolyticus yeue tor NoiM, uomylc-Lu ^ 



Locus Name Acc# 
— | | gp:AB01u4bi ~] AB010463 



802 



ORF Name 



NTID 



2969 



EI M score Probability 

AAIP Length Length 

B.0e-24 



T7T 



Protein name 



Description 



Locus Name 



Acc# 



P74346 




ORF Name 



NTID 



|4640tJ7b_ci_^iy 



12970 



— — Score Probability 

AAIP Length Length 

[i.9e-7b 



[775" 



Protein name 



tetracycixne resist ance eiemexiL reguxatox 
RteA 



Locus Name 
pir :A4l8bU 



Acc# 
A41860 



Description 



ORF Name 



NT 



AA 



NTID 



|47Aib.a:/.^^ly.B. I pn 



AAIP Length Length 



Score Probability 
14 . 6e-i4 



T5T 



Protein name 



phosphate AHO transp orter, pexxpxasmxc 
phosphate-binding protein^ 



Locus Name 
j pir:Ci 7 22 7 b 



ACC# 
C72276 



Description 

ORF Name 
\1&MJ:11^L^LIA 



NTID 



NT AA Score Probability 

AAIP Length Length 



T8194"" 



III 



HUT 



FT. 2.e-0 fa- 



Protein name 
SxbL>2 : 



Locus Name 
|gp:At'U4Vy M 



Acc# 
AF047974 



Description 



- Exb&2 (exbi>2), andTo nb^ iw^' 



Vibrio choierae '1 ' olk (Lolk) , Uxbb; U xbb. ) , 
genes, complete cds; and unknown genes. 



803 



ORF Name 



NT ID 



TTTT 



^ AA score Probability 

AAID Length Length 

r§.2e-0^ 



Protein name 



Locus Name 



Acc# 



025899 




"membrane spannrngprotern 



I Streptococcus mutans trail ^^ or ^ e ^/^" it „ pf^ enes complete cds; and 

MutE (mutE) # and membrane protein MutG t^Q) g«e s comp 
fructose bi-phosphate aldolase (fba) gene, partial cds. 



ORF Name 



NT ID 



AAID 



NT AA Score Probability 

Length Length 



Protein name 
Description 



Locus Name 



Acc# 



JO-HIT 



ORF Name 



NT 



AA 



NT ID 



AAID Length Length 



Score Probability 
TTIe^T" 



1^7 



Protein name 



Locus Name 



ABC transporter, ATP-b xudrng protein nomoioy | [pxr:U7Ui/l 



Acc# 
D70171 



Description 



804 



ORF Name 
\511'A<)±'/_C2_AW 



NTID AAID Length Length 



NT M Score probability 



[2T7T 



11 



19 . 6e-10ri" 



Protein name 



ABC-type transport pru Lexn slrU8b4 :pioLexir 
slr0864 :protein slr0864 



Locus Name 
■ ir:a V 4b4S 



ACC# 
S74849 




Protein name 



Locus Name 
j sp:y^3_d'JSSir 



Acc# 
P23217 




ORF Name 



NTID 



Protein name 



AAID Length Length 



WIUT 



H5T 



Locus Name 



Acc# 




ORF Name 



Protein name 
Description 



NTID 



2980 



— Score 
AAID Length Length 



18202 



TOT" 



1455V 



Locus Name 



Probability 



Acc# 



805 



'!! SRIV 

ili 



if n 



ORF Name 



NTID 



M Sc ore Probability 
AAID Length Length 




ORF Name 



|722!>B83_cj_<i4b 



NTID 



NT AA Sc ore Probability 

AAID Length Length 



Protein name 
CGT-124 protein 



Locus Name 
"I |gp:A^lbiB5T" 



Acc# 
AF151882 



Description 
3omo sapiens 




ORF^ame NTID AAID Length Length 



— Score Probability 



TST" 



Acc# 




ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



|58.is.Ai^c^o^. q [^g] 

Protein name 



[8206" 



[3TT 



1 



11002 



Locus Name 



Acc# 




806 



ORF Name 
|246440bl__c^u 



NT ID 



NT AA Sc ore Probability 

AAID Length Length ~ 



TO 



][ 



8207 



T7T" 




ORF Name 



NTID AAID Length Length 



' ' " " ' T.ncus Nat 



14 . 7e-bb 



Protein name 



Locus Name 
| gp:A^'U24bI^ 



Acc# 



"j AF024619 



|^ hybrid histidme kin ase noniulog" 

Descrip tion ; __ — 

I Pseudomonas tluoreuc ene nyWd nxstiaxi 
regulatory prot ein (styR) genes, complete cds . 

NT AA score Probability 

AAID Length Length — 



ORF Name 



NTID 



' — ■ ' " " Lo cus Name 

Protein name 

rSTARL> antigen " " 



I0.0OO3U 



1 jgp:l^TAklf 



Acc# 
"I Z26314 




ORF Name 



|8.3.0.0.U^t^u | [ 



NTID 

mm 



NT AA Scor e Probability 

AAID Length Length 



Protein name 
Description 



Locus Name 



Acc# 



807 



ORF Name 



NT ID 



NT AA Score Probability 

AAID Length Length 



9862S0i_t-O> 



][ 



WITT 



TTT5" 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 

itaamai^ti^ 



NTID 



AAID 



— Score 

Length Length - 



Probability 



[2990" 



WITT 



[T7F 



I3'.8e-i0 



Protein name 
| hypothetical proL em sl-Lu^T 



Locus Name 
jpirr^'MVil 



Acc# 
S74723 



Description 



ORF Name 



NTID 



AAID 



NT AA Score Probability 

Length Length 



pw***^ E3E?EZ1 I 



■.|2.3e-lVV 



Protein name 



| hypothetical pruL 



em 



Locus Name 
] |pir;Julu^u" 



Acc# 
JQ1020 



Description 



ORF Name 



NTID 
12552 



NT AA Scor e . Probability 

AAID Length Length 



[7T 



10.013 



Protein name 
envelope glycoprotein 



Locus Name 
| gp:A*'ll^75-~ 



Acc# 
AF113578 



Description 

isolate 
partial cds . 



group 



Erom dpain envelope glyc oprotein (eiw)yenC7 



808 



ORF Name 

2284H2blJ:i__B3 ~] 



NT ID 



NT AA Sc ore Probability 

AAID Length Length " 

T". Oe-03 



TTu~ 



Protein name 



conserved hypothetica l proUxn 



E 



Locus Name 
ir :P6yiy2 



Acc# 



F69192 



Description 
ORF Name 



NT ID 



NT AA Score Probability 

AAID Length Length 



Acc# 




ORF Name NT^TD 
[23AbJ.m.^ll 1 



AAID Length Length 
1821V 



[STT 



Score 



|2.7e-0^ 



Protein name 

"conserved hypothetic al probenf 



Locus Name 
] |pir:(J'^38b ' 



ACC# 
G72385 



Description 



ORF Name NTID 

p^^cUE =g g!IZ] EE! 



NT AA score Probability 

AAID Length Length 



1355" 




ORF Name 



NT ID 



\ 15£±bX.BJ^tl^±l 



AAID Length Length 

mi 



h& score Probability 



ISZT5 



UTS" 



Protein name 
Description 
JO-HI T 



Locus Name 



Acc# 




809 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length ^ 



26598325 c3 96 



8220 



Protein name 



transcription regulator NtrC tamxiy 



Description 



1371 



T7T 



Locus Name 



pir:C703S>6 



1.4e-76 



Acc# 



C70396 



NT 



AA 



ORF Name 



NTID 



10.116.S£.2..±1..A1 



AAID Length Length 



WITT 



TT81T 



Score Probability 
4 . 2e-07 



Protein name 



Locus Name 



immunoreactive 52KD antigen PG41 



|gp:AFi75716 



Acc# 



AF175716 



Description 



Porpnyromonas gingivalis straxn W5 0 immunoreactive 52kD antigenPG4l gene, 
complete cds . 



ORF Name 



Protein name 



NT AA 

— — , Score Probability 
NTID AAID Length Length — J ~ 



3000 



T53 1 W&Z 



Locus Name 



Acc# 



Description 



WfO-HIT 



ORF Name 



3,l&8.6.ail...t2...15... 



Protein name 



NTID 



AAID 



8223 



NT 



AA 



Length Length 
71 



Score Probability 



Locus Name 



Acc# 



Description 



810 



ORF Name 



NT ID 



NT AA 

• — — , Score Probability 
AAID Length Length 



"33244527 t'3 34 



8224 



fZTT 



TIT 



0.00016 



Protein name 



Locus Name 



nypothetical protein H02F09.3 



pir :T3336y 



Acc# 
T33369 



Description 



'« ttiii ; 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



8225 



^5" 



0.0051 



Protein name 



Locus Name 



sp:YP03_MVCPN 



Acc# 



P75445 



Description 
HYPOTHETICAL 85.3 KD PROTEIN F10 ORF750 



ORF Name 



NTID 



AAID 



NT AA 

— , — • Score Probability 
Length Length J ~ 



33AQJ.2.5.6....Z.2....2.6.., 



TTUF" 



T7T 



|4.3e-10 



Protein name 



Locus Name 



hypothetical protein aq__2 94 



pir:H7032S 



Acc# 



H70326 



Description 



ORF Name 



NTID 



MD.7.ia7....c2...&l I pro? 



Protein name 



sensor 



Description 



NT 



AA 



AAID Length Length 



T2W 



Score Probability 
2.8e-i>0 



260 



Locus Name 



gprPSEFLESR 



ACC# 



L41213 



Pseudomonas aeruginosa (strain PAK) putative tleR kinase (lleS) 
andtranscriptional activator (fleR) genes, complete cds . 



811 



ORF Name 



NT ID 



NT AA 

— — , Score Probability 
AAID Length Length *- 



y^SVbbi ci 66 



S22S 



Protein name 



Locus Name 



mtegrase 



bp:ByU7537i 



Acc# 
U75371 



Description 



Bacteroides tragi lis transposon Tn4555 TnpA (tnpA) , integrasednt) , TnpC 
(tnpC) , excisionase (xis) , mobilization protein (mobA),and beta-lactamase 
(cfxA) genes, complete cds; and unknown genes. 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



4i7£002 cl 61 



JUUT 



TUT 



Protein name 



Locus Name 



high-mo±ecular-weight surt ace -exposed protein 
HMW1 



Description 



pir :A43855 



ti.014 



Acc# 



A43855 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 



Score Probability 



T78" 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NT ID 



AAID 



±0£Ab.mi.±2..s.i I pros 



$231 



Protein name 



yhgF protein 



Description 



NT 



AA 



Length Length 
E33" 



Score 



Locus Name 



pir :B65136 



Probability 
|4-le-S2 



Acc# 



B65136 



812 



NT 



AA 



ORF Name 



NTID 



AAID 



10664125 c2 136 



WZTT 



Length Length 



2949 



Score Probability 
F73 



i.2e-93 



Protein name 



Locus Name 



putatxve secreted protein 



gpTSCMXl 



Acc# 



AL133278 



Description 



Streptomyces coelicolor cosmid Mil. 



NT 



AA 



ORF Name 



NTID 



AAID 



10822142 c2 ±46 



TUTT 



TTTT 



Length Length 



TTT 



Score Probability 
O.OOOSi 



91 



Protein name 



Locus Name 



transposase 



gp:AF0:J8866 



Acc# 



AF038866 



Description 

Bacteroides tragiiis transposon Tnbb20 transposase iJoipH; anamobilization 
protein BmpH (bmpH) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



TUTT 



AAID Length Length 



TTT 



Score Probability 
2 . 6e-08 



TT7 



Protein name 



Description 



Locus Name 



sp:YDEG_y<JkPo 



Acc# 
Q10449 



HYPOTHETICAL 57.2 Kti PROTEIN C12fei0.1b C TO CHROMOSOME 1 



ORF Name 



NTID 



NT AA 

— — , Score Proba bility 
AAID Length Length — 



TUTT 



TTZT 



T7T 



2.1e-y7 



Protein name 



Locus Name 



115K outer membrane protein precursor : Susc 
protein 



|pir:JC6027 



Acc# 



JC6 027 



Description 



813 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length ° t - 



1558^750 ±2 41 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



|214M1&5„,±1...&1 1 fflJTZ 



WITT 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



[MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



im£Ml£...a2...m I [SuTF 



WTJW 



Length Length 



Score Probability 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



17JTT 



Length Length 



TT7T 



Score Probability 
6 .4e-b3 " 



Protein name 



Locus Name 



alkaline phosphatase 



pir :B72410 



Acc# 



B72410 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



2d2iSS&2„.cL..lll I mjTB" 



Length Length 



Score 



T5T 



TUT 



Protein name 



Locus Name 



glucoKinase 



pir : F72246 



Description 



Probability 
7.3e-05 



Acc# 



F72246 



814 



D 

M 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



3019" 



15241 



T224 | 



WIT 



|1.3e-39 



Protein name 



Locus Name 
|sp:XVLk_HAUlN 



Acc# 
P45043 



Description 
XYLOSE upEkoN kriiiUlA l'oktt Pku'i^lH " 



ORF Name 



NTID 



NT AA Scor e Probability 

AAID Length Length 



|2420S3ii„t2_4y 



13020 



16242 



|2.0e-0y" 



Protein name 



transposase slrObil ;pxo texn slrubii sprocein 
slrOSll 



Locus Name 
|pir:fcJVbfa43 



Acc# 
S76643 



Description 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



Protein name 
homo ±og yvq<J 



i25i — \mz 



fTuT" 



[0.0026 



Locus Name 
] [P ir:E70u4b ~ 



Acc# 
E70045 



Description 



ORF Name 



NTID 



AAID 



— — score Probability 

Length Length ~ 



18244" 



155" 



Protein name 
Description 



Locus Name 



Acc# 



815 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



2S976bb7 J:2_bb | |3023 ] 

Protein name 



0.001b 



Locus Name 



Acc# 



immunoreactive 42KD antigen f<J^ 



gp:A F l7bV15 | AF175715 



Description 



Porpnyromonas gingiva 
complete cds . 



lis strain tfBu immunoreactive A'zkD a ntigen^j^ 



ORF Name 



2£2 c2 1J4 



Protein name 



NT ID 



— Score Probability 
AAID Length Length 



¥3T 



Locus Name 



Acc# 



Description 



ORF Name 



— — score Probability 

AAID Length Length 



NT ID 



aaaatai^cA^itti ..] po25 [ 



WITT 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



NT £A score Probability 

AAID Length Length 



aami^c^isA | 



18248 



1555" 



Protein name 
Description 



Locus Name 



Acc# 




816 



NT 



AA 



ORF Name 



NT ID 



3"i92976^_c2_l3 8 



AMD Length Length 
[TT75 



Score Probability 
|2.5e-77 



77T 



Protein name 



Locus Name 
lap : VDKci_&iUUJ^o 



Acc# 
Q10449 



Description 



ORF Name 



3370$&13_ri_B4" 



Protein name 



NTID 



— — Score Probability 

AAID Length Length 



[ST 



Locus Name 



Acc# 



Description 



©-HIT 



ORF Name 



Protein name 



NTID 



M!I M score Probability 

AAID Length Length 



8251 



[2u~7~ 



Locus Name 



Acc# 



Description 



' 0-H1T 



ORF Name 



Protein name 



NTID 



NT AA score Probability 

AAID Length Length 



[3.S.i3.0.2L6'A^^lB.U I |3030 I [8252 



mZ 1 ITTTT 



\ZTT 



|5.0e-24 



Locus Name 



immunoreactive bi KD antigen pgi^j 



|gp:Al? l i44b41 



ACC# 
AF144641 



Description 



Porphyromonas gmgivalis strain Wb u inrnmiQieduUve 
complete cds . __ 



817 



ORF Name 



NTID 



EL M score Probability 

AAIP Length Length ~ 



2914bU7_cl_ll-4 



I825T" 



Protein name 
hypothetical protein 



Description 



ORF Name 



NTID 



141M6J ' A^^li.d | | 



Protein name 

clostripam-relatect protein 



Description 



ORF Name 



NTID 



Protein name 
hypothetical protein 



Description 



ORF Name 



NTID 



AAID 



maia^ci^m | 



Protein name 
" transposase 



|8.6e-20" 



Locus Name 



1 |pir:^7bUbT" 



Acc# 
S76053 



— — score Probability 

AAID Length Length 



[113" 



10 . OOObB 



Locus Name 



] jpir:M72iblT 



ACC# 
B72365 



— — score Probability 

AAID Length Length 



UX^lm^^U. I |3033 | [825b ) 



1ST 



.10.0081 



Locus Name 
|pir:T244u4 



Acc# 
T24404 



NT 



AA 



Length Length 



Score Probability 
[2Ttr 



|3.6e-14 



Locus Name 



Acc# 
AF038866 



Description 

■ Bacberoxdes Lugilis trauspo.un Tnbb.u transpo sase (bxpH) audmooixxz*,^ 
protein BmpH (bmpH) genes, complete cds. 



818 



ORF Name 
14423m cS IbT 



NT ID 



AAID 



— — score Probability 

Length Length 



|2.6e-08" 



Protein name 
Hypi protein 



Description 
g. vulgaris mttMA tor Hypi pro^xu. 



Locus Name 
| gp:HVHmTKD~ 



Acc# 



Y09797 



ORF Name 



NTID 



|4S04b^ ci lib 



NT ^ score Probability 

IS . Se-l3 



AAID Length Length 



[TFT 



Protein name 

conserved hypotheti cal protein tfu^I 



Locus Name 
[pir:D7l2b4 



Acc# 



D71264 



Description 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 



l ^aa^^t^aa ....| 

Protein name 



I535T 



[7T5~ 



12149" 



|I.Se-iO 



imtnunoreactive b3 ku antigen pulz^ 



Locus Name 

1 lgp :Am4b4T ~" 



Acc# 
AF144641 



Description 



Porphyromonas gmgivalis strain Wb u itnmunoi^uLxvc 
complete cds 



ORF Name 



NTID 



EE M score Probability 

AAID Length Length - 



|4^M.fo^cl^m I 



11464 



|2.4e-21 



Protein name 



Locus Name 
|gp : ATA(J U 



Acc# 
AC004411 



Description 

Arabidopsis bhalxana ch rom osome 11 bAU J, i4M4 genomic sequence, w ... y l c L^ 
sequence . _ - — 



819 



ORF Name 



NTID 



AAID 



16442905 c3 155 



Protein name 



NT 



AA 



Length Length 
"517) 



conserved hypothetical protein TP0931 



Description 



Score Probability 
ITT 



Locus Name 



pir:D71264 



|4.9e-i2 



Acc# 



D71264 



NT 



AA 



ORF Name 



NTID 



|6.5.fii.7.Q£...al...l2.S... 



AAID Length Length 
WZZ2 



Score Probability 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



ZXZ6.aS.6....tl...3.2. 



Length Length 
T$2 



Score Probability 



Protein name 

Description 
IWO-HIT : 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



7.ft5aa2...ci...m I prro 



AAID Length Length 
— 



Score Probability 
110 



2.2e-07 



Protein name 



Locus Name 



unknown 



gp:U56771 



Acc# 



U96771 



Description 



Prevotella bryantii putative polygalacturonase, B-l, 4- endoglucanase, and 
mannanase genes, complete cds; and unknowngenes . 



820 



NT 



AA 



ORF Name 



NTID 



859452 Cl 120 



[JMT 



AAID Length Length 
— 



Score Probability 
251 



Protein name 



Locus Name 



probable transmembrane protein 



pir :T34651 



Acc# 



T34651 



Description 



NT 



AA 



ORF Name 



NTID 



aazia7....Gi...i2.7. | po44 



AAID Length Length 
— 



1599 



Score Probability 



i.2e-2l 



Protein name 



Locus Name 



hypothetical protein PAB1002 



pir:G75064 



Acc# 



G75064 



Description 



.<!» ^ 



NT 



AA 



ORF Name 



NTID 



AAID 



iaaasL4£a...ci...sa i pms 



Length Length 

tzz — 



Score Probability 



Protein name 

Description 
IMO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



ia£iiaa„.Gi...a2 | Put^ 



Length Length 



JUT 



Score Probability 
uTuT5 ™" 



7T 



Protein name 



Locus Name 



gp59 



gp:BA1242593 



ACC# 



AJ242593 



Description 
Bacteriophage A118 complete genome. 



NT 



AA 



ORF Name 



NTID 



AAID 



±10£vJM..±l..±$. I 



Length Length 
7T~ 



Score Probability 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



821 



ORF Name 



NT ID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



13048 



WFTTT 



1<S1I 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



AAID 



l lA&&Aai3L...Cl...£x4 1 13049 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



lSM23.2.7....a2...7.a I PTTBTJ 



Length Length 



Score Probability 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



16.2.1Q4K.6...,tl...a., 



WZTT 



Length Length 
TTTT 



Score Probability 
9.ie-17- 



Protein name 



Locus Name 



conserved hypothetical protein BB0262 



pir :F7U132 



Acc# 



F70132 



Description 



ORF Name 



Protein name 



NTID 



AAID 



NT 
Length 



AA 
Length 

TT7 



Score Probability 



Locus Name 



Acc# 



Description 
MO-HIT 



822 



ORF Name 



NT ID 



B2946087 tl y" 



Protein name 
hypothetical protein b2 



Description 



ORF Name 



Protein name 



NTID 



\215.bA0KL.U.^b. I 



15276 



NT 



AA 



AAID Length Length 
TUT 



Score Probability 

io. cm 



uu 



Locus Name 



bir:T3102b 



Acc# 



T31025 



— — Score Probability 

AAID Length Length 



Locus Name 



Acc# 



Description 



MO- HIT 



ORF Name 



Protein name 



Description 



NTID 



AAID 



— — Score Probability 

Length Length 



5277 



Locus Name 



Acc# 



o-niT 



ORF Name 



Protein name 



NTID 



\2&l$&9±\L±X^±li. I 13355 



AAID 
[ST73 



"conserved hypothetical protein 



Description 



ORF Name 



NTID 



AAID 



JUST 



"§279 



Protein name 



NT 



AA 



Length Length 



Score Probability 



TJT 



^UW 



nrnr 



4.2e-0b 



Locus Name 
toir:Ci7238U 



ACC# 



G72380 



NT 



AA 



Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



JO-HIT 



823 



• 



NT AA score Probability 



ORF Name 



NT ID 



AAID Length Length 
[2T7 



7.0e-41" 



Protein name 



Locus Name 



Acc# 



P44243 



Description 

HYPO^'l'lCAl, Pkol'ElM Hlib2 3 



ORF Name 



NT ID 



303Sb3ub c3_yu 



NT AA score Probability 

AAID Length Length 

2.5e-38 



HIT 



Protexn name 



Description 



Locus Name 



Acc# 



P37522 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 



KlO.&M.O.b.^t^J. 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



^ score Probability 
AAID Length Length 



aaaa^A^ci^sJii 



0.024 



Protein name 

hypothetical prote in ^ublu.zju 



Locus Name 
J pir :T0b638 



Acc# 



T05638 



Description 



824 



ORF Name 



Protein name 
Description 



'O-HIT 



NT AA score Probability 



NT ID 



AAID Length Length 
1U7 



Witt 



Locus Name 



Acc# 



□ 



ORF Name 



Protein name 



Description 
NO-HIT 



ORF Name 



Protein name 
Description 



NT 



AA 



NT ID 



i idimi^ti ^?. I 



AAID Length Length 



Score Probability 



[77T3~ 



Locus Name 



Acc# 



NT ID 



\ l&±M.^^t'2 .JA& I 



□ 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



NT ID 



llS^lDJ^tl ^ll ..| 



— — Score Probability 

AAID Length Length 



Locus Name 



Acc# 



Description 



MO -HIT 



ORF Name 



Protein name 

Description 
jtTO-HIT 



NTID 



\16SLAbh.b....al..&b. I [TOTS 



— — S core Probability 

AAID Length Length 



[64 



Locus Name 



Acc# 



825 



ORF Name 



Protein name 



Description 



— — Score Probability 

NTID AAID Length Length 





55" 



Locus Name 



Acc# 



|N 



'0-H1T 



ORF Name 



Protein name 



NT AA Score Probability 

NTID AAID Length Length 



TTST" 



Locus Name 



Acc# 



Description 



' 0-H1T 



ORF Name 



Protein name 
Description 



PUS? 



NTID AAID 
-B751 



^1 — score Probability 

Length Length 



Locus Name 



Acc# 



jMO-HIT 



ORF Name 



Protein name 



NT 



AA 



NTID AAID Length Length 



Score Probability 



1ST 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 



TOTT 



NTID AAID Length Length 



^ ^ Score Probability 



Locus Name 



Acc# 



Description 



TO-HIT 



ORF Name 



p.i88Ii7b_t^_4B" 



NT ID 

mm 



NT AA score Probability 

AAID Length Length 



[TTT 



5TT 



\6 . le-42 



Protein name 



Locus Name 



Acc# 
Q06756 



Description 



ORF Name 



NT ID 



— — Score Probability 

AAID Length Length 



[T7T 



|3.3e-34" 



Protein name 



Description 



Locus Name 
j sp : VAAA_SC0L1 



Acc# 
P11288 




ORF Name 



NT ID 



Score Probability 

AAID Length Length 



13.^4^3,^/1 1 



WTT 



] 



W7T 



ll.Oe-Ji 



Protein name 



Locus Name 
S p:RLUl3j^A<JfcJU 



Acc# 
P35159 



Description 

(PSEUDuUklbyLATE riWl'HASE) (URACIL hydkul^^)- 



NT 



AA 



ORF Name 



NT ID 



|iM4o.a^t^b.a | i 



AAID Length Length 
EOT 



Sec 



WITT 



Protein name 
Description 



Locus Name 



Acc# 




827 



ORF Name 



NTID 



AAID 



14647277__c^ib 



— — Score Probability 

Length Length 



1014 



Protein name 



immunoreactive ib Kua antigen fu!4 



Description 



Locus Name 
|gp:At , 14b l ^B 



ACC# 



AF145798 



£>orphyromonas gmgivans strain Wsu 
complete cds. 



imi 



ORF Name 



114866027 t3_/y 



Protein name 



ORF Name 



|lS..7.y.y.ali^t^i^ 



Protein name 



NTID 



TTJT 




NTID 



AAID 



AAID 



NT AA gcor e Probability 

Length Length ~ 

77Te^T5~~ 



TITS" 



Locus Name 
IspiMAAbAcJiW" 



Acc# 



P37515 



NT 



AA 



Length Length 
TT7 



Score Probability 



TT8~ 



Locus Name 



Acc# 



Description 



AO- HIT 



ORF Name 



Protein name 



NTID 



EI M score Probability 

AAID Length Length 



TOTS" 



8201 



adenylosuccinate lyase 



Description 



FT73" 



IT72" 



Locus Name 
1 |gp:LM^142T"~ 



Leishmania major Fned im chromosome 4 ^ kL4*.L. 



3 .6e-14u 



Acc# 



AL132764 



828 



ORF Name 



NT ID 



NT AA score Probability 

AAID Length Length 



| 215 7 9 7 bfa cHljO 



Protein name 



Description 
THlokEuuX lN (TkX) 



ORF Name 
12355:1426 i'A b! 



NT ID 



Protein name 



ORF Name 



NT ID 



Protein name 

conserved hypothetical protein 



Description 



I2.3e-ll 



Locus Name 
IspzTHloJWL^ 



Acc# 
P56430 



— — score Probability 

AAID Length Length ■ ~ 



11035 



wrr 



Locus Name 
lsp:lLVU_HAUll>l 



Acc# 
P54689 




— — score Probability 

AAID Length Length - 



I2W 



|6.ie-ib 



Locus Name 



] EEEZ 



Acc# 
E72226 



ORF Name 



NT ID 



EL. — score Probability 

AAID Length Length ■ 



ll.le-bb 



Protein name 

ribosomal protein ^ (rpsb) msosomai protein 
BS1 



Locus Name 



Acc# 



pir :A696yy 



Description 



829 



• 



ORF Name 



NT ID 



MI M Sc ore Probability 

AAID Length Length 



24026b6l cl_14tt 



"5T 



T5T 



1W 



0.0093 



Protein name 



late expression rac tor 2 homoiog iet-z 



Locus Name 



Acc# 



AF002732 



Description 



Cydia pomoneila granul ovirus late expression 
complete cds 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 



firr 



10. 00037 



Protein name 
Description 



Locus Name 
IspiVQ^OAOtlU 



Acc# 
P54451 



NT 



AA 



ORF Name 



| 2.4il2b.ll^t^ ai | 



NTID AAID Length Length 



Score Probability 



|2.6e-i4 



Protein name 
"ribosomai protein Lli 



Locus Name 
1 |P ir:PViby 7 



Acc# 
F71677 



Description 



ORF Name 



NTID 



NT AA Score probability 

AAID Length Length 



|2Ld4Ua^ti^it J poav \ 



VIST 



|7.$e-2b 



Protein name 

' conserved hypothet ical protein yuny 



Locus Name 



Acc# 
B69997 



Description 



830 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
|1.0e-17 



Protein name 
"Tipase-UKe protein 



Locus Name 
1 |P ir:M4Vob 



Acc# 
A64706 



Description 



ORF Name 



NTID 



— ~ Score Probability 

AAID Length Length 



|2.i.7.o.y.o.^ci^i2:/. I 



mrr 



|l.ie-3a 



Protein name 



conserved hypothe tical integral membrane 
protein HP1486 



Locus Name 
pir:Fb4Vub 



Acc# 



F64705 



Description 



ORF Name 



NTID 



AAID 



^ — S core Probability 

Length Length ' 



IBAl^b^al^l^. | 



18312 



[T7T 



|2.4e-44 



Protein name 
alpha-giucosiaase 



Locus Name 
| gp;BTUe>btfg7~ 



Acc# 
U66897 



Description 



Bacteroides thetaiotaomicron neopu llulanase (susa; andalpna-giucos 
(susB) genes, complete cds . ^ 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 



WITT 



TT&T 



Protein name 
Description 



Locus Name 



Acc# 



' O-HIT 



831 



S! 

'Sf avt' 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
18314 '" 



1224 



1575" 



Score Probability 
[T57 



Protein name 

hypothetical protein yaiH 



Locus Name 



1 [P ir:Ab ^ 7 1 



Acc# 
A69787 



Description 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



\U1SA*±^.^J>. \ 



ID". 0016" 



Protein name 

splicing regulatory pro tein ^WaP hoiuoluy 
(alternatively spliced, clone pFL2) 



Locus Name 
pir :Ab40i7 



Acc# 
A54037 



Description 

ORF Name NT? D 
\l6.WJU^t^± A 



AAID 



NT AA Sc ore Probability 

Length Length ■ 



18316 



EEEZH 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



I30S5 



NT aa score Probability 

AAID Length Length 

8.le-4U 



Protein name 

probable exodeoxy nsonuc lease vu laj^c 
subunit 



Locus Name 
pir :07bb4y 



Acc# 
C75549 



Description 



832 



ORF Name 



NTID 



*H M score Probability 

AAID Length Length 

II.le-41 



SITS 



Protein name 



Description 



Locus Name 
|sp:m'^_MV(JTU 



Acc# 
Q10788 




ORF Name 



NTID 



NT AA Sc ore Probability 

AAID Length Length 



raj 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



16£Ao:^bJ^tl^A 



— — score Probability 

AAID Length Length 

i.8e-2B " 



T5T 



ITS" 



Protein name 



Description 



Locus Name 



Acc# 



006259 




ORF Name 



NTID 



AAID 



NT AA Score probability 

Length Length 



Protein name 
Description 



Locus Name 



Acc# 



833 



ORF Name 



29407552 tl 13 



Protein name 



Description 



MO-HIT 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length — 



:mnr 



WT 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



Qa3.45attfiL.±1...15 1 [HUT 



Protein name 



hypothetical protein RP3 06 



Description 



NT 



AA 



Length Length 



Score Probability 




Locus Name 



pir :E71686 



Acc# 



E71686 



ORF Name 



Protein name 

Description 
INO-HIT 



NT 



AA 



NTID 



AAID 



1TUT 



Length Length 
S3 - 



Score Probability 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score Probabi lity 



ITT 



TOTT" 



7-7e-67 



Protein name 

Description 
MRP PROTEIN HOMOLOG 



Locus Name 



sp:MRPJJVNYJ 



Acc# 



P53383 



834 



ORF Name 



NTID 



— — score Probability 

AAID Length Length - 

4.3e-li 



T73~ 



Protein name 



unknown 



Locus Name 



Acc# 



AF007381 



Descript 



ion 



Flavobacterium johnson iae gliding motility yxu^x 
cds; and unknown genes 



NT 



AA 



ORF Name 



NTID 



|33Sl2bU tA )S 



AAID Length Length 



Score Probability 



I9.7e-12 



Locus Name 

Protein name — ■ " 

RNA polymerase sigma l acbor Oigli-like pioLeiu [ |gp:A^/^ 1 



Acc# 
AF137263 



Description 

gene cluster, and RNA polymerase Sigma £actorSigZ-HJte protein g 

complete cds . 



ORF Name 



NTID 



EI M score Probability 

AAID Length Length 



P3T 



| g . ge-lb 



Protein name 

"subtilism sendai nomolog 



Locus Name 



J |pir:C694br 



Acc# 
C69456 



Description 



ORF Name 



NT 



AA 



NTID AAID Length Length 



Score Probability 



T ?.8A.7.0.7.^t.^ bl | |31Q7 j 



BIT 



172" 



10.021 



Protein name 
phase -1 liageinn 



Locus Name 



Acc# 
S33191 



Description 



835 



• 



QRF Name 



NT ID 



110W 



— — Score Probability 

AAID Length Length 

4 . le-0& 



WZJU 



TT7T" 



Protein name 



Description 



Locus Name 
sp : TONBJtWLpy 1 



Acc# 



025899 




QRF Name 
2464^bB2 ri_li8 



NTID 



pioy 



NT 



AAID Length Length 



TIT 



Score Probability 
[3.2e-u£ 



TTF 



Protein name 



transmembrane sensor 



Locus Name 
[ | gp:A^0bib^T~ 



□ 



ACC# 



AF051691 



Description 



(fiuA) genes, complete cds . ______ ■ 



O 



QRF Name 

3.5.112.b.y.^tl^7.i 



NTID 



— — Score Probability 

AAID Length Length 



TttT 



WITT 



TTW 



tswt 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



PTTT 



WITT 



11296" 



Protein name 
Description 



Locus Name 



Acc# 



836 



ORF Name 



NTID 



NT AA Sc o r e Probability 

AAID Length Length - ' 



35944140 £i_yu 



JTTT 



3334 



TOT" 



Protein name 
Description 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score probability 



| [rm 



2.7e-13 



Protein name 



Hypothetical protein jhplitlu 
Description 

ORF Name 

l4D.S.SB.B.7...±^b.b. 



Locus Name 
] |P ir: ^ 7lBib 



Acc# 



G71815 



NTID 



AAID 



NT 

Length Length 



— Score 



13114 



8336 



7T 



TTT 



Probability 
0.0037 



Protein name 



exodeoxyribonuclease Vlx, small chain 



Locus Name 
J [pir : JQ0664 



Acc# 



Description 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score 



i^um^ti^ 



wrrr 



TiTT 



Pr obability 
1.0e-l42 



Protein name 



Description 



Locus Name 



ipTSYSTSYHYT" 



Acc# 



P52276 



837 



NT 



AA 



ORF Name 



NT ID 
[JTT5 



AAID Length Length 
— 



[T7F" 



Score Probability 

im 



|1.2e-0d 



Protein name 



Locus Name 



Acc# 
P18415 




ORF Name 



NTID 



| 44&S>3l*_cJ_271 | |3117 | 



AAID Length Length 



[2241' 



Score Probability 



5.Se-47 



Protein name 



Locus Name Acc# 
sp;MAdk_cJlAi PB | P26831 




NT 



AA 



ORF Name 



NTID 



iAS.s.Ab.u:^i^ib.z .J prs 



AAID Length Length 
ITT? 



ran 



[TSTT 



Score Probability 
l5.Se-14" 



Protein name 



Locus Name 
|8p:Yb4b_dfl S7T 



ACC# 
Q55397 



Description 



NT AA 



ORF Name 



NTID AAID Length Length 



Score Probability 



[5TS~ 



[TFT 



|8.6e-ib 



Protein name 

isomerase like proLexn" 



Locus Name 



ACC# 
Z97340 



Description 



838 



ORF Name 



I52856U7 11 lb 



Protein name 



Length Length 

m 1 nw2 I 



Score Probability 



Locus Name 



Description 



ORF Name 



.7.ai.7.5..±l...A.... 



Protein name 



Description 



NTID 



'3121 



AAID 



— — s core Probability 

Length Length - 



1932 



:|3.4e-96 



Locus Name 
r S p:BGALJtAI>lMJT" 



Acc# 



P48982 



fiETA"CjALA(JTO£jll)A^li vftECUktiok, ( LAcJTA^) 



ORF Name 



Protein name 



Description 



NTID 



s.ag.a^.^c^zib. | pre? 



NT AA score Probability 

AAID Length Length 



FT 



Locus Name 



Acc# 



ORF Name 



Protein name 
Description 



El 



'0-H1T 



NTID 



TTZT 



AAID 



^ — score Probability 

Length Length 



Locus Name 



Acc# 



839 



NT 



AA 



ORF Name 



NT ID 



106033S8 c3 138 



TFZ%~ 



AAIP Length Length 
PTO 



3TT 



Score Probability 
3*1 



6 ,4e-31 



Protein name 



Locus Name 



sp:YEIH_ECOLI 



Acc# 



P33019 



Description 

HYPOTHETICAL 36.9 Kb PRMUIH IN LYSP-NPO ItfTEftGENIC REGION 



NT 



AA 



ORF Name 



NT ID 



AAIP Length Length 



Score Probability 



8347 



Protein name 



conserved hypothetical protein TP0412 



Description 



Locus Name 
|pir:B71327 ' 



ll.Se-08- 



Acc# 



B71327 



ORF Name 



NTID 



AAID 



NT AA 
— , — , Score 
Length Length 



I12M0.1D....C.2....10.S I 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



T10.63£5.5,.. t Ql.A21 1 I3T27 



Length Length 



Score Probability 

iws — 



1.5e-109 



Protein name 



Locus Name 



hypothetical protein 



pir : JQ102 0 



Acc# 



JQ1020 



Description 



840 



ORF Name 



NT ID 



AAID 



S350 



NT AA Sc ore Probability 

Length Length ~ 

8.2e-2bi 



Protein name 



Description 



Locus Name 
IsprCLP^Vl^i 



Acc# 



P74361 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



TTT 



Protein name 



Description 



Locus Name 



Acc# 




ORF Name 



NTID 



EI score Probability 



AAID Length Length 



Ig.S. lzB.ab.^cA^llb | p^TT 

Protein name 



12 ,3e-17V 



hypothetical protein 



Locus Name 
~| jpir:JQ10^U~ 



ACC# 
JQ1020 



Description 



ORF Name 



NT 



— ^ Score Probability 
|7.7e-ib 



NTID 



\±6M3A^.±^i. : 



[3TTF 



AAID Length Length 



[T73~ 



Protein name 

conserved hypotheti cal protein aq_4?b 



Locus Name 
pir:E7ui44 



Acc# 
E70344 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



[IBJAll^tL^ I 



Length Length 



P£u"T 



S core Probability 
ii.Se-ibl 



Protein name 

hypothetical protein siruu4? 



Locus Name 



] [P ir: ^' M34/ 1 



Acc# 
S74347 



Description 



841 



ORF Name 



T9703511 c'2 lUB 



^ — Score Probability 

NTID AAID Length Length 

3.8e-0V 



TUT 



TTT 



Protein name 



Locus Name 



63 kDa protein 



1 j gp:MBU7ib5T 



Acc# 



U73653 



Description 

Mycobacterium bovis b3 kba protein, 4; kba p rotein and clpb gene, co^e^ 



cds . 



NT 



AA 



ORF Name 



l£7l^8 c'2 yb 



□ 



NTID AAID Length Length 

732 



Score Probability 



7TT 



TTT 



i.Oe-li 



Protein name 

| drgA protein :prote in sir! 1 19 :procem sirivi;* | jpirT 
Description 



Locus Name 



S75047 



Acc# 



S75047 



NT AA Score Probability 



ORF Name 



NTID 



AAID Length Length 



HIT 



I 2.5e-^u 



Protein name 

"conserved hypotnetical protein 



Locus Name 
] [P ir:D7 ^ 41 



Acc# 



D75341 



Description 



ORF Name 



^ — Score Probability 

NTID AAID Length Length — 



3135" 



0.031 



Protein name 



Description 



Locus Name 



sp:SPR0_XENLA 



Acc# 



P36378 



(QgTEoMkiO'riM) (oM) (lASEMfciM'r MKM BRAMU Pkol'EiN bm-4uj 



ORF Name 



NTID 
[3TT7 



AAID 



Protein name 

conserved hypothetical protein yrnF 



Description 



ORF Name 



NTID 
|313fl" 



Protein name 

hypothetical protein su/H^.ub 



Description 



ORF Name 



NTID 



\l±6AV±^tL JZl -| |3139 | [ 



Protein name 



glucose/ galactose transporUi 



Description 



ORF Name 



NTID 



AAID 



M6.iO.^J.^t^3.0. | 

Protein name 



Description 



NT 



AA 



Length Length 
ITS" 



Score Probability 
|4.7e-Iii 



153 



Locus Name 
pir :E69972 



Acc# 
E69972 



NT AA Score Probability 

AAID Length Length ■ 



[2W 



|5.6e-l6 



Locus Name 
] jpir:T3bVJb 



ACC# 
T35736 



^ — score Probability 

AAID Length Length ■ 



KTTT 



|7.£e-44 



Locus Name 
] |P lr=A71bb0 



ACC# 
A71850 



— — Score Probability 

Length Length 



Locus Name 



Acc# 



IWO-fll'l ' 



ORF Name 



NTID 



a^mi^tu:/. | 



— ~ Score Probability 

AAID Length Length 

1.3e-ii 



1ST 



57TT 



Protein name 
'peptidyl-tkNA hyaroiase 



Locus Name 



Acc# 



B72229 



Description 



843 



ORF Name 



Protein name 



Description 



ORF Name 



Protein name 



NT ID 



— — Score Probability 

AAID Length Length - 

[8.4e-164 



Locus Name 



Acc# 



P22841 




NT ID 



0143 



— Score Probability 
AAID Length Length 



Locus Name 



Acc# 



Description 




ORF Name 



Protein name 



Description 



NTID 



NT AA Score Probability 

AAID Length Length 



llS^AtiXO^l^A I 



TUT 



|$.4e-3(T 



Locus Name 
| gp:Ai3024bH~ 



Acc# 
AB024531 




ORF Name 



NTID 



AAID Length Length 



Score Probability 
IS . 2e-i7 



Protein name 

conserved hypothetical prolan 



Locus Name 
] jpir:D7bi3i~ 



ACC# 

D75333 



Description 



844 



ORF Name 



EE — score Probability 

NT ID AAID Length Length 



□ 



Protein name 
Description 



Locus Name 



Acc# 



O-HIT 



ORF Name 



Protein name 



Description 



NTID AAID Length Length 



NT AA score Probability 



Locus Name 



Acc# 



' 0-H1T 



ORF Name 



Protein name 
Description 



|N 



'O-HIT 



ORF Name 



Protein name 



NT ID 



EI — score Probability 

AAID Length Length 



WT7W 



7T 



Locus Name 



Acc# 



NT 



NT ID 



AAID Length Length 



— Score Probability 



TUTT 



TUT 



0..0214 



Locus Name 



'hypothetical protein ybbk 



pir :Afe9V4b 



Acc# 



A69745 



Descript 



ion 



845 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



13150 



WTJT 



KIT 



PIT 



15 . Oe-06 



Locus Name 



Acc# 



AF137263 



Protein name 

| RNA polymerase sigm a ractor Sxgz-ixKe protein | ^TWTTn^T 
Description 

I Bacteroxdes thetaxotaomiciun iori nbosomal protein dlb-l iKepro.exu , luu, B . 
geS cluster, and RNA polymerase sigma f actorSigZ-like protein (sxgZ) genes, 
complete cds . _ „ 



NT 



ORF Name 



NTID 



AAID 



'4720411 48 



3T7T 



Length Length 
T5B" 



— Score Probability 



Protein name 

Description 
■ O-HIT 



Locus Name 



Acc# 



|N 



ORF Name 



NTID 



4S.D.6.sa;/....cA...iz4.. 



NT M _ score Probability 

1.7e-17 



AAID Length Length 
[2W~ 



[2T7~ 



Protein name 



Description 



Locus Name Acc# 
1 P39407 



[sp:YJJU„ECOLl 



NT 



AA 



ORF Name 



NTID 



[TIFT 



AAID Length Length 



Score Probability 

rrmr 



lo.oiv 



Protein name 
KIAA0b46 protein'" 



Locus Name 
|gp:AB014bTr" 



Acc# 
AB014536 



Description 

| Homo sapiens mkiSlA tor KiAAUb^b p rotein, complete cds. 



846 



NT 



AA 



ORF Name 



NTID 



457376b tl 8 



AAID Length Length 



34b 



Score Probability 
9.4e-0& 



Protein name 



■^TgG" 



Locus Name 

] | gp:A'Pi2i^^~ 



Acc# 



AF121849 



Description 



cai protein genes , complete 



Synechococcus PUUVUU2 riigfl (exgci) ana nypocneuxccl ^ 
cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



|S2S1^62 c3 12b 



I3T55" 



[5T77~ 



^¥2 IllT^ 



|l.le-uy 



Protein name 

putative secreted protein 



Locus Name 
j gp:£}CJ4AV 



ACC# 
AL133423 




NT 



AA 



ORF Name 



ms^c^m ] psr 

Protein name 



NTID AAID Length Length 

IST75 



PUT 



Score Probability 
[T7T 



13 .3e-34 



" transcription reg ulator LysR ramiiy 



E 



Locus Name 
ir :F703bfc> 



Acc# 



F70356 



Description 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length - 



p,D„7.13.:^cZ Ii: 10A ■] [3157 | 

Protein name 



WTW 



[TTJTT 



[T7T 



12 .le-i2 



ISf utilization sub stance protein b 



Locus Name 
~] [pir:D7^2i2"" 



Acc# 
D72212 



Description 



847 



ORF Name 



NT ID 



AAID 



EL M score Probability 

Length Length 



I3T5S" 



[5T5u" 



12 02 



[2W 



|8.0e-17 



protein name 



"probable nbosomai protein uzh 



Locus Name 
1 [P ir:H7i6bb 



Acc# 
H71665 



Description 
ORF Name 



NT 



AA 



NTID 



AAID Length Length 
I3T7 



[ST5T 



fTTTF 



Score Probability 



10.036 



Protein name 



" dihydrotoiate red uctase, / tnymiayiate 
synthase. 



Locus Name 
pir:T01b«4 



Acc# 
T01684 



Description 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length — 



iiflLiaaau^a^iti I rnm 



15752" 



[5"53~ 



[T7T 



Ii.5e-13 



^ • Locus Name 
Protein name 

RNA polymerase sigma tactor d ig z-UKe protexu | |gp : AFi^/^bJ~ 
Description 



Acc# 
AF137263 



Bacteroides thetaiotaomicon iU^ rxb osuu ial protein bl. -iikeproLem lucub* 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sxgZ) genes, 
complete cds . 



NT 



AA 



ORF Name 



NTID 



illl^hb^t^ l I psr 



AAID Length Length 
TT2 



Score Probability 
[2.2e-0b 



TUT 



protein name 

hypothetical protein Fi4* J y.b 



Locus Name 
[pir:TiJ774 



Acc# 
T33774 



Description 



848 



ORF Name 



NTID 



mm 



NT ^ score Probability 

11.2e-57 



AAID Length Length 



[FIT 



Protein name 



11SK. outer membran e protein precursor : ^ubJ 
protein 



Locus Name 
pir : JdfaO^V 



Acc# 



JC6027 



Description 



ORF Name 



NT 



— score Probability 



NTID 



AAID Length Length 



[TIT" 



13 .Oe-06" 



Protein name 

probable phosphoesterase , yvn* 



Locus Name 
|pir:C!70U44 



Acc# 



C70044 



Description 



ORF Name 



NT 



— Score Probability 
10.00031 



NTID 



AAID Length Length 
TuT7 



[TIT 



Protein name 
transmembrane sensor 



Locus Name 



Acc# 



""I |gp:A^Ublb3 i | AF051691 



Description 



Pseudomonas aeruginosa streun l a etor A (pelA, , k cl- biyuux ^tor Uxux, 
transmembrane sensor (fiuR) , and hydroxamate-typef errxsxderophore receptor 
fiuA) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 
mobilization protein (J 



Locus Name 
|gp:AFll824i 



Acc# 
AF118243 



Description 

Bacteroides rragxlxs mobxlxzatxon probexu 0 (mobO) gene, compxe.e.u*. 



849 



AAID Length Length 



Score Probability 




Protein name 



Description 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



\io.9:jj:i^ti^i\i^ q 



18391 



[8 . 8e-bb 



Protein name 



Description 



Locus Name 



Acc# 
P28303 




850 



ORF Name 



NTID 



552 — score Probability 

AAID Length Length 



|11731tt7 ci HT 



13170" 



10.011 



Protein name 

"hypothetical protein, ivialip^.ov 



Locus Name 
|gp:W l MALl^J 



Acc# 



AL031746 



Description 

Plasmodium falciparum MAL1W, complete sequence" 



ORF Name 



117332b C2 2bb 



Protein name 



NTID 



fTTTT 



— — score Probability 

AAID Length Length 



B35T 



VCTST 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 
Description 



NTID 



AAID 



TTTF 



NT AA score Probability 

Length Length 

3T7 



(TUT 



Locus Name 



Acc# 



O-HiT 



ORF Name 



Protein name 



ligase 



Description 



NTID 



AAID 



\JT7T 



NT AA score Probability 

Length Length — ■ 

5.<5e-2-4 



Locus Name 



IpirrAVOJbl 



ACC# 



A70351 



851 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 



134687_clJ^l 



13174 



\rnr 



|5.4e-27 



Protein name 



Locus Name 
sp:TH!M_J^A "" 



Acc# 



Description 



ORF Name 



NTID 



AAID 



133460i7_C3_jS6U | |3175 I [ 



NT M s core Probability- 

Length Length 



|S.4e-4eT 



Protein name 

hypothetical protexn sxr^ul^ 



E 



Locus Name 
r:S7^>34b 



Acc# 
S75346 



Description 



ORF Name 



NTID 



\li25.6.b.Q^t^±lti. J |317b | 



— — Score Probability 

AAID Length Length 



|5.5e-07 



Protein name 



Description 



Locus Name 
|gp:UyJB7^ 



Acc# 
U93872 



I Kaposi ' s sarcoma-associa L ed herpesvirus glycoprotein M, DMreplicaUoii 
proSn glycoprotein, DNA replication protein, FLICEinhibitory protexn and 
v-cyclin genes! complete cds, and tegumentprotein gene, partial cds . 



NT 



AA 



ORF Name 



NTID 



ii4i6.o.7.b.^t^iy.b. I &rn 



AAID Length Length 



YTZT 



Score Probability 



1.2e~32 



Protein name 
j" hypothetical protein mexF" 



Locus Name 



1 |pir:TiU8jO" 



Acc# 
T30830 



Description 



852 



ORF Name 
I4657iai_tl_Ji 
Protein name 

Description 



ORF Name 



l5.o^y.b.^l^i^.. 



Protein name 



Description 



AAID Length Length 



Score Probability 



Locus Name 




NTID 



13179 



— — score Probability 

AAID Length Length ' 



13401 



9TT 



Locus Name 



Acc# 



ORF Name 



Protein name 



NTID 



NT AA score Probability 

AAID Length Length 

4.0e-Jl 



mm 



TTZZ~ 



Locus Name 
gp:B^4^KbbWA" 



Acc# 
AJ223978 




ORF Name 



NTID 



Ig.&lb.u.b.b^t^iQ.^ I psir 



— — Score Probability 

AAID Length Length 

2.8e-U 



T7TT 



Protein name 



hypothetical protein Kv^byb 



Locus Name 
"I [pir:UV07^2 



Acc# 



H70792 



Description 



853 



ORF Name 



NTID 



AAID 



51 AA ScQre 

Length Length 



Probability 



15403" 



11809 



0.00099 



Protein name 



Description 



Locus Name 



Acc# 



P19737 



HYPOTHtfl'lcJAL 28.7 KL> Pho'l'til*! IN RE(JA 3'R^luN 



ORF Name 



NTID 



NT AA s ^ 

AAID Length Length 



[TT5T 



1840^ 



Probability 
4 . le-20 



Protein name 
rprY protein 



Locus Name 
[ [pir:^3ibb2"~ 



Acc# 



S33662 



Description 



ORF Name 



NTID 



NT AA ScQre 

AAID Length Length 



|15.5.8.9.iB.:/. Ii: t^l9.0. I 



18406 



Pr obability 
O.OOOi'U" 



Protein name 



pX02~4b 



Locus Name 
j| | gp:AFl 8 8 953"" 



Acc# 



AF188935 



Description 



Bacillus anthracis plasmid p^, complete sequence. 



ORF Name NTID 
20.5.0.B.i.i2....ta.^.y. 



NT 



AA 



AAID Length Length 



Score Probability 



18407 



TuW" 



3.ie-l4 



Protein name 

acritlavin resistance protein Acrkl 



Locus Name 
j jpir:A703bi~~ 



Acc# 



A70361 



Description 



854 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



[3186" 



mux" 



[ITT 



Protein name 



Locus Name 
j sp:V^Vb_METJA 



Acc# 
Q58286 



Description 

EUTATlVkl ABC TkAN^ukTUk PrikMfciAS El kkU'l^lJsl Muua/b 



NT 



AA 



ORF Name 



NTID 



AAID 



|2l45403l_t^_llJ- 



Length Length 



Score Probability 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NTID 



— — score Probability 

AAID Length Length 



2Ll&lb.hi.^t^iau... | pT3 



[8410 



"21T 



TIT 



Protein name 

Description 
(UMP KINASE) (dMbA kkuTkllU) 



Locus Name 
|sp:PVkk^OuLl 



Acc# 
P29464 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 



| 217.6.^.7.b.^t^lAb. I |3189 | pTT 



wzv — I imu 



Protein name 



Description 



Locus Name 



Acc# 




855 



NT 



— score Probability 
10.024 



ORF Name 
[72666577 cl_2i4 



NT ID 



15150 



AAID Length Length 



\7T 



Protein name 



Locus Name 
|sp:E^ii„Abkui 



ACC# 



P11317 



Description 
EARLY ^ 9.0 KU (jLUUO &ko'l'hilM 



ORF Name 



NT ID 



— — Score Probability 

AAID Length Length 



12343876 t±_lA 



155" 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NT ID 



l2L3.5.5.ii.^^t^l8J. -I 



AAID 



— — score Probability 

Length Length 



rrer 



Protein name 
Description 



Locus Name 



Acc# 




ORF Name 



NT ID 



116.1Slll^tL^:L. ..| 



NT aa Score probability 

AAID Length Length 

l.le-40 



F7T* 



POT 



Protein name 

ribosome recycling ractor 



Locus Name 
1 [pir:C7b3Bb~ 



ACC# 



C75386 



Description 



856 



NT 



AA 



ORF Name 



NTID 



13154 



AAID Length Length 
1533" 



fTTUT 



Score Probability 



10.00056" 



Protein name 



Description 



Locus Name 



|gp:V<JU47b4^ 



Acc# 
U47542 




Protein name 



cation ettlux system iczctJ-xike 



Locus Name 
pxr : 



Acc# 



C70415 




ORF Name 



NTID 



immb^ci Jiaa I prss 



AAID Length Length 



67 



Protein name 



Description 



Locus Name 



Acc# 




llM^tJL^l ■ ■] 



Protein name 



Description 



Locus Name 



Acc# 



857 



ORF Name 



Protein name 



# 



NT ID 



AAID 



NT s core Probability 

Length Length - 

TTF" 



AA 



35T 



Locus Name 



Acc# 



Description 



0-nrr 



NT AA score Probability 



ORF Name 



NTID 



AAID Length Length 



13199 



] 



TFT 



T2T 



i.9e-08 



Protein name 



Description 



Locus Name 
sp:Y79^MJb!TJA" 



Acc# 
Q58203 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 



2 .6e-4U 



Protein name 



DNA polymerase 



Locus Name 
lgp:A*'08 3y4y 



Acc# 



AF083 94 9 



Description 



- Treponema denUcola DNA gyiaue subunxt "fa (yy.B ) and ^"""^^f^ 
initiator protein (dnaA) genes, complete cds; and DNApolymerase (dnaE) gene, 

partial cds. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 
Description 



Locus Name 



Acc# 



IN0-H1T 



858 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 

0.0025 



Protein name 



Description 



Locus Name 
sp:Y794JMETJA" 



Acc# 
Q58204 



j HYPb 1 



ORF Name 



24406886 c3 320 



Protein name 



NT ID 



AAID 



■§425' 



NT 



AA 



Length Length 

[318 



Score Probability 



Locus Name 



Acc# 



Description 



O-HIT 



ORF Name 



Protein name 
Description 



'O-HiT 



NT ID 



— — Score Probability 

AAID Length Length 



3T01T 



$42£ 



TOT 



Locus Name 



Acc# 



ORF Name 



NTID 



NT AA Score Probability 

AAID Length Length 



12225 



1.5e-93 



Protein name 

- heterocyst dit rere ntiation protein MeLi! 



Locus Name 



] EE!! 



Tr7T3TT57T" 



Acc# 



T31072 



Description 



859 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



'8428" 



|5¥5" 



TITS" 



7 . 7e-0B 



Protein name 



laminarinase 



Locus Name 
bp:Atf047uuJ 



Acc# 



AF047003 



Description 
Rhodothermus marinus s 



E rain IT127S lamin arinase (lamKj gene , complete cds . 



ORF Name 
124469:477 ti_m 



NT ID 



— — score Probability 

AAID Length Length ' 



HT3T 



|5.5e-0$ 



Protein name 



Locus Name 



hypothetical protein rieam .l* ^ ei.x^ ~[ [pir:T^47b/ 

Description 



Acc# 



T34787 



NT 



AA 



ORF Name 



NT ID 



IMSAOA^t^lJ.b I 



AAID Length Length 



Score Probability 
1.4e-12' 



Protein name 



MmcQ 



Locus Name 



Acc# 
AF127374 



Description 



Streptomyces lavendulae LxnA homolog, cy Lochrome l>4bu hyaroxyx a ^kl'4 , 
cytochroJ P450 hydroxylase 0RF3 , MitT (mitT) . MitS (mitS) , MxtR mxtR , MxtQ 
(LtQ), MitP (mitP), MitO (mitO), MitN (mitN) ,MitM mitM , MxtL mxtL , MxtK 

mitK) MitJ (mitJ), MitI (mitI),MitH (mitH) , MitO (mitG) , MxtF (mxtF , MxtE 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



u'.OOOl^ 



Protein name 

conserved hypothetical protein 



Locus Name 



] [pir:A7222u~ 



Acc# 



A72220 



Description 



860 



ORF Name 



— — Score Probability 

NTID AAID Length Length 



13210" 



12070 



V5T 



7.8e-90 



Protein name 



Locus Name 



j acnriavm resistance protein b (acr U) kkUu | pr:F7X7^/ | 



ACC# 



F71727 



Description 
ORF Name 



NT — score Probability 

NTID AAID Length Length 

7.0e-32 



Protein name 

"immunoreactive BykD antigen pub 7 



Locus Name 
*^| | gp:AF17b7/2~ 



Acc# 
AF175722 



Description 



Porphyromonas gmgivalis strain Wbu —e^Lxv. 

complete cds 



ORF Name 



NTID 



NT AA Score p ro bability 

AAID Length Length 



25.5.0.1b.^.^t^l2b. | | 3212 | 



154^4 



1525 I 1 [ITT I IQ.oouvJ. ~] 



Protein name 

' "beta-l^-galactos yltransterase IV 



Locus Name 
1 | gp:AiiU244ib 



ACC# 
AB024436 



Description 

Homo sapiens mkWA tor bela-1 , 4-yalactosyl UWerase IV, cumpleLecas ■ , 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



iiz.SA&A^tjL^.u. I R2i3 | prs 



ITT 



Protein name 
Description 



Locus Name 



Acc# 



861 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



W5T 



4.ie-20 



Protein name 

conserved hypothetical protein yaii* 



Locus Name 
] |P ir;Cjfe * ' ybb 



Acc# 



C69786 



Description 



ORF Name 



NTID 



NT AA Score 

AAID Length Length 



13215 



18437 



B3T 



Probability 
3.3e-73 



Protein name 



Description 



Locus Name 



sp:DNAK_HALMA 



Acc# 



Q01100 



DNAK kkoTEIN (HEAT ^HOCK kkoTElN 70) (MriWuj 



NT 



AA 



ORF Name 



NTID AAID Length Length 

18438 



WIT 



Score Probability 
0.0012 



Protein name 



Locus Name 



enterotoxin 



] | gp:AFi927bT 



Acc# 



AF192766 



Description 



Bacillus cereus strain Aelu ent erotoxin mkNA, complex vd» . 



NT 



ORF Name 



^ Score 

NTID AAID Length Length 



aasiitt^ai^iit I prr 



1843$ 



Probability 
1.3e-l7t) 



Protein name 



Locus Name 



|sp:DP3A_kokkU 



Acc# 



051526 



Description 

DNA kuhyMERA^ ill, AhkHA (JHA1M , 



862 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



31637701 tl_la 



3218" 



8440 



WIT 



Score Probability 
1.9e-54 



Protein name 

conserved hypothetxcal protein wrilbuo 



Locus Name 
|pxr:E69l80 



Acc# 



E69180 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



WITT 



SIT 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



NTID 



AAID 



NT 

Length Length 



— , Score 



3220 



3442 



Probability 
7 . Se-42 



Protein name 



Locus Name 



gp : PUWAAlWN 



Acc# 



X95938 



Description 

P.gingxvalxs rnhii & pgaA genes & orrs 



ISO, 197, 202 Sc 199, 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



3.3.S..7.5.D.6.7....c3....IS.y. I 



3221 



WZTT 



RTTO" 



1293 



Protein name 



Description 



Locus Name 



Acc# 



863 



NT 



AA 



ORF Name 



NTID 



34254307 cl 2ly 



AAID Length Length 




Score Probability 



88 



Protein name 



Locus Name 



Acc# 



Description 
MO-MIT 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


lAl^^al^AU. .... 


| 3223 


8445 


84 


255 






Protein name 








Locus 


Name 


Acc# 


Description 














NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


IClltiM'^al^lM. 


.j 3224 


8446 


65 


198 


107 


7.7e-Ub 



Protein name 



Locus Name 



immunoreactive 8ykD antigen PUb/ 
Description 



Acc# 



AF175722 



Porphyromonas gmgivalis strain Wbu imm unoreactive b*joj anug.i^^ 1 



complete cds . 



NT 



ORF Name 



NTID 



16.2X^.±.±'A^± 



AAID Length Length 
TVS 



— score Probability 



Protein name 
Description 



Locus Name 



Acc# 



■O-HIT 



864 



ORF Name 



NT ID 



36525287 13_Itt6 



15448 



Protein name 



conserved hypothetical protein 
Description 



NT 



AA 



AAID Length Length 



Score Probability 



1.2e-52 



Locus Name 



[ [pir :A722iT 



Acc# 



A72219 



ORF Name 



Protein name 



NT ID 



^ — Score Probability 

AAID Length Length 



3.5.3..7..7.:/.^c^3.11 | |3227 | 



18445 



liSK outer membr ane protein precursor : susU 
protein 



Description 



1 106b I [TTW 



Locus Name 
pir : JC6U27 



14 . S?e-b3 



Acc# 
JC6027 



ORF Name 



Protein name 



NT ID 



|3.M41&u..±2....&2 1 [3^3 



AAID 



^ — S core Probability 

Length Length 



Locus Name 



Acc# 



Description 



[NO -MIT 



ORF Name 
3.3.££3^.a...Gi^&x.. 



Protein name 



NT 



AA 



NTID 



AAID 



3229 



Length Length 



71 



Score Probability 
1.3e~o7 



133 



Locus Name 



immunoreactive B9KD antigen plIbV 



lgp:AV17b722 



Acc# 



AF175722 



Description 



Porphyromonas gmgivalis stra in WbU immunoreacuive s^kb 
complete cds . 



'antigenPG87 gene, 



865 



ORF Name 



NTID 



— — s core Probability 

AAID Length Length 



|4031b01 c2 -Abl 



TZTT 



Protein name 



Locus Name 



Acc# 



Description 



NO-HIT'" 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
723 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT " 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
— 



8454 



Score Probability 
10.00074 



TUTT 



Protein name 



Locus Name 



microbial collag enase, precursor : cog prouem I p X r : 
Description 



Acc# 



JC4393 



ORF Name 



NTID 



AAID 



TUT 



8455 



— Score Probability 
Length Length 

4.6e-17 



TUTU" 



Protein name 



Description 



Locus Name 



sp:AJJX_SJ'rktJk 



Acc# 



P80561 



866 



ORF Name 



E725938 ti 171 



Protein name 



Description 



AAID Length Length 



Score Probability 



Locus Name 



ORF Name 



NTID 



EL — score Probability 

AAID Length Length 



14869802 ti iVu 



T7T 



B.3e-34 



Protein name 



unknown 



Locus Name 
:NGU34V6 0 



Acc# 
U34760 



Description 

Neisseria gonorrhoeae UvrA (uvrA) and uk ^b* genes, complete cas . 



NT 



— ^ score Probability 
|8.3e-liJb 



ORF Name 



NTID 



U9£A:i^^Al I 



AAID Length Length 

pus 



1122 V 



Protein name 

" immunoreactive b^ku antigen JWaV 



Locus Name 



Acc# 
AF175722 



Description 



Porphyromonas gmgi valis strain Wbu immunu 
complete cds . 



ORF Name 



NTID 



TZTT 



El — score Probability 

AAID Length Length - 

3.3e-/b 



TOT" 



Protein name 



'hypothetical protein tHuVVo 



Locus Name 
] |pir;B7U25 



ACC# 



B71126 



Description 



867 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



ITT" 



9.-7e-2t 



Protein name 

hypothetical protein slri4vy 



Locus Name 
toir:SVbb*4 



Acc# 



S75694 



Description 



ORF Name 



NT ID 



TUT 



AAID Length Length 



Score Probability 



8461 



332" 



Protein name 



Description 



Locus Name 



Acc# 



'O-HJLT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



S462 



T7T* 



TTT5" 



Protein name 



Locus Name 



'£prX 



gpiSJbyuUU 



Zl 



Acc# 



S59000 



Description 



ORF Name 



NT ID 



NT . -AA Score Probability 
AAID Length Length 

7 .0a- Id- 



TIT 



Protein name 



"hypothetical protein 



Locus Name 
pir:A7bbli 



Acc# 



A75613 



Description 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 
SB - 



Score Probability 



TTT 



Protein name 



Locus Name 



Acc# 



Description 
■O-HIT " 



ORF Name 



111907^01 c2 106 



Protein name 



NTID 



— — Score Probability 

AAID Length Length 



18455' 



1 



IT575" 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



13244 



NT AA s core Probability 

Length Length - 



[T5T 



Locus Name 



Acc# 



Description 



O-HIT 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length - 



Protein name 



VicK protein 



Locus Name 
gp:EPA0i2UbU 



Acc# 



AJ012050 



Description 



E nterococcus raecalrs vie opero n ana rianJtmg genes. 



ORF Name 



NTID 



— ~ Score Probability 

AAID Length Length ■ 



T2T" 



Protein name 
Description 



Locus Name 



Acc# 



'O-HIT 



869 



ORF Name 



NTID 



"22063410 c2 iOB 



NT AA ^ score Probability 

"4 .le-139 



AAID Length Length 



Protein name 



hypothetical protein 



Locus Name 



Acc# 



S76152 



Description 



ORF Name 



Protein name 

Description 
'O-HiT 



lu 



NTID 



^ — score Probability 

AAID Length Length 



llll&lh&^L^. | 



8470 



1753" 



Locus Name 



Acc# 



ORF Name 



Protein name 
Description 



jNO-HIT 



ORF Name 



Protein name 



NTID 



— ~ Score Probability 

AAID Length Length 



teteMx^cLJ UL .| |3249 | 



TIT 



Locus Name 



Acc# 



NT 



AA 



NTID 



AAID Length Length 
174S 



Score P robability 
| i.8e-09 



TJT 



Locus Name 



|gp:MM£JA<J 



Acc# 



X84710 



Description 

M.mazei surtace antigen genes orl: 492 , on j / 1> ana orr/^. 



870 



ORF Name 

Protein name 
Description 



Length Length 
[TO 1 \T2T2 I 



Score Probability 



Locus Name 



ORF Name 



Protein name 



Description 



NTID 



M0.&7A^t2^.B. | 



AAID 



VITAMIN hi2 .kkcJIJPTuft iPkblOUk^uk 



^ — Score Probability 

Length Length 

UW1 



[4.5e-iiJ 



Locus Name 
sp:BTWiJWuLl 



Acc# 
P06129 



ORF Name 



NTID 



AAID 



W7T 



NT AA S cor e Probability 
Length Length — 

] 



Protein name 



Description 



Locus Name 



Acc# 



jN 



fO-Hi'r 



ORF Name 



NTID 



\kll\lb;L±±J>.b. I 



AAID 



NT AA score Probability 

Length Length — ~ 

6 . 6e-4b 



TUT 



VTT 



Protein name 



Locus Name 



response regulator urrA 



pir:D72228 



Acc# 
D72228 



Description 



871 



ORF Name 



Protein name 



• 



NTID 



AAID 



3T7T 



— — s core Probability 

Length Length - 



12 03" 



Locus Name 



Acc# 



Description 



'O-HIT 



ORF Name 



NTID 



AAID 



^ — Score Probability 

Length Length ' 



T7W 



|2.4e-17 



Protein name 



Locus Name 



Acc# 



BprHl^jJUHl^U | 014059 



Description 



EI ■ M score Probability 



ORF Name 



NTID 



AAID Length Length 



§47$ 



Il4l5 



$.4e-0€T 



Protein name 



"hypothetical protein 



Locus Name 
] |P ir:A7b613 



Acc# 



A75613 



Description 



ORF Name 



NT AA score Probability 



NTID 



AAID Length Length 



|10.3.B.1A 



1250 



1.4e-49 



Protein name 



Locus Name 
sp:<3LU^_BkUAi4 



Acc# 



Q44623 



Description 

GLUCO^/ ciALAcJTu^ Tk AN^OkTUk 



872 



NT 



AA 



ORF Name 



NTID 



1106^ t'A 111™ 



AAID Length Length 
TOT" 



ME 



Score Probability 
1.0e-09 



Protein name 



Description 



Locus Name 



gp : PV WA1 



Zl 



Acc# 



X92485 



.Kf IKS, 

! V 



P.vivax pval gene. 



NT 



AA 



ORF Name 



NTID 



13260 



AAID Length Length 



Score Probability 



|2.8e-17 



Protein name 



Locus Name 



|sp:(^lJb!<JoLl 



Acc# 
P32662 




ORF Name 



NTID 



AAID Length Length 
"BSE? 



Score Probability 
I0.02B 



172 



Protein name 



Locus Name 



sp:DBHA>ALTY 



Acc# 
P15148 



Description 
DNA-lblNblislG PKO'l'mM HU-AL^iiA [U SD (HU-2) 



NT 



AA 



ORF Name 



NTID 



AAID 



I mzz 



Length Length 



S core Probability 
16 . 0e-06 



TT2 



Protein name 



kNA-directed L>WA polymerase, f msbNA 
specif ic :DNA nucleotidyltransferase 
' p^-HirP^^) ; rev e r^ transrri nta se ; rey^rtase 
Description 



Locus Name 
|pir:^iy24B 



ACC# 
S19248 



873 



NT 



AA 



ORF Name 



ri42266i>b rl_l 



Protein name 



Description 



NT ID 



AAID Length Length 



Score Probability 



|4.3e-i8 



Locus Name 
sp: YU77_METJA 



Acc# 



Q59071 



Hy&OTHKTlC&L PKoTJill N MJ1677 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



'1455S5S7 c±_2UiT 



TTTT 



Probability 
5.$e-l24 



Protein name 



Description 



Locus Name 
sp:XAMiJ*JuLl 



ACC# 



XANTHINE j^kMi^E (XANTHuriiN E 'rkAN^kuk'l'Ek) 



NT 



AA 



ORF Name 



NTID 



| |326 5 | 



AAID Length Length 



I72TT 



Sco re 



Probability 
3.5e-16 



Protein name 

"transcription regulator crp/*nr tamiiy 



Locus Name 



j [pir:A70i4g~ 



Acc# 



A70344 



Description 



ORF Name 



NTID 



NT' ^ Score 

AAID Length Length 



\ite&.teixtx S£ aLJLM. I "I 



Probability 
i.8e-b8 



Protein name 
Description 

8-l^Ho^kHATE dtfMTHiJTAiiia!) (Kbu 8-P hlVlslTHA^Ej 



Locus Name 
|sp:KDSA_C^ILW 



Acc# 
Q46225 



874 



ORF Name 



162(mi3_c3__J14 



NT ID 




NT AA Score Probability 

AAID Length Length 

— 



mr 



ll.le-56 



Protein name 



' probable tKrJA ' " " 

delta (2) -isopentenylpyrophosphate transferase 
(miaA) 



Locus Name 
|pir:iiVliUl 



Acc# 
B71301 



Description 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



[i643d662_cljiOB" 



POT 



Protein name 

immunoreactive 106 Kua antigen i^Jllb 



Locus Name 



1 |gp :AFi^3 7bT 



Acc# 
AF153767 



Description 



Porphyromonas gingival is strain Wbu 
gene, complete cds . 



ORF Name 



NT ID 



±6&16.0.bJ^ci^:^. | 

Protein name 



— ~ Score Probability 

AAID Length Length 

2.3e~26 



rrrr 



Locus Name 



Acc# 



P30155 



Description 



ORF Name 



NTID 



NT AA score Probability 

AAID Length Length 



IT7TT" 



][ 



TTTT 



Protem name 



Locus Name 



Acc# 



Description 



JO -HIT 



875 



ORF Name 



Protein name 



Description 



ORF Name 



2l8S37b3 t3 lib 



Protein name 



Description 



ORF Name 



Protein name 



Description 



AAID Length Length 



Score Probability 



Locus Name 
|sp;<SLGA_BACST 



NT 



AA 



NTID 



3272" 



AAID Length Length 
2^7 



Score Probability 



MM 



Locus Name 



ACC# 




— — Score Probability 



NTID 



AAID Length Length 



TF7T 



84SS" 



£.3e-20 



Locus Name 



sp:Y0£>E_MY<J'rU 



Acc# 



Q50604 



HYPO ' MUTIOAL 18.1 kb PROTEIN kUl*U* 




ORF Name 



NTID 



mM^c^g | 

Protein name 



AAID 

— 



^ — S core Probability 

Length Length - 



1.4e-6b 



'"Hypothetical protein 



Locus Name 
bp:D507i4 ™ 



Acc# 



Description 



Escherichia coii geno mic OtIA. (22. o - ^ -J nuu). 




876 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



8457 



ITT 



TZWF 



Score Probability 
|I.4e-lib 



Protein name 



Locus Name 



"glutamate synthase, seta summit 



] fpirrHV^iiT 



Acc# 



H72230 



Description 



ORF Name 



NTID 



AAID 



8498 



NT AA ScQre 

Length Length 



TOT 



Protein name 
Description 



Locus Name 



Probability 



Acc# 



O-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



TFTT 



Score Probability 
12 ..le-tti* 



Protein name 



Locus Name 
sp:V^A_PukcJl 



Acc# 



Q51834 



Description 

^THSTOAh 3i.b Kb PROTEIN ibi kUtib- 



NT 



AA 



ORF Name 



NTID 



AAID 



3278 



Length Length 
T5T 



Score Probability 



Protein name 
Description 



Locus Name 



Acc# 



'O-HIT 



877 



ORF Name 



NTID 



2480311*7 c3 340' 



TTTT 



— — score Probability 

AAID Length Length 

|1.3e-23 



8501 



£T2~ 



Protein name 



Locus Name 
|sp:Y03M_MWTU 



Acc# 



Q10647 



Description 



ORF Name 



NTID 



245210^4 c2 231 



32§0 



^ score Probability 
AAID Length Length 

1.6e-3b 



EST 



Protein name 

putative vicilm storage protein 



Locus Name 
|gp:ATA<J00bi3b 



Acc# 



AC006135 



Description 

Arabidopsxs thalxana chromosome 11 MAC ^ 4H14 genomxu sequence, WWt ,lcL c 



sequence . 



■si MP 



ORF Name 



NTID 



AAID 



NT AA score Probability 

Length Length ; 

U.04S 



11221 



7T 



Protein name 



Locus Name 



hypothetical protein aq_l^b 



bxr:B7UJl^ 



Acc# 



B70312 



Description 



ORF Name 



NTID 



AAID 



— — Score Probability 

Length Length - 



25.SD.ab.b:^t^S.u 



TTTu"" 



Protein name 
Description 



Locus Name 



Acc# 



MO -HIT 



878 



ORF Name 



NTID 



'25589087 ci__^2 



— ~ Score Probability 

AAID Length Length 

4.5e-2^ 



T7Z- 



Protein name 
Description 



Locus Name 



Acc# 



sp:SPk__Ec l uLl 



ORF Name 



NTID 



— — score Probability 

AAID Length Length 

1.3e-57 



T¥uT" 



Protein name 



Locus Name 



sp:AMY_Mkl'i , JA 



Acc# 
Q59006 



Description 

PUTATIVE ALPMA-AMtfLAriU, 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 
0-H1T 



NT 



ORF Name 



NTID 



AAID Length Length 



— Score Probability 



TTT 



1.3e-l<> 



Protein name 



Description 



Locus Name 
S p:RL^iJlAk!lM" 



Acc# 



P44359 



505 klkO^oMAL ykOl'UlM 1^1 



879 



NT 



AA 



ORF Name 
12644^224 cl_lby 



NTID 



AAID Length Length 



Score Probability 



[¥7T 



|5.7e-23 



Protein name 

hypothetical protein uilG6.^ 



Locus Name 
] tP ir:ll " ih>20i 



Acc# 
T19201 



Description 



ORF Name 



NTID 



— ~ Score , Probability 

AAID Length Length 



l&LillXiXixU^jLtll | |328b 

Protein name 

heme uptaKe protein a and & 



|4.7e-2b7 



Locus Name 
[gp:AFi4^£F~ 



Acc# 
AF143 945 



Description 



Porphvromonas gxngxvalxs heme uptake pro Lexn A and ti yeue, compxeu^,. | 



ORF Name 



NTID 



— — Score Probability 

AAID Length Length 



aailb-yJ-U^t^lla ....J |3289 | 



|1.2e-3b 



Protein name 



sensory transduction nistiame Kinase 
slr2098 iprotein slr2098 :protein slr2098 



Locus Name 
fointiVblJU 



Acc# 
S75130 



Description 



ORF Name 



NT 



AA 



13.a5.S.S0.0.^a^2b.fo. I 



NTID AAID Length Length 

mi2 



F5T 



Score Probability 
|7.7e-iy 



YTZT 



Protein name 
Vexp2 



Locus Name 
lgp:APi4u784 



Acc# 
AF140784 



Description 



) , Vexpi (vexi) , and ±A b 



Streptococcus pneu moniae Vexpi ivexl) , vexp^ (vexz 
(pep2 7) genes, complete cds . 



880 



NT 



AA 



ORF Name 



NT ID 



T0743760 ±2 100 



3291 



AAID Length Length 

Tm 1 



Score Probability 



Protein name 
Description 



Locus Name 



Acc# 



NT 



ORF Name 



NT ID 



AAID Length Length 



— Score Probability 



3.3.3j.:aia:a..±2^^j. 



18514 



7inr 



ll.3e-77 



Protein name 



Locus Name 



Acc# 



"bhioredoxm reductase 



gp:AFl24Vb; 7 | AF124757 



Description 



gymomonas mobilis tosttad clone 4iD 2, compieue sequence. 



ORF Name 



NT ID 



NT AA score Probability 

AAID Length Length 



ll±16£AD.^alJ2.A8. | 



[2T7~ 



] 



10.000^0 



Protein name 

hypobhebical prote in ^cJbfe'l'i . ^bc 1 



Locus Name 
bir:T3bJbb " 



Acc# 
T35385 



Description 



ORF Name 



NT ID 



— — score Probability 

AAID Length Length 



im&iaa^c^m I 



1 



[3W 



|7.7e-3b 



Protein name 



Locus Name 



putabive vicilin storage protein 



IgpiATAUOObiib 



ACC# 
AC006135 



Description 



Arabxdopsis bhaiiana chromosome li b*z 
sequence . 



4H14 genomic sequence , complete 



881 



NT 



AA 



ORF Name 



NT ID 



35595442 ±1 bb 



AAID Length Length 
531 



Score Probability 



35T7 



T7T 



Protein name 



Locus Name 



Acc# 



Description 
NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



851S 



Length Length 
— 



Score probability 



7T 



Protein name 
Description 



Locus Name 



Acc# 



INO-HTT 



ORF Name 



NTID 



NT AA 
— — , S core 
AAID Length Length — 



|3.6.112MA...al...i:/0..... I [32T7 



Probability 
3.1e-15 



Protein name 



Locus Name 



Acc# 



Description 

S.cerevxsiae chro mosome XI readxng trame uRf y^z&aw. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



3ST" 



Probability 
14. 3 e- 40 



Protein name 



Locus Name 



probable lxpopoiysaccnaride 
N-acetylglucosaminyltransf erase , rf bU 



pir :F64b00 



Acc# 



F64500 



Description 



882 



NT 



AA 



ORF Name 



NTID 



13913411 ci 



AAID Length Length 
[2^15 — 



Score Probability 
[TT0~8 — 



ll.4e-119 



Protein name 

beta-N-acetylglucosaminidase 



Locus Name 



| gp:AF07^3 7 4 



Acc# 
AF072374 



Description 

frseudoalteromonas sp. ^ beta-JJ-a cetylglucosaminioase icmgj gene, complete 
cds . 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


40040i0_:fcl_5l 


3300 


8522 


85 


258 






Protein name 








Locus 


Name 


Acc# 


Description 
















NO-HIT 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


40.^9.0^1^2 


3301 


8523 


549 


1950 


236 


1.4e-27 


Protein name 








LOCUS 


Name 


Acc# 


1 glycogen cteorancmng enzyme - 


-related protein 


| pir:H7554y 


H75549 


Description 














ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


4D.8.b.yj.:/....c2...Ml.. 


3302 


8524 


|745 


2238 


3767 


- 0.0 



Protein name 



Locus Name 
sp:GLNAj3A<Jjb'k 



Acc# 



P15623 



Description 

GLU T AMIC Sm ' MfciTAriE, UibUTAMAT E--AMMuMlA ligas*j itibj 



883 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



14104687 c2 260 



TTUT 



I3T5" 



7T7~ 



4.0e-31 



Protein name 



Locus Name 



"abc transporter, ATP-bxnding protein PAB-Lb ^b | pir :H75u77~ 
Description 



Acc# 



H75077 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



^5TS~ 



WTT 



Score Probability- 
IS. 3e-88 



Protein name 



Locus Name 
sp:SY£__AyUAU 



Acc# 



066647 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



|4117.i:A7....c^...25.i I [3TCT5 



Score Probability 
8.0e-17 



Protein name 



Description 



Locus Name 



sp:V^J__HAk!lN 



Acc# 



P44627 



HYPOTHETICAL kkoTEIN HlO^Oi 



ORF Name 



NT ID 



AAID 



NT AA 
— — , Score 
Length Length — 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



INO-HIT 



884 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score 



4450527 c J 2 



Probability 
6 . 6e~6l 



Protein name 



Description 



Locus Name 



|sp:YMN_BA<JtiU 



Acc# 



P37556 



HYPOTHETICAL 5g.l Kb PROTEIN IN MPD-DlVlc 1 i MffiftrilWlcJ kkicilulsJ 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



475S20;4 ti 4b 



Protein name 



Description 



Locus Name 



sp:Y687_Ml!lTJA 



Acc# 
Q58100 



HYPOTHETICAL PkuTEI N ■ MJObBV 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



|i8.7.£5.0.7...±l...b.7. I 



I85S1 



TOT" 



raw 



Probability 
|4.Se-19b 



Protein name 



Locus Name 



valine --tRNA ugase, 



pir :D7A'zut> 



Acc# 



D72206 



Description 



NT 



ORF Name 



NTID 



AAID Length Length 



AA 

— , Score 



im5M7....cd..J.i!*.. 



3310 



TIT 



Probability 
|2.1e-25 



Protein name 



Locus Name 



conserved Hypothetical protein 



1 p xr:h " r2 ^ r 



Acc# 



F72386 



Description 



885 



ORF Name 



4897750 c2 2bb 



Protein name 



NTID 
13311 



AAID 



NT 



AA 



Length Length 
T5S1 — 



Score Probability 



Locus Name 



Acc# 



Description 
IHO-HIT 



ORF Name 



Protein name 



— — Score Probability 
Length Length 



NTID 



AAID 



JTTT 



1ST" 



TUT 



7.0e-iB 



Locus Name 



RNA polymerase sigma-i£ tactor 



Description 



bir:B 7 22i4 



Acc# 



B72234 



ORF Name 



Protein name 



MA helicase i 



Description 



NTID 



\3TTT 



— — Score Probability 



AAID Length Length 



Locus Name 



] |pir:T14B9b" 



1.3e-17 



ACC# 



T14895 



ORF Name 



Protein name 



Description 



NTID 



TTTT 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



sp:£T6bJ4YXxA 



2.2e-34 



Acc# 



P23071 



TRAM^CklPTA^E) (Mitbb-kT) 



886 



• 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



657555 ±1 44 



T3TTT 



5"5T7~ 



1042 



9.7e-i08 



Protein name 



Description 



Locus Name 
sp:SP3UJiAtJfcJU 



Acc# 



STAGE 111 S&ORtMATloN MEO'l'LllM U 









NT 


AA 

— Score 


Probability 


ORF Name 


NTID 


AAID 


Length 


Length 


8iS07S_tl_8 


3316 


8538 


134 


405 342 


5.0e-3l 


Protein name 








Locus Name 


ACC# 



PanD protexn 



Description 

Kolxnella succinogenes hyd D, hydE, panu and xspA genes; orrx02 anaori34X. 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


&221$&.±±.±±b. 


3317 


8539 


310 


933 


593 


1.3e-b7 



Protein name 



Locus Name 



pantoate--E>eta-alanxne xxgase 



foir:im^6 



Acc# 



E72296 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


lfli5S2LUi2.,.cl...2L&£ 


3318 


8540 


288 


867 151 


2.0e-t)tt 


Protein name 








Locus Name 


Acc# 
U40388 



Description 



Rhizobxum legumxn osarum positive regulator ot poJDA (pobR) gene, complete 
cds, and 4-hydroxybenzoate hydroxylase (pobA) gene, partial cds. 



887 



ORF Name 



10557812 c2 233 



Protein name 



• 



NT ID 



3319 



nypothetical protein PAB004 0 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



TTT 



TTT 



Locus Name 



|pir:B75194 



3 .6e-21 



Acc# 



B75194 



ORF Name 



Protein name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length J - 



13320 



STTT 



fUT 



|5.6e~07 



Locus Name 



sp : YAB2_HAii!lN 



Acc# 
P45008 



Description 

HYPOTHETICAL T RANSCRIP T IONAL REGULATO R HI1052 



ORF Name 



iaaa,59.3.a...£3....i3.6.. 



Protein name 



NTID 



TTTT 



AAID 



8S43 



NT 



AA 



Length Length 
555 



Score Probability 



TFT 



Locus Name 



Acc# 



Description 



PSfO-HIT 



ORF Name 



Protein name 



NTID 



13322 



NT 



AA 



AAID Length Length 

— 



Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length 



ri553£32...clJ18&....... I \TTT5 



Protein name 



Jiypotnetical protein HP0513 



Description 



FOTT 



TFTT 



1WT 



i.3e-7S 



Locus Name 



pir :A64584 



Acc# 



A64584 



888 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , , Score 
Length 


Probability 


12968877_jtl_13 


3324 


8546 


283 


852 204 


2 . le-16 


Protein name 








Locus Name 


Acc# 










sp:FPG_LACLC 


P42371 


Description 














GLYCOSYLATE) 
















ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


i297886;4_c2_2lfc 


332S 


8547 




1017 502 


5.6e-48 


Protein name 








Locus Name 


Acc# 



OprM 



gp:AB01138l 



AB011381 



Description 

Pseudomonas aeruginosa gene tor OprM, complete cas. 





NT 

ORF Name NTID AAID Length 


AA 

— t Score 
Length 


Probability 


I3Tm:78....cl...l8.3. 3326 8b48 bbU ibB3 1603 


I.2e-164 


Protein name 


Locus Name 


Acc# 


probable pyropnospnate--iructose 6-pnospnate 
^phosphotransferase, beta subunit 


pir:G71312 


C71312 






Description 






NT 

ORF Name NTID AAID Length 


AA 

— , Score 
Length 


Probability 


r3M7.3.3.7....c3....^4 3327 ^b4y 968 2907 149 


i.Se-0.5 


Protein name 


Locus Name 


Acc# 


K1AA0738 protein 


gp:M018281 


AB018281 


Description 




Homo sapiens mRNA lor KIAA0738 protein, complete cas. 





889 



NT 



AA 



ORF Name 



rl 19 



NT ID AAID Length Length 

— 



T7F" 



PIT 



Score Probability 




Protein name 



Locus Name 



arsenate reductase 



pir :B7036.U 



Acc# 



B70360 



Description 



NT 



AA 



ORF Name 



NT ID 



i^a6.:/.B.i:/....a3....25.s.... J irm 



AAID Length Length 
— 



Score Probability 



Protein name 

Description 
(NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



15.&3.0.6....C.2....23.1 I fmil 



AAID Length Length 



Score Probability 

y.ie-80 — 



Protein name 

Description 
TRK SYSTEM- POTASSIUM UPTAKE t>E>0¥EIN TkKH 



Locus Name 



Acc# 



sp:TRKH_ECOLI 



NT 



AA 



ORF Name 



NTID 



AAID 



15.£3..7.fL..c3....2.5.3... 



JJTT 



TOST 



Length Length 



Score Probability 



75T 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



16.6.0.3.3.a0....c2...2.i7. I RUJ 



TOST" 



Length Length 



Score Probability 
■1.2e-ba 



Protein name 



Locus Name 



hypothetical protein" jhp0462 



pir:CJ7lS25 



Acc# 



C71929 



Description 



890 



ORF Name 



NT ID 



116832685 tl 16 



TJTT 



Protein name 



hypothetical protein 



Description 



NT 



AA 



AAID Length Length 
125? 



Score Probability 

nrm — 



2.^e-i77 



Locus Name 



pir:JQ1020 



Acc# 
JQ1020 



NT 



AA 



ORF Name 



NT ID 



10AA16.2&...alJZ&5. I \TIJ% 



AAID Length Length 



Score Probability 
5B 



0.00069 



Protein name 



Locus Name 



unknown 



gp:AKU2566^ 



Acc# 



AF025662 



Description 



Vibrio cholerae lipoprotein (vlpA) and unknown proteins genes , complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 



T7T 



Score Probability 
2.6e-7!4 



in 



Protein name 



Locus Name 



sp:HIU6JSACyU 



Acc# 



034727 



Description 
HTSP PROTEIN (CYCLASE) 



ORF Name 



NTID 



NT AA 

— , — Score Probability 
AAID Length Length wL ~ 



3336 



^17 



7.2e-16 



Protein name 



Locus Name 



RNA polymerase sigma tactor SigZ-like protein 



gp:AF137263 



Acc# 



AF137263 



Description 



Bacteroiaes thetaiotaomicron 30S riJDOsomal protein sl6-likeprotem, f ucose 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sigZ) genes, 
complete cds . 



891 



NT 



AA 



ORF Name 



228S012« 12 84 



NTID AAID Length Length 




Score Probability 
0 . 031 



Protein name 



Description 



Locus Name 



|sp:SPRC_XENLA 



Acc# 
P36378 



(OSTEOUMCMN) (OS) (BASEMENT MEMfe&AfcfE PttOTSlU BM-40) 



NT 



AA 



ORF Name 



NTID 



AAID 



23445387 ci 157 



Length Length 
^ 



Score Probability 



19¥^ 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



NT AA 

T — \, T ^ Score Probability 

AAID Length Length — 



2iS3.8.18.S..±3..„lia.. 



i.4e-2* 



Protein name 



Locus Name 



hypothetical protein ycleA 



bir:C«777 



Acc# 



C69777 



Description 



ORF Name 



NTID 



AAID 



NT AA 
— — Score 
Length Length 



Protein name 



Locus Name 



115K outer membrane protein precursor : SusC 
protein 



pir : JC6027 



Description 



Probability 
3 . 8e-73 



Acc# 



JC6027 



892 



NT 



AA 



ORF Name 



NT ID 



24227211 il 30 



13341 



AAID Length Length 
5^3 



TUT 



3W 



Score Probability 




Protein name 



Description 



Locus Name 



sp:TOBA_ECOLl 



Acc# 



P25728 



HYPOTHETICAL 13.5 KB PROTEIN IN FHLA-MUTg INTEftGENIC RBOION 



ORF Name 



NTID 



AAID 



24257786 £2 114 



Protein name 



hypothetical protein pXOl-90 



Description 



NT 



AA 



Length Length 



Score Probability 
WL 



Locus Name 



pir :B59102 



0.0032 



Acc# 



B59102 



NT 



AA 



ORF Name 



NTID 



mi 



AAID Length Length 
— 



Score Probability 
OI 



1.2e-08 



Protein name 



Locus Name 



unknown 



gp:LLU80410 



Acc# 



U80410 



Description 



Lactococcus lactis cremoris phosphopentomutase (cleoB) anci purinenucleosicle 
phosphorylase (deoD) genes, complete cds . 



ORF Name 



NTID 



NT AA 

^ „ T — . — _ Score Probability 
AAID Length Length - JL 



2LA&A.7.5i'&2L...c2L...2L2.i I 13344 



1.7e-4£ 



Protein name 



Locus Name 



Acc# 



I sp : ¥i*JX JjCOLI 



Description 

HV^OTMET I CAL 32.0 KB PRO T E I N I N FBAB-THID IN T EkcmiiC kiil^ I ON 



893 



ORF Name 



NT ID 



NT AA 

— , — , Score Probability 
AAID Length Length JL 



24647740 c3 1>S7 



TTT 



414 



157 



2.0e-ll 



Protein name 



Locus Name 



probable general stress protein 2b 



pir :D75431 



ACC# 



D75431 



Description 



ORF Name 



NT ID 



NT AA 
_ — ^, _ — _ Score Probability 
AAID Length Length — " f - 



2A6A&5.6..7....ca...l8.a.. 



Protein name 



hypothetical protein SC3A7.16C 



Description 



JUT 



Locus Name 



pir :T29435 



0.00044 



ACC# 



T29435 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 
— 



Score Probability 



Locus Name 



Acc# 



Description 



ORF Name 



NT ID 



AAID 



2£3.&i£S.7....c3....2:£8. I M 



Protein name 



hypothetical protein APE0900 



Description 



NT 



AA 



Length Length 



Score Probab ility 
'.l.de-Ofi 



TZ5 



Locus Name 



pir :D72685 



Acc# 



D72685 



ORF Name 



26A^.7.3.12L...t.l..AD.. 



Protein name 



NT ID 



AAID 



NT AA 

— _ — _ Score Probability 
Length Length — ■ 



7T 



Locus Name 



Acc# 



Description 



NO-HIT 



894 



NT 



AA 



ORF Name 



265^7066 cl 214 



NTID AAID Length Length 




7TJT 



Score Probability 
|5¥5 



£>.ie-42 



Protein name 



Locus Name 



Acc# 



ceil division ATP-JDindmg protein ttsE 



pir :E70919 



Description 



ORF Name 



NTID 



NT AA 

^ ^ T — T — ^, Score Probab ility 
AAID Length Length *- 



\2L6^A0.9±..±1..±2Z I HJST 



TT57T" 



i.4e-05 



Protein name 



Locus Name 



hypothetical protein 



bp:SSU18930 



Acc# 



Y18930 



Description 



Sullolobus soltataricus 2 81 kb genomic DNA fragment, strain P2 . 



NT 



AA 



ORF Name 



NTID 



\2bAbA10±...c2...210. I 



AAID Length Length 
SS72 



T2W 



T37~ 



Score Probability 

m 



0.00048 



Protein name 



Locus Name 



TRK potassium uptake system protein (tritH) 
homo log 



pir :G69354 



Acc# 



G69354 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



PT75" 



Length Length 



Score Probability 



771" 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



895 



NT 



AA 



ORF Name 



NT ID 



32125280 13 154 



3354" 



AAID Length Length 

miz — 



Score Probability 



IBT" 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



ORF Name 



NT ID 



AAID Length Length Probability 



8577 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NT ID 



3356 



AAID Length Length 

wrm — 



UTPT 



WIST 



Score Probability 
TUB 



2.5e-05 



Protein name 



Locus Name 



probable araC tamily transcription regulator 



pxr :T35yo2 



Acc# 



T35902 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 




Score Probability 
I55S" 



5.4e-43 



Protein name 



Locus Name 



phosphoribosyitormimino- 5 aminoimidazole 



gp:AB00867S 



Acc# 



AB008676 



Description 

Escherichia coli 0157 DNA, map position at 46 min. , complete cds . 



896 



ORF Name 



1340^4407 ±3 158 



Protein name 



NT ID 



3358 



NT AA „ n , _ , , i _ 
_ T — ^. — _ Score Probability 
AAID Length Length JL 



B3W 



Locus Name 



Acc# 



Description 
HTCFETT 



ORF Name 



Protein name 



NTID 



imttia5...ci.„i3.a I nrres 



NT AA „ t_ ^ 
_ _ _ — L1 — L1 Score Probability 
AAID Length Length — ^ 



Locus Name 



Acc# 



Description 
INO-HIT 



ORF Name 



NTID 



AAID 



NT AA 
, — T — Score Probability 
Length Length ^ 



\±0MAia...±±...l& I [TT^TT 



S582 



|2.7e-64 



Protein name 



Locus Name 



putative membrane transport protein. 



gp:SCC7 5A 



Acc# 



AL13 3220 



Description 
Streptomyces coeiicoior cosmid. C75A. 



ORF Name 



NTID 



AAID 



NT AA , , , n , ' 

T — . , T Score Probability 
Length Length — 



3TB" 



8.0e-i7 



Protein name 



Locus Name 



hypothetical protein yscLA 



pir :G6y983 



Acc# 



G69983 



Description 



897 



NT 



AA 



ORF Name 



NTID 



AAID 



14175305 £2 12 



Length Length 

— 



Score Probability 



[8T 



Protein name 

Description 
MO-HIT ~ 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



427.0.u..±;L..17. 



8585 



Length Length 
2T7" 



Score Probability 



Protein name 

Description 
IN0-H1T 



Locus Name 



Acc# 



NT 



AA 



ORF Name 



NTID 



AAID 



&A±A&ll...al...2&$ I nrsz 



18586 



Length Length 
12 06 



Score Probability 
~ 



5.3e-52 



Protein name 



Description 



Locus Name 



lsp:HIS2__KLEPN 



Acc# 



024714 



NT 



AA 



ORF Name 



445a45fi...cl.„2&tt ......J 



NTID AAID Length Length 




TTIF 



Score Probability 
TS2 



3 ./de -07. 



Protein name 



Locus Name 



chromosome assembly protein homolog 



ir:B70356 



ACC# 



B70356 



Description 



NT 



AA 



ORF Name 



NTID 



±ll±&5.t)..±t..£ I 



AAID Length Length 
— 



£1T 



Score Probability 
TOTT7 



Protein name 



Locus Name 



hypothetical protein YHR16 7w 



pir :S52609 



Acc# 



S52609 



Description 



898 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



4875287 ci 211 



600 



|2.1e-4I 



Protein name 



Locus Name 



sp:HlfcJbj!i<JoLl 



Acc# 
P10375 



Description 



ORF Name 



NTID 



4878l2£ o2 251 



Protexn name 



diaminopimelate decarboxylase, 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



TTTT 



rrurr 



Locus Name 



pir:C70404 



5.8e-69 



Acc# 



C70404 



ORF Name 



NTID 



NT AA 0 _ 
— — , Score Probability 
AAID Length Length 



i4&a£M2...c2...a5a | 



18591 



FT7T" 



11134 



|8.6e-52 



Protein name 



Locus Name 



precursor monotunctional aspartokinase 



|gp:AF135862 



Acc# 



AF135862 



Description 

Glycine max precursor monotunctional aspartokinase mRJNiA, completecds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



4aQ15L&2L...c2L...2L2L4.. 



1 . 8e-39 



Protein name 



Locus Name 



cell division inhibitor : protein 
slrl223 -protein slr!223 



pir :S77404 



Acc# 



S77404 



Description 



899 



NT 



AA 



ORF Name 



NTID 



5i77a0!> tl 18 



AAID Length Length 



Score Probability 
|5.5e-73 



73TT 



Protein name 



Description 



Locus Name 



sp:YBIN_EC!OLI 



Acc# 
P75782 



HYPOTHETICAL Kb PROTEIN IN DtNG-GMO INTEfttitiMl C RBfllQM 



NT 



AA 



ORF Name 



NTID 



5329311 12 96 



AAID Length Length 

wn — 



TUT 



Score Probability 
12 . 8e-13 



Protein name 



Locus Name 



transcription regulator Arac/Xyis ramiiy 
homo log ydeE 



|pir:G6&777 



Acc# 



G69777 



Description 



ORF Name 



NT AA „ n , , . - . . 

— — Score Probability 
NTID AAID Length Length 



TTTT 



r77T" 



6.5e-12 



Protein name 



Locus Name 



mutator protein mutT : hypothetical protein 
S111045 : hypothetical protein slll045 



pir:SV4bU8 



Acc# 



S 74 5 08 



Description 



ORF Name 



Protein name 



NTID 



AAID 



3374 



Description 

MUTATIVE OXIDOREDtJOTAi^ 



NT AA 

— — • , Score Probability 
Length Length ~ 



TFT 



Locus Name 



sp:Y T 29J4YCTU 



Acc# 



P71564 



900 



NT 



AA 



ORF Name 



NTID 



$00677 cl 194 



TT7F" 



AAID Length Length 
F72~ 



Score Probability 



TTTT 



Protein name 



Description 



Locus Name 



Acc# 



IN0-H1T 



NT 



AA 



ORF Name 



NTID 



AAID 



§n.$:n±5....aiJiiL i nrm 



Length Length 
TZ%2 



TJTT 



Score Probability 
2.7e-23 



Protein name 



Locus Name 



cnromosome assembly protein nomolog 



bir:B70356 



Acc# 



B70356 



Description 



NT 



AA 



ORF Name 



NTID 



9A2Q£9.1...z'L..2l6. I [H77 



AAID Length Length 
£15 



Score Probability 



8599 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
TIT 



Score Probability 
3.0e~10 



Protein name 



Description 



Locus Name 



gp:AB00670^ 



Acc# 



AB006709 



Vibrio alginolyticus rpoN gene tor RNA polymerase sigma tactor N, partial 
and complete cds . 



901 



• 



ORF Name 



14508412 c3 77 



Protein name 



NTID 



AAID 



TTTT 



NT AA 

— — Score Pr obability 
Length Length 



[173 1 1535 



[T5S - 



Locus Name 



|i.6e-ii 



Acc# 



Description 



(VEGETATIVE EkO'l'dlN 300) (VE03 0U) 



|sp:RL10_HAcJiW 



P42923 



ORF Name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



l$£2715i rl ib 



Protein name 



TST" 



Locus Name 



I2.3e-3S 



Acc# 



nypothetxcal protein RPbib 



Description 



|pir:F71£5y 



F71655 



ORF Name 



NTID 



NT AA 

— — , Score Probability 
AAID Length Length — ' — 



Protein name 



5^T 



1752 



1077 



Locus Name 



S.6e-10y 



Acc# 



aminopeptidase p 



Description 



l gp:DME131^2U 



AJ131920 



Drosophila meianogascer Dammopep-p gene, partial. 



ORF Name 



Protein name 



NTID 



— — , Score Probability 
AAID Length Length 



1200 



Locus Name 



5.5e-2i^ 



Acc# 



Description 



Bp:EFTU_faAcJFk 



P33165 



ELONGATION F AC T OR TU (JblF-TU) 



902 



NT 



AA 



ORF Name 



24407752 c2 67 



NT ID 




AAID 



Length Length 
T5T* 



Score Probability 
1 . 3e-41 



Protein name 



Description 



Locus Name 



sp:RLli_MYOTU 



Acc# 



P96931 



5 R1B0S0MAL MwMHBIN Lll 



NT 



AA 



ORF Name 



NT ID 



AAID 



"274036 ±1 12 



Length Length 



Score Probability 
3.2e~06 



[TOT 



Protein name 



Locus Name 



hypothetical protein PH1485 



|pir:H71023 



Acc# 



H71023 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



!2.aa5L6.3.7....ai...5.y.., 



ZZ1 13385 



8607 



Length Length 



Score Probability 
0 . 00012 



ST 



Protein name 



Locus Name 



SecE protein 



bir:JE0331 



Acc# 



JE0331 



Description 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length — ■ — A ~ 



\U±l&2B.l...zl.J£. I |TJ5ff 



7F" 



1.4e-i2 



Protein name 
Description 

50£ RlfeOSOMAL SfeoTUlW LI 



Locus Name 



spiRLiJIAUIN 



Acc# 



P44342 



903 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



c2 60 



TX£7~ 



|4.ie-36 



Protein name 



Locus Name 



3-deoxy-manno-octu±osomc acid transterase 



gp:SMUS^B44 



Acc# 



U52844 



Description 



Serratia marcescens putative glycosyitranst erase, " 
putativeglycosyltransf erase, putative heptosyllll transferase 
(waaQ) , 3-deoxy-manno-octulosonic acid transferase (waaA) , 
glucosyltransf erase (waaE) , and KdtB (kdtB) genes, complete cds; and 
Fpg(fpg) gene, partial cds . , _ 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


A2^.M2....c2....^ 


3388 


8610 


308 


927 507 


i.7e-48 


Protein name 








Locus Name 


Acc# 



tyrosine recombinase xeru 



gp:AF093b48 



AF093548 



Description 

Staphylococcus aureus tyro sine recombinase xerD ixerD) gene , complete cas . 







NT 


AA 

— , Score 


Probability 


ORF Name 


NTID AAID 


Length 


Length 


.U12l2h....Q2...£& 


338$ 8611 


190 


573 384 


1.8e-3.5 



Protein name 



Locus Name 



99% identity over 181 ammo acids witn is. 
coli 



gp : STYS'l'MJ?'! 



Acc# 



AF170176 



Description 



Salmonella typhimurium rragmenc stmki . 







NT 


AA 

— , Score 


Probability 


ORF Name 


NTID AAID 


Length 


Length 






5M75.G.7.....c2...£.a 


3390 8612 


180 " 


543 463 




7.6e-44 



Protein name 



Locus Name 



Acc# 
Q07976 



Description 

503 RXBO^OMAL PKoTrilJsl LI 



904 




ORF Name NTID 


AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


6839052_cl_56 5391 


8613 


89 270 13H 


z . ie- u y 


Protein name 






Locus Name 


Acc# 








sp:RS2I_B0RBU 


051271 


Description 










30S RISoSOMAL PROTEIN S'zl 








1 


ORF Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


7SiS36_ - cS_78 3392 


8614 


138 417 339 


1 „ Oe- 3 0 


Protein name 






Locus Name 


Acc# 








sp:£L7_HAl!lN 


P44348 


Description 










BOS RIBOSOMAL PkOTEiW L7/L12 








1 


ORF Name NTID 


AAID 


NT 

Length 


AA 

— , Score 
Length 


Probability 


aasai&Lc^a 5393 




957 2871 1716 


1.5e-228 


Protein name 






Locus Name 


Acc# 


RNA polymerase B-subunit 




AF087812 


Description 




Legioneiia pneumophila MA poiymerase B-suounit ^rpoB) gene, complete cds; 
and RNA polymerase B'-subunit (rpoC) gene, partialcds. 




ORF Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


tieSAlll^tl^l , 3394 


8£16 


595 1788 103 


i.Se-07 


Protein name 






Locus Name 


Acc# 


unJcnown 


gp:U9677l 


U96771 



Description 



Prevotella bryantii putative polygalacturonase, B-i, 4-enaogiucanase, and 
mannanase genes, complete cds; and unknowngenes . 



905 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probab ility 



24415717 13 4 



7T 



l.Se-OS 



Protein name 



Description 



Locus Name 
sp : SUCCJI'HKJj'L ' 



Acc# 



P25126 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



33524216 i'2 1 



TOTS" 



3TT 



|2.0e-42 



Protein name 



Locus Name 



115-K outer membrane protein precursor : sus(J 
protein 



Description 



|pir:Je6027 



Acc# 



JC6027 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length ~ 



TJTT 



1218 



7TT 



i.Se-72 



Protein name 



Locus Name 



putative Hydrolase 



IgprSCMIi 



Acc# 



AL133278 



Description 

Streptomyces coelicoior cosmia Mil, 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



2Li3.1.7.D.5.2...t2....1^ 



3398 



I207S 



2.2e-18 



Protein name 



Locus Name 



hypothetical protein TMU^yu 



|pir:V723^ 



Acc# 
F72395 



Description 



906 



NT 



AA 



ORF Name 



NT ID 



3TW 



AAID Length Length 




Score Probability 
|5.5e-09 



165 



Protein name 



Description 



Locus Name 



gp:BOUiblVy 



Acc# 



U15179 



Bacteroides ovatus arabmosi dase (asdll) gene, complete eels anaputative 
transketolase, partial cds. 



NT 



AA 



ORF Name 



NTID 



AAID 



314377^2 tl y 



3400 



8622 



Length Length 
735 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 
MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
TSl 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


^MAb^al^lA 


3402 6624 


371 


1116 


102 


0.017 



Protein name 



Locus Name 



encto-al, 5-arabinanase 



|gp:PPMliA 



Acc# 
Y10458 



Description 

P. tluorescens arbA gene ror endo-ai , 5-araJDinanase . 



907 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



I075I!4bO tJ y 



TTZT 



2 . 2e-89 



Protein name 



Locus Name 



IsptHmjsWuLl 



Acc# 



P10089 



Description 

aEMOLYfcjlN SECftffJ L 'loN ATP-kl^Dl NG PROTElKf, cJHROMuduMAL 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 

vn — 



Score Probability 



TuT" 



Locus Name 



Acc# 



Description 



wo-hit 



ORF Name 



\ZA6AA±±^±JL..±.. 



Protein name 



NTID 



3405 



AAID 



— — Score Probability 
Length Length 

ZT2 ' 



AA 



Locus Name 



Acc# 



Description 
N0-U1T 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



TOTS" 



72TT 



|4.§e-0B 



Locus Name 



glycosyltranst erase 



l gp:AFi46b32 



Acc# 



AF146532 



Description 

Klebsiella pneumoniae waa gene cluster. 



□ 



908 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 
£TJF~ 



— Score Probability 



WIT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



Description 



NT ID 



AAID 



— — Score Probability 
Length Length 



11A1^2.±'L.± I 



1ZT 



S.3e-54 



Locus Name 



Acc# 



P73241 



CATIOMf-TRAMgfok'l ' lN a ATPA^U Jr>AcJ^ , 



ORF Name 



NT ID 



4as.ifti2L4...ai...5i.. 



8631 



Protein name 



hypothetical protein PfB022bc 



Description 



NT — Score Probability 



AAID Length Length 



WT 



TUT 



T7T 



Locus Name 



bir:E7l620 



Acc# 



E71620 



ORF Name 



4ftft2Lttl24...c^„.ti 



Protein name 



NTID 



hypothetical protein p^ l i3022bc 



Description 



— — Score Probability 



AAID Length Length 



T5T 



TSTT 



Locus Name 



bir:E7ib20 



1.2e-ll 



ACC# 



E71620 



909 



NT 



AA 



ORF Name 



NT ID 



[48828124 c^ ±0 



13 4 IT 



AAID Length Length 




Score 



1ST 



150" 



Probability 
0.0053 



Protein name 



Locus Name 



translation initiation tactor elF-2 oeta 
chain 



pir :TlVlu4 



Acc# 



T17104 



Description 



NT 



AA 



ORF Name 



NT ID 



AAIP Length Length 



i25.m:/.^cz^ii&.. 



ITT 



Score Probability 
|2.2e-l± 



Protein name 



Locus Name 



HSK outer membrane protein precursor 
protein 



:SusC 



bir;J(^u27 



Acc# 



JC6027 



Description 



ORF Name 



NT ID 



AAID 



NT AA Score 
Length Length - 



l5.0A0.3.2.7....Gl...au„ 



3413 



T90~ 



57T 



Probability 
|2.7e-l6 



Protein name 



Description 



Locus Name 



sp:YM6 7_Ak<J^U 



Acc# 



028017 



(EC 1.- 



ORF Name 



NT ID 



AAID 



NT 

Length Length 



AA 

— , Score 



UTTT 



ITT 



Protein name 
Description 



Locus Name 



Probability 



Acc# 



[NO-HIT 



910 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



20336010 i'2 bu 



3 . Be-06 



Protein name 



Locus Name 



endo-l,4-beta-xy±anase nomoiog y^eA 



Ipir:a6t>ri49 



Acc# 



G69849 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



8638 



F7T" 



2UT5" 



1.6e-16S> 



Protein name 



Locus Name 



nypotnetical protein 



gp:MU433bl 



Acc# 



AJ243361 



Description 

Prevotella aibensis UK* 1 !, isolate jyijJS4, 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



5639 



Protein name 



Locus Name 



nypotnetical protein 



Acc# 



S76257 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2.am7.^™ci™ai...: 


341& 


8640 


737 


2214 


1460 


9.0e-161 



Protein name 



Locus Name 



probable copper- transporting ATPase, yvgx 



pir :E7QU41 



Acc# 



E70041 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



124475400 tl 2 



5419 



TUT 



16 .4e-08 



Protein name 



Locus Name 



response regulator 



|gp:PPUVl8^4b 



Acc# 



Y18245 



Description 



Pseudomonas putida todX, tod*', fcod Ci, todCa, todb, todA, toa^toa^ coaii, 
todl, todH, todS, todT genes. 



ORF Name 



124806562 tl b 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



— Score Probability 



UT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



Length Length 




TUT 



Score Probability 
§.7e-24 



Locus Name 



sp-.XVN^U'i'i-'i 



Acc# 



P26223 



D-XVLAisI X V L AN OH V L?ku LA& LI B) 



ORF Name 



NTID 



NT — score Probability 



AAID Length Length 



IBSAlUlb^aL^A 



ITST 



B.7e-07 



Protein name 



Locus Name 



mercury reductase nomolog 



|pir:I64i0y 



Acc# 



164109 



Description 



912 



ORF Name 


NT ID 


AAID 


NT AA 
Length Length 


Score 


Probability 


2628130U Jrl_lb 


3423 


8645 


106 321 






Protein name 






Locus 


Name 


Acc# 


Description 












NO-HIT | 


ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


afl53.a^2..±2L...iii 


3424 


8646 


282 849 


102 


0 . 023 


Protein name 






LOCUS 


Name 


Acc# 








gp:AF02b3yb 


AF025396 


Description 












Vibrio anguiliarum rrJD region, partial 


sequence . 






ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


actai&iai^ti^fii 


3425 


8547 


467 1404 


255 


2.6e-l$ 


Protein name 






Locus 


Name 


Acc# 








sprftEtiL! 


_BACsJU 


P35164 


Description 












SENSOR PROTEIN kklSE, 








i 


ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


llB&l&XL^l^l 


3424 


8648 


282 849 


419 


3.5e-39 



Protein name 



Locus Name 



lipoate-protem iigase b 



|gp:AFlb367^ 



Acc# 



AF153678 



Description 



Myxococcus xanthus iipoic acia synthetase precursor, 
lipoamideacyltransf erase, and lipoate-protein ligase B genes, 
cds;and unknown genes. 



complete 



913 



NT 



AA 



ORF Name 



NT ID 



3221S&16 ±3 78 



t — T — ' Score Probability 
AAID Length Length JL 



T7TT 



b\4e-34 



Protein name 



Locus Name 



|sp:YCBL__ECOLI 



Acc# 
P75849 



Description 

HYPOTHETICAL 23. S KD SfcOTfiltt IN MURB-AS£>C 1WTERGENIC REGION 



NT 



AA 



ORF Name 



NTID 



AAID 



3360312S cl 100 



Length Length 
P^u 



Score Probability 
ITS 



|4.3e-05 



Protein name 



Locus Name 



hypothetical protein PH0362 



pir;G71143 



Acc# 



G71143 



Description 



NT 



AA 



ORF Name 



NTID 



3429 



AAID Length Length 
[3551 — 



Score Probability 
T7T 



5. ie-11 



Protein name 



Locus Name 



regulatory protein 



|gp:AF03623¥" 



Acc# 



AF036244 



Description 



Azotobacter chroococcum 4-hydroxybenzoate hydroxylase (po&A; gene, partial 
cds; and regulatory protein (pobR) gene, complete cds . 



NT 



AA 



ORF Name 



NTID 



3MuS.&0...±2....5d 1 



AAID Length Length 
SZZZ 



7TT 



Score Probability 




3 . 7e-19 



Protein name 
Description 

GLUCOSE INHIBITED DIVISION PROTEIN B 



Locus Name 



sp:GIDB_BACSU 



Acc# 



P25813 



914 



OP TP Name NT ID 


AAID 


NT AA 

— Score 

Length Length 


Probability 


FU¥u"10_t2_44 3431 


8653 


TT3 1405 127 


3.1e-08 | 




Protein name 






Locus Name 


Acc# 




hypothetical protein APEi4bb 




1 


pir:G72624 


G72624 


Description 


opt? Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 
1.2e-63 


KlSl^O^t^lb. 343 2 


8654 | 


338 101/ bSU 






Protein name 






Locus Name 


Acc# 




transcription regulator JNtru 


tamiiy 


i 


pir:C70Jyb 


C70396 


Description 


ORF Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


t 


£fi4.7:i£Ct...ai...iaa 343 3 


8655 


158 477 iui 


0.0015 




Protein name 






Locus Name 


Ac6# 




chitmase IV precursor 




i 


gp:AHl2ybb 


AF112966 




Description 












Triticum aestivum cmtmase 


IV precursor (Cht4) mRNA, complete uua, j 




ORF Name NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




iai&a&kA™ti«M 3434 


8656 


4JJ 






Protein name 






Locus Name 


Acc# 




Description 












bTO-HIT 1 




ORF Name NTID 


AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 
" 5.1e-0b 




±05±9A2.±l..2b. 3435 


8657 " 


266 801 131 






Protein name 






Locus Name 


Acc# 




hypothetical protein AF2^yy 


pir:C6*)bi7 


C69537 



Description 



915 



ORF Name 



NT ID 



NT AA 

_ „ „ — j — , Score Probability 
AAID Length Length JL 



8658 



PES- 



O'S - 



3 .8e-07" 



Protein name 



Locus Name 



Acc# 



hypothetical protein PAB07 90 



pir:UVBflya 



H75098 



Description 



ORF Name 



NTID 



NT AA o ^ , , , . 
_ — _ — _ S core P robab ility 
AAID Length Length — JL 



0 . 0014 



Protein name 



Description 



Locus Name 



gp:D42067 



Acc# 



D42067 



Porphyromonas gingivalis DNA lor Fimbrilm, ORFl - 4 , complete cds . 



ORF Name 



NTID 



lflfi5fl.7.fll...tl,.51 1 HTSS 



Protein name 



NT AA 
» — ^ „ — Ll Score Probability 
AAID Length Length JL 



FT" 



Locus Name 



Acc# 



Description 
NO-HIT 



ORF Name 



Protein name 



NTID 



NT AA 
x — _ — _ S core P robabi lity 
AAID Length Length 



TUT 



ST 



0.023 



Locus Name 



Acc# 



L. lactis predicted coding region ORF00061 



gp:Afi001272 



AE001272 



Description 

Lactococcus lactis DPC3147 piasmid pMRCOl, complete plasmidsequence . 



916 



ORF Name 



H17142 c2 481 



Protein name 



NT ID 



13440 



hypothetical protein 



Description 



NT 



AA 



AAID Length Length 

m%2 — 



Score Probability 
T01 



Locus Name 



pir :S76925 



b.4e-27 



Acc# 
S76925 



ORF Name 



:LX8.3.48.a.7....a;L.3.46... 



Protein name 

Description 
NO-HIT 



NT 



AA 



NTID 



AAID 



8663 



Length Length 
7T~ 



Score Probability 



Locus Name 



Acc# 



%4 

!;. ' si 

lit 

us m 

!'U 



ORF Name 



NTID 



AAID 



m0.25.2..±2...11& I |3Z*3 



Protein name 



conserved hypothetical protein ymcLA 



Description 



NT AA 
— — Score 
Length Length 



5TT 



1542 



Locus Name 



pir:F«§84 



Probability 
7 . oe-121 



Acc# 



F69884 



NT 



AA 



ORF Name 



NTID 



AAID 



Protein name 

Description 
UsJO-HIT 



Length Length 
5I~ 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



NTID 



AAID 



NT AA , , . , . 
— — Score Probability 
Length Length 



T2T 



|3.ie-0S 



Locus Name 



hypothetical protein PAB1224 



pir :A75022 



ACC# 



A75022 



Description 



917 



ORF Name 



Protein name 



NT ID 



— — Score Probability 

AAID Length Length 



3T¥1T 



DNA helicase reiatea protein 



Description 



WIT 



Locus Name 



pir:Hfo^lfoi 



2 . 9e-79 



Acc# 



H69163 



i n 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



15445 



313" 



TUTT 



1.6e-07 



Protein name 



Locus Name 



transmembrane sensor 



lgp:Aiy0bi6yl 



Acc# 



AF051691 



Description 



Pseudomonas aeruginosa stress tactor A ipsiAj , ecf sigma tactonnuij, 
transmembrane sensor (fiuR) , and hydroxamate-typef errisiderophore receptor 
fiuA) genes, complete cds . 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


i2£am^ti«.i:A 


3447 


8669 


53 


192 








Protein name 








LOCUS 


Name 




Acc# 


Description 
















NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

Length 


Score 


Pr 


obability 


12T10±b±.±2..±±± 


3448 


8570 


285 


870 


128 




1. 0e-0b 



Protein name 



Locus Name 



hypotnetical protein 



|gp:MT24yi8b 



Acc# 



AJ249385 



Description 

Pseudomonas stutzeri pilT, piia , OkV± (partial) and orf^ ^partial ) genes . 



918 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



3449 



J7T 



1122 



Probability 
0.030 



Protein name 



Locus Name 



neurorilament protein H torm tiA (repetitive 
region) 



pir :B4J4^: ) 



Acc# 



B43427 



Description 



ORF Name 



NTID 



AAID 



NT AA 

— Score 
Length Length 



infta^n^tija I p^u 



Probability 
II . 7e-2i 



Protein name 



Locus Name 



Acc# 



Q45119 



Description 

TRAN^PO^A^li! J?'Ok 1JN5ERTI0.N SE QUENCE ELEMENT 1^1 -LIKE 



ORF Name 



NTID 



AAID 



NT 

Length Length 



AA 

— , Score 



143.M0.10....cl..,.i9.1.. 



3451 



TJT 



WIT 



Probability 
|2.0e-59 



Protein name 



Locus Name 



probaJDle ion transporter 



] |P ir:E7!347tr 



Acc# 



E75470 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



l±5.0±±&l)..±L.As. 



3 



JT5T 



Length Length 
F^TS 



Score 



T49 



7T~ 



Probability 
0.040 



Protein name 



Description 



Locus Name 



sp:TXMA_DEi^Po' 



Acc# 



P80494 



MU5CAkl^JiC ALP HA (M'l'-ALkWA) 



ORF Name 



NT ID 



AAID 



14750202 c'A 61J 



Protein name 



hypothetical protein FX 6Drz . i 



Description 



NT 



AA 



Length Length 




55 



Score Probability 
9.4e-05 



55 



Locus Name 



pir :T2083l 



ACC# 



T20831 



ORF Name 



Protein name 



Description 



NT ID 



AAID 



NT AA 

— — - Score Probability 
Length Length 



F3~ 



75" 



0.012 



Locus Name 



sp:HS_0Hl<JK 



Acc# 



P02259 



HI^TONl! Hb 



ORF Name 



15.10.5.2B.:/....t2....i:M.. 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



Length Length 




Score Probability 



55 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



Protein name 

Description 
W0-M1T 



NT 



AA 



NTID 



AAID 



Length Length 
FTT7 



Score Probability 



US" 



Locus Name 



Acc# 



920 



ORF Name 



16407262 13 222 



Protein name 



NTID 



T457 



— — Score Probability 

AAID Length Length 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



l£51JM!LtU!i4.. 



Protein name 



NTID 



1345B 



AAID 



NT 



AA 



Length Length 




Score Probability 



Locus Name 



Acc# 



Description 
[NO-HIT 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



TT9 1 JTUU 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



ST 



T3T 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



O-acetylhomoserine suirnydryxase 



— — Score Probability 
Length Length 

9.3e-II0- 



Locus Name 



H |pir:D72324" 



Acc# 



D72324 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



TIT 



T77T 



7.7e-35 



Protein name 



Locus Name 



sp:YHID_kC'oLl 



Acc# 



P26606 



Description 

HVEOTkkTlcJAL 21.1 kb EkOTklN IN £L£-HUfiB TfrjTkkc^iC region iuk*--u) 



ORF Name 



1992011 cl ibV 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
TK 



Score Probability 



91 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



IQ.O Alb.B.l^tlJll^ | 

Protein name 



772 



|1.4e-76 



Locus Name 



spiYKfiFJUOoLI 



Acc# 



P77536 



Description 

HYPOTHETICAL bi.i Kb ^kuTUlN IN klAEk- BETA INTLrgenic kkuxuN 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


mma:LcLfiiM 


.... 3465 


8687 


95 


288 


75 


0.047 



Protein name 



Locus Name 



hypotneticai protein aq_l6H0 



pir :F/o44b 



Acc# 
F70445 



Description 



922 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



HO" 



W5T 



7T 



0 . 0047 



Protein name 



Locus Name 



hypothetical protein kv06 03 



pir:P70yuy 



Acc# 



F70909 



Description 



ORF Name 



NTID 



AAID 



Protein name 



hypothetical protein phui4^i 



Description 



— — Score Probability 
Length Length 



TIT 



5.5e-lf 



Locus Name 
bir:D7l2ib 



Acc# 



D71235 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 

cnnr 



Score Probability 
10.0014 



Protein name 



Description 



Locus Name 



|sp;&QRA_>KO\/U 



ACC# 
Q52620 



REGULATORY PR0TU1JN J^gkA 



ORF Name 



NTID 



AAID 



— '— Score Probability 
Length Length 



£S 1 1X32 



Protein name 



Locus Name 



Acc# 



Description 



INO-HIT 



923 




ORF Name NT ID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 

7T"~rt fi'TX. 


2W45887J:2__i!^ 3470 8692 


281 846 luv 




Protein name 


Locus Name 


Acc# 


sensory transduction instiame Kinase 






S76818 


S111475 rprotein slll475 :protein S111475 








Description 








ORF Name NT ID AAID 


NT 
Length 


AA 

— . Score 
Length 


Probability 


ll&lLBll^al^AA. 3471 8693 


519 1560 l/xz 


3.4e-176 


Protein name 


Locus Name 


Acc# 


propionyl-CoA carboxylase 


gp:AB007000 


AB007000 


Description 




Myxocbccus xanthus MxppcB gene tor propionyi-CoA carboxylase, complete cas. 




ORF Name NT ID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


llS/XZ&ai^l^b. 3472 8694 


351 1056 94 


|0. 038 


Protein name 


Locus Name 


Acc# 


ORFiBtJ 


gp:AB00010^ 


AB000109 


Description 








"Dictyostelium discoideum mitocnondriai una, compieie sequence. 


i 


ORF Name NT ID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


llBMlll^l^Al 347J 8 6 95 


1094 3285 30U 


i.0e-47 


Protein name 


Locus Name 


Acc# 


receptor antigen (RagA) 


gp:PGIli0872 M 


AJ130872 



Description 



Porphyromonas gmgivaiis W 50 receptor antigen iragj locus encodinga ma] 
immunodominant 55kDa antigen. 



924 



ORF Name 



[ 24154^ tl tib 



Protein name 



NT ID 



NT 



AA 



AAID Length Length 

mi — 



Score Probability 



5T 



Locus Name 



Acc# 



Description 
NO-HIT 



ORF Name 



NT ID 



NT AA 

— — Score Probability 
AAID Length Length ; 



TUT 



I.4e-37 



Protein name 



Locus Name 



£NA polymerase sigma tactor sigz-UKe protein i Igp :AP13726i 



Acc# 



AF137263 



Description 

feacteroides thet aiotaomicron 30£j ribosomal protein S16 -HKeprotem, tucose 
gene cluster, and RNA polymerase sigma f actorSigZ-like protein (sigZ) genes, 
complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



llll&ati.b....al..&6.6. I 



TTHT 



TTTT 



Protein name 



Locus Name 



hypotnetical protein Jo2463 



pir:F6b02i 



Acc# 



F65021 



Description 



NT AA 

ORF Name NTID AAID Length Length 


Score 


Probability 


M22S.i26...±2...1B.^ 3477 8699 317 954 


122 


7.2e-0b 


Protein name 


Locus 


Name 


Acc# 




sp:EXSA 


_MEAE 


P26993 


Description 









925 



ORF Name 



NTID 



NT AA 

— n — , Score Probability 
AAIP Length Length i 



^42b b n2 ti a y 



|770 | |! 



E2TTT 



y . ye-48 



Protein name 



Locus Name 



Acc# 



sp:YBALJBCOLI 



Description 

ll^oTHmCAL b9,4 KB PROTEIN IN GSK-ffSk UsITBRfl B MlC MKHON 



ORF Name 



NT ID 



242333SS ci 412 



Protein name 



arsenate reductase nomolog yusi 



Description 



NT 



AA 



AAIP Length Length 
37T7I — 



TIT 



Score Probability 
B.5e~25 



Locus Name 



|pir:B7602i 



Acc# 



B70021 



ORF Name 



2&Z&U&&5l...C3,...5l:7.CL.. 



Protein name 

Description 
WO-HIT : 



NTID 



AAID 



NT AA 

— , — , . Score Probability 
Length Length -s - 



WTUT 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



AAID 



wrur 



Length Length 
TTT 



Score Probability 
0.00067 



TTTT 



Protein name 

Description 
(ENDOeLVCOSIDASS Fi*) 



Locus Name 



sp:EBA^_FLAME 



Acc# 



P36912 



926 



NT 



AA 



ORF Name 



NTID 



244071b0 t-2 170 



□ 



AAID Length Length 



Score Probability 
[4 . Oe-09 



TFT 



Protein name 



Locus Name 



pobR regulator 



lgp:Kli!Yl8b27 



Acc# 



Y18527 



Description 

Eseudomonas sp. pob A, pobk, pcau, pcaH ana pcaG genes. 



ORF Name 



NTID 



AAID 



NT 

Length Length 



AA 

— , Score 



24413147 ±2 118 



Probability 
2 . Oe-12 



Protein name 




Locus Name 


Acc# 








sp:&PS_bAcJfc{U 


032028 




Description 










nPP N^ttip. NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




2S14.7.Il^Gl^iA 5484 8706 | 


394 1185 b^i 


5.4e.-50. 




Protein name 




Locus Name 


Acc# 








sp:PNCB_EC0Li 


P18133 




Description 










NICOTIMATE PHOSPHORlliOiiVLTRANSPEkAijJjl, 


(NAPRTASE) 


i 




OPF Ntamp. NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




M4l.7.0AZ..±3....2.y.l 34 85 87 07 


228 6 


S7 124 


2.5e-06 




Protein name 


Locus Name 


Acc# 




1 isocnonsmatase nomolog ywoC 


pir:F700fo4 


F70064 




Description 











927 



ORF Name 



"24494000 ti ^0 



NTID AAID 



— — Score Probability 

Length Length 



3486 



2.2e-21 



Protein name 



Description 



Locus Name 



sp:Y(30J?'_HAJiliW 



Acc# 



P45097 



HYPOTHETICAL MoTElK T H11189 



NT mm 

— — Score Probability 
Length Length 

\TTU1 — 



AA 



ORF Name 



NTID 



AAID 



I24£334£2 c^ 630 



8702 



^7T 



Protein name 



Description 



Locus Name 



|sp:YEbi)_HAJ2liM 



Acc# 



P45213 



HYPOTHETICAL PkO ' l ' kilN H114bb 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



ITT 



|1.7e-4fe 



Protein name 



Locus Name 



hypothetical protein sCF43A.0b 



pir :T±b42# 



Acc# 



T36428 



Description 



ORF Name 



Protein name 



NT 



NTID 



AAID Length Length 



AA 

— Score Probability 



8711 



12l8 



T5T 



Locus Name 



gp: YPlU^Kb 



Description 

Yersinia pestis 102 kbases unstable region: rrom l to ny44J, 



|6.ie-0tf 



Acc# 



AL031866 



928 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



24545332 c2 477 



"3490 



8712 



¥T7~ 



Score Probability 
|6.2e-49 



Protein name 



Description 



Locus Name 



sp:YLOiJi]cJ0Ll 



Acc# 



P77211 



NT 



AA 



ORF Name 



NTID 



AAID 



24648387 is 234 



TT7TT 



Length Length 



Score Probability 
|4.$e-56 



Protein name 



Description 



Locus Name 
sprY^JbJOoLi 



Acc# 



HYPO T HE T ICAL 33.1 KB PkOTElN IN MAoC- ACPb INT-blkc^mO kklGlulvJ 



NT 



AA 



ORF Name 



NTID 



AAID 



8714 



Length Length 
TTT2 — 



443 



Score Probability 
I2.3e-113 



TTTT 



Protein name 



Description 



Locus Name 



sp:YICEJU(JoLl 



Acc# 



P27432 



HYPOTHK'l'lClAL 48.b> Kb PROl'tild IN tiLTS-dELC ! m'fclkc^Nlc rwlun 



ORF Name 



NTID 



NT AA 
— - — , Score 
AAID Length Length 



|2.i8.0.6.b.l^t^ll.A. 



Probability 
|4.4e-5.5 



Protein name 
CGI -32 protein 



Locus Name 



|gp ^'132^66 



Acc# 



AF132966 



Description 

Homo sapiens CUI-32 protein mRNA, complete cas. 



929 



ORF Name 



NT ID 



NT — score Probability 



AAID Length Length 



24870557 r2 200 



[8715 



57F" 



rrui" 



0.0042 



Protein name 



Description 



Locus Name 
sp:VG77_>W!Lb 



Acc# 



Q05292 



5BNE 77 PftOTfelN ((iJW) 



ORF Name 



NT ID 



24857852 t2 l^o 



F7T7" 



Protein name 



hypothetical protein HP0137 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



2W 



TIT 



Locus Name 
pir:A64bi7 



1.2e-05 



Acc# 



A64537 



ORF Name 



Protein name 



NTID 



'3456 



8718 



NT 



AA 



AAID Length Length 



Score Probability 



TS3~ 



raw 



Locus Name 



Acc# 



Description 



ORF Name 



Protein name 



NTID 



AAID 



TTTTT 



fibroin heavy chain ■ 



Description 



— — Score Probability 
Length Length 



TUT 



Locus Name 



pir:Bblblb 



■0.00.52 



Acc# 



B61615 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 
153 



Score Probability 



Locus Name 



Acc# 



Description 



[NO-HIT 



930 



NT 



AA 



ORF Name 



NTID 



125287817 12 146 



raw 



AAID Length Length 
1237 



Score Probability 



75" 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 

TZ% — ipff7 — 



Score Probability 
0.013 



Protein name 



Locus Name 



putative integral membrane protein 



|gp:SC51A 



Acc# 



AL121596 



Description 

Streptomyces coelicolor cosmict 51A. 



NT 



AA 



ORF Name 



NTID 



AAID 



WTZT 



Length Length 
£"¥1 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



□ 



M0.-HIT 



ORF Name 



NTID 



AAID 



aaais^&Jbi^&ft | prrr 

Protein name 
Description 



WTZF 



— — , Score Probability 
Length Length — 

1122 



TTT 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



NTID 



NT AA 

— , — , Score Probability 
AAID Length Length ^ 



26853S38 12 114 



8725 



10.00012 



Protein name 



Locus Name 



vacuolar type ATP synthase subunit 



gp:D63799 



Acc# 



D63799 



Description 

Thermus thermophilus genes, Operon of Vacuolar type ATPsyntase subunit , 
complete cds. 



NT 



AA 



ORF Name 



NTID 



2S315S3 t2 ±26 



AAID Length Length 
TT73 



Score Probability 

im — 



9.2e-13 



Protein name 



Locus Name 



115K outer membrane protein precursor : SusC 
protein 



bir:J«027 



Acc# 



JC6027 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
TTT" 



8727 



Score Probability 
TT7 



0.00023 



Protein name 



Locus Name 



unJcnown 



gp : AF1 7 52 3 3 



Acc# 



AF175293 



Description 



Enterococcus taecium strain N97-330 vanD giycopeptide resxstancegene 
cluster, complete cds; and unknown gene. 



ORF Name 



NTID 



NT AA 
^ — , — , Score Probability 
AAID Length Length ^ 



2M8.6.5.12..±I..Aa I 



§72S 



i/2e-32 



Protein name 



Locus Name 



cation ettlux system protein 



pir:C7183I 



Acc# 



C71831 



Description 



932 



ORF Name 



3027b2«7 cA 674 



Protein name 



NTID 



P3TTT 



AAID 



— — S core Probability 

Length Length 



T5T 



1185 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



W7TU- 



6 .46-182 



Protein name 



Locus Name 



sp:IML)H_Tkl^U 



Acc# 



P50097 



Description 



ORF Name 



NTID AAID 



— — Score Probability 
Length Length 



3.D.47.M0.R..±2...17.1 



8731 



TUT 



i.5e-l5 



Protein name 



Locus Name 



hypothetical protein UUbFZA. uac 



pir :T3b2bU 



Acc# 



T35250 



Description 



NT 



AA 



ORF Name 



NTID AAID 



3.15.I4<llA..±L..3.fo.. 



Length Length 
1308 



Score Probability 
i>.0e-b2 



HIT 



Protein name 



Locus Name 



'hypothetical protein MTH14b8 



pir :B6yQ6I 



Acc# 



B69061 



Description 



NT 



AA 



ORF Name 



NTID AAID Length Length 



Score Probability 



WTTT 



Protein name 



Locus Name 



Acc# 



Description 



[ NO-HIT 



933 



NT 



AA 



ORF Name 



NT ID 



AAID 



3512 



Length Length 
7¥T 



— Score Probability 



Para- 



protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



NT ID 



AAID 



NT AA 
- — — , Score 
Length Length — 



|125&.7.&a.7....c:i...&Aa.. 



3775" 



TOT 



TFTF 



Probability 
1.9e-26 



Protein name 



Description 



Locus Name 



sp:Y6a4__METJA 



Acc# 



Q58051 



HYPOTHETICAL J^kO' l 'EIKf MJ06 34 



NT 



ORF Name 



NTID 



AAID 



Length Length 



— , Score 



TIT 



Probability 
8 ,9e-18 



Protein name 



Locus Name 



Acc# 



.sp.rYfcANJiOoLl 



Description 

HYPO T HETICAL 14 ■ 0 KB ^kOTUm IN Pkl(J-Ak T IM'IilkciUNic Ramum 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
0.016 



3515 


8737 


404 


1215 




96 



Protein name 



Locus Name 



probable glycme-ricn secreted protein 



Acc# 



T36291 



Description 



934 



NT 



ORF Name 



NT ID 



AAID Length Length 



AA 

— Score Probability 



■33789067 c2 4S6 



77T 



2334 



Protein name 



Locus Name 



conserved hypothetical protein AFiuiV 



Description 



1 [pirrAb^iVT 



4 .6e-06 



Acc# 



A69377 



ORF Name 



Protein name 



NTID 



NT 



AAID Length Length 



AA 

Score Probability 



Locus Name 



Acc# 



Description 



INO-HIT 



ORF Name 



Protein name 



NTID 



— — Score Probability 



AAID Length Length 



8740 



T7TT 



Locus Name 



methylmalonyl-coa decarboxylase gamma chain 
PAB1771 



Description 



h?ir:F7bl3b 



1.4e-14 



Acc# 



F75135 



ORF Name 



Protein name 



NTID 



^ — score Probability 



AAID Length Length 



RRHF 



Locus Name 



sp:DHE4J3A(JTN 



Acc# 



P94598 



Description 

(NAD (\>) H-DEPENi)k!NT GLUTAMA ' i'U DEHVbku(JENAtjE) 



935 



ORF Name 



NTID 



AAID 



— — Score Probability 

Length Length 



|34254662_c2_j88 



18742 



TIT 



|1.2e-05 



Protein name 

microtilariai sheatn protein SHi^ 



Locus Name 



|gp:LSUb4bbb 



Acc# 
U54556 



Description 

Litomosoides sigmodontis microt ilariai sheath protein SHPia isnp3a)ana 





ORF Name 


NTID 


NT 

AAID Length 


AA 

— • Score 
Length 


Probability 


344952i6_cl_ibb 


3521 


§743 $36 


2811 IbiTS 


1.4e-163 


Protein name 






Locus Name 


Acc# 



slr2131 iprotein slr2131 



Description 



ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


15±lllb±.±'<t..±^. 


3522 


8744 


102 309 


83 


0.0014 


Protein name 






Locus Name 


Acc# 








sp:YOTEJ2C0LI 


P45580 


Description 












HYPOTHETICAL 12 


:« KD PROTEIN 


IN Pl!W>- 


-SSR INTERGEWIU k 


ESION (O 


109) | 


ORF Name 


NTID 


AAID 


NT AA 
Length Length 


Score 


Probability 


3£Mb.B±^c3.^b.U.b..... 


:„ 3523 


874S 


185 558 






Protein name 






Locus Name 


Acc# 



Description 



MO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO -HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



8747 



TTTe^T 



Protein name 



Locus Name 



Acc# 



CeoB 



bp:tiOJi>7042 



U97042 



Description 

Burkholderia cepacia CeoA (ceoAj and CeoB (ceoBj genes, compietecas. 



— — Score Probability 
AAID Length Length — 

mr$ — 



AA 



ORF Name 



NTID 



Ilfti6flsz...c;i...5&fi I 



IT7T" 



1352" 



|2.5e-^6 



Protein name 



Locus Name 



SmeA 



gp:AFi'^^26 



Acc# 
AF173226 



Description 



Stenotrophomonas maltophilia multidrug ertlux system smeR (smeK;,smes 
(smeS) , SmeA (smeA) , SmeB (smeB) , and SmeC (smeC) genes , complete cds . 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


iMMSiuti^is 


3527 


a 74 9 


6i 


|I86 


9B 


7.5e-0b 



Protein name 



Locus Name 



mstone Hl-iiJte protein 



pxr : JhLUbbd 



Acc# 



JH0658 



Description 



ORF Name 



3961641 t3 JOB 



Protein name 



NTID 



AAID 



3T5u~ 



NT 



AA 



Length Length 
FST 



Score Probability 



Locus Name 



Acc# 



Description 
NO -HIT : 



ORF Name 



NTID 



— — Score Probability 



AAID Length Length 



TUT" 



T5T 



2.4e-0fc* 



Protein name 



Locus Name 



transposase 



Igp iKPO^Hbb 



Acc# 



AF038866 



Description 



Sacteroides rragi iis transposon Tn5520 transposase iDipH) 
protein BmpH (bmpH) genes, complete cds . 



anclmob i 1 1 z a 1 1 on 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


Al&&i42..±i...iaA 


. 3530 




55 






Protein name 








Locus Name 


Acc# 


Description 












NO-HIT | 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— - , Score 
Length 


Probability 


4io.a$.i:/....c^„.5.i:A 


. 3531 


8753 




393 


1182 144 


- 8.7e-i4 


Protein name 








Locus Name 


Acc# 


j hypotneticai prote 


in R&-J3 8 






"| pir:D7i^0 


D71690 



Description 



938 



ORF Name 



NTID 



AAID 



~ — S core Probability 

Length Length 



T5TT 



|5.0e-134 



Protein name 



Description 



Locus Name 



|sp:ACe<J_MJi!TJA 



Acc# 
Q58626 



CARBOXYLASE,) (ACJO) 



ORF Name 



4l051b2 ci b83 



Protein name 



NTID 



AAID 



§755 



— — Score Probability 

Length Length 



TT7T 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



|4ll5^.iib....ca...4Ub... 



Protein name 



NT 



— Score Probability 



NTID 



AAID Length Length 



T3W 



T2TT 



|1.5e-12!> 



Locus Name 



sp:AL£JTJ*A<JfcJU 



Acc# 



Q45068 



Description 

AM I NO AcJID CAkklklk PkOTUlM ALdT 



ORF Name 



NTID 



AAID 



WT5T 



— — Score Probability 
Length Length 





Protein name 



Locus Name 



Acc# 



Description 
1NO-H1T 



939 



# • 



ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


4144005_±1_44 


- 3536 avbti™ 


1255 


3768 


957 


2.8e»173 | 


Protein name 


Locus Name 


Acc# 


cation etrlux system (AcrB/Acru/AcrF 


tamiiy; 




pir:U70Jyb 


G70396 


Description 


ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


±±5±5±&..±X..22& 


3537 8759 


293 


882 


414 


l.Jie-38 


Protein name 


Locus Name 


Acc# 


pyridoxal Kinase 


(pdxKj homo log 






pir:G701yb 


G70195 


Description 


ORF Name 


NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


dm^ci^l 


3536 §750 


377 


1134 


145 


l.oe-06 


Protein name 


Locus Name 


Acc# 


N-acetyimuramoyi- 


■ L-aianme amiaase homoiog 




pir:H70l77 


H70177 


Description 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


llllZA^tl^J 


3539 8751 


106 


.321 






Protein name 








Locus Name 


Acc# 


Description 














NO-HIT | 


ORF Name 


NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


ll&BM^al^Jl 


3540 8762 


62 


|ioy 






Protein name 








Locus Name 


Acc# 


Description 















iso-Hrr 



940 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score 



1445401b c2 bul 



WITT 



TUT 



Probability 
|2.0e-27 



Protein name 



Locus Name 



conserved hypothetical protein aq_!4^u 
Description 



| jpir:D704^i | 



Acc# 



D70423 



ORF Name 



NT ID 



AAID 



NT 

Length Length 



AA 

— , Score 



Probability 
| !3-.4e-09 



Protein name 



unknown 



Locus Name 
|gp:AP0a«tty7 



Acc# 



Description 



Zymomonas mobilis c osmid clone bbUJ, partial sequence. 



— — score Probability 
Length Length ™ 

zvi — 



AA 



ORF Name 



NTID 



AAID 



Protein name 
Description 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



NTID 



^ Score 
AAID Length Length 



|47.2.5.0.b.b...±i....2.M I 



18756 



[TTT 



IT7B" 



Probability 
I |2.0e-l3 



Protein name 

conserved hypothetical protein aq_bSi 



Locus Name 



bir:A7uJ74 



ACC# 



A70374 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 




Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



[NO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



5273S8tJ ti 23b 



i.4e-0B 



Protein name 



2-acylglycerophospnoetnanolamme 
acyl transferase 



Locus Name 
pir :h; /U47b 



Acc# 



E70476 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 
271 



Score Probability 



7£~ 



Protein name 



Locus Name 



Acc# 



Description 
IN0-H1T 



— , , Score Probability 

3.4e-biS 



ORF Name 



NTID 



AAID 



8770 



Length Length 



Protein name 



Locus Name 



"MA helicase related protein 



toirzHbylbJ 



Acc# 



H69163 



Description 



NT 



ORF Name 



NTID 



AAID 



wttt 



Length Length 



Score Probability 



57 



Protein name 



Description 

mo-hit : 



Locus Name 



Acc# 



942 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



WTFZ 



Score Probability- 
IS. 3e-I06 



1053 



Protein name 



Description 



Locus Name 



|sp:YFJ3Kj!!<J0Ll 



Acc# 



P76481 



Hy&OTHfiTICAL 63.6 kD PROTEIN IN ELAb-NUuN l OTfiftfllWlcj kJiiciloM 



NT 



AA 



ORF Name 



NTID 



AAID 



70345S7 ±3 ^0b 



Length Length 
I3T5 



Score Probability 



[TUT 



[ST 



0.0056 



Protein name 



Description 



Locus Name 



|sp:ZN90_HUMAN 



Acc# 
Q03938 



ZINC FINCEk kku'l ' EiN 90 (mflU E ' lNGlEk kkoT EIN iraraMiaJT; 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
WTTZ 



Score 



[T3T" 



[575~ 



[T7T" 



Probability 
|3.2e-i3 



Protein name 



Locus Name 



Ispik^H^EAE 



Acc# 



Q06198 



- Description 

kNA .frOLttMBRASE Si(JMA-fl PACl'ok (SI^MA-3U) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 




Score Probability 



TUT 



Protein name 



Description 



Locus Name 



Acc# 



M6-HIT 



943 



ORF Name 



11744515 t2 54 



Protein name 



NTID 



T5"5¥" 



AAID 



NT AA 

— ^ , — in Score Probability 
Length Length * 



F77" 



Locus Name 



Acc# 



Description 
MO-HIT 



ORF Name 



Protein name 



NTID 



^3T5" 



AAID 



377T 



NT 



AA 



Length Length 



Score Probability 



Locus Name 



Acc# 



Description 
1N0-HIT 



ORF Name 



NTID 



13.^.75.4D.l...a3....2ia I UttZ 



Protein name 



AAID 



8778 



NT AA 

— • , — ± . Score Probability 
Length Length - L - 



TFT" 



Locus Name 



Acc# 



Description 
NO-HIT 



'iy, w4 



NT 



AA 



ORF Name 



NTID 



AAID 



13.&.75.M3...±1...24 1 



WTTT 



— , — , Score Probability 
Length Length : — 

ffuTT 



Protein name 

Description 
NO-HIT 



Locus Name 



Acc# 



944 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



TUT 



Score Probability 
|4.4e-i6 



Protein name 



Description 



Locus Name 



Acc# 



sp:DBH_HAO£{T 



zi 



£)NA~B1ND1NG PkoTKIN If (Ufa.) (kU) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



ti 74 



Score Probability 
ll.7e-117 



TITBIT 



Protein name 



Locus Name 



Acc# 



083803 



Description 
ARG I N ' YL-TRNA dVNTHljTA^liI, (AkcilMlNK- 



-TRNA LlcjA^LJ) lAk(Jk^) 



NT 



AA 



ORF Name 



NTID 



AAID 



3560 



Length Length 
T7SS — 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 
[NO-HIT 



ORF Name 



NTID 



AAID 



NT 

Length Length 



AA 

— , Score 



2TTT 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



NO-HIT 



945 



ORF Name 



NT ID 



8784 



Protein name 



Hypothetical protein SC6K10 . i^c 



Description 



NT 



AA 



AAID Length Length 



Score Probability 



1101 



Locus Name 



0.037 



Acc# 



T35506 



ORF Name 



Protein name 



NT ID 



— — Score P robability 
AAID Length Length 

— 



AA 



[SIT 



Locus Name 



Acc# 



Description 
NO-HIT 



ORF Name 



Protein name 



— — Score Probability 
NT ID AAID Length Length — 

mwz — 



AA 



| 23,&251&a..±l...M I p55* 



|2 .-3e-i68 



Locus Name 



hemolysin erythrocyte lysis protein 2 



|gp:AP0B2bl6 



Acc# 
AF052516 



Description 



ftrevotella inter media hemolysin hemolytic protein, nemoiysmerytnrocyte 
lysis protein 1, and hemolysin erythrocyte lysisprotein 2 genes, complete 
cds . 



ORF Name 



NTID 



— — Score Pr obability 
AAID Length Length —■ : 



\116A6.M....al..±l\>. I 



Protein name 



Description 



Locus Name 



Acc# 



946 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



23710B77 c2 174 



1011 



M2~ 



|i.3e-94 



Protein name 



Locus Name 



protein- export membrane protein 



gp:AB0i>2abb 



Acc# 



AB022865 



Description 



Prevotella ruminicola genes tor polygalacturonase, 
xylosidase, protein-export membrane protein, complete cds . 



ORF Name 



23S2Se;i7 ci lys 



Protein name 



NTID 



NT 



AA 



AAID Length Length 
2^5 



Score Probability 



82 



Locus Name 



Acc# 



Description 



NO -HIT 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



1482 



5.2e-l3 



Protein name 



Description 



Locus Name 



sp:Y^07_MklTJA 



Acc# 



Q58317 



■HYPOTHETICAL PROTE IN MJ0a07 



NT 



ORF Name 



NTID 



AAID Length Length 



AA . 
— Score Probability 



24miaii..±2...^ 



Protein name 



Locus Name 



Acc# 



Description 



MO -HIT 



947 



ORF Name 



2433S412 c3 207 



Protein name 



NT 



AA 



NTID AAID Length Length 

WTW2 — 



Score Probability 



TTTUTT 



Locus Name 



Acc# 



Description 
NO -HIT 



ORF Name 



NTID 



NT AA 
T — _ _ — _ Score Probabi lity 
AAID Length Length • — JL 



2441Sm.„aI™lia I 



8793 



11003 I \JUT7 



13T 



2.2e-07 



Protein name 



Locus Name 



conserved Hypothetical protein aq__18 96 



|pxr:E70463 



Acc# 



E70463 



Description 



ORF Name 



NTID 



NT AA 
x — ^ — Score Probability 
AAID Length Length — ^ 



2±±29£Al.„alJ10£. I Y^TI 



8794 



TOT" 



2406 



2 .be-141 



Protein name 



Locus Name 



topoisomerase I 



gp:AF088896 



Acc# 



AF088896 



Description 



Zymomonas mobilis rosmxcL clone 42C11, complete sequence. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
8795 



Score Probability 



T7HT 



Protein name 



Locus Name 



Acc# 



Description 
MO-SIT 



948 



ORF Name 



"24650377 ±1 31 



Protein name 

Description 
W0-H1T 



NT 



AA 



NTID AAID Length Length 

T5TZ 1 — 



Score Probability 



HIT 



Locus Name 



Acc# 



ORF Name 



Protein name 

Description 
INO-HIT 



NTID 



NT AA 

— , — ■ Score Probability 
AAID Length Length A - 



8757 



TTTT 



Locus Name 



Acc# 



ORF Name 



NT 



AA 



NTID 



29;X±6.ari.±1...9.1.... J 



AAID Length Length 
— 



TITS' 



Score Probability 
TTJT~ — : 



0.011 



Protein name 



Locus Name 



rRNA metnylase tspou tamiiy) (OO, tP) 
PFB0855C 



pir:B71604 



Acc# 



B71604 



Description 



ORF Name 



Protein name 



NTID 



TF7T 



AAID 



8799 



NT AA 

ro^f-H T^t->, Score Probability 
Length Length 



Locus Name 



Acc# 



Description 
INO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 



Score Probability 



T2W 



Locus Name 



Acc# 



Description 
INO-HIT 



949 



ORF Name 



Protein name 



NTID 



mur 



NT 



AA 



AAID Length Length 

rrzwi — 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NTID 



NT — Score Probability 



AAID Length Length 



TT2~ 



0.038 



Protein name 



submaxillary mucin i 



Locus Name 
pir:T422Ji 



Acc# 



T42233 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



Protein name 



Locus Name 



probable gipu protein 



] |pir:D7i2bB " 



ACC# 



D71258 



Description 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 

3.2e-l3 : 



TUT 



T7T 



Protein name 



Locus Name 



probable gipu protein 



] jP irsD7iab8 ~ 



Acc# 



D71258 



Description 



ORF Name 



NTID 



3.5.5.8.2$.&8....g2....1^ 



Protein name 



NT 



AA 



AAID Length Length 



Score Probability 



Locus Name 



Acc# 



Description 
INO-HTT 



950 



ORF Name 



NTID 



AAID 



NT AA „ n , _ . ^ 
— , — , Score Probability 
Length Length J ~ 



36207537 tl i 



3584 



To" 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length 



lS&&6.1...c±»±±& I psrc 



8807 



TFT 



Protein name 



Locus Name 



mutator protein mutT 



Description 



pir :D64443 



ACC# 



D64443 



ORF Name 



Protein name 



JLic-1 protein D 



Description 



NTID 



AAID 



NT 



AA 



Length Length 



Score Probability 
IV 7 



Locus Name 



pir :E64128 



|4.Se-20 



Acc# 



E6-412 8 



ORF Name 



Protein name 

Description 
IMO-HIt 



NT 



AA 



NTID 



AAID 



Length Length 
77"" 



Score Probability 



Locus Name 



Acc# 



ORF Name 



4,6.aiD.ll...t.3.....7.3... 



NT 



AA 



NTID 



AAID 



3588 



Length Length 



Score Probability 
1.3e-23 



T77 



Protein name 

Description 
bNA-BlNblNG PROTEIN 11 (Hb) (HU) 



Locus Name 



Acc# 



sprDBHJBACiJT 



951 



ORF Name 



Protein name 



NT ID 



NT 



AA 



AAID Length Length 
— 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



^ — Score Probability 

AAID Length Length 



AA 



NTID 



ISMmb.^tLJLl 1 |3W 



TUTT 



[3TIT 



10.023 



Protein name 



Locus Name 
sp:YM25JWAfcJT" 



Acc# 
P40219 



Description 

HVPOTHhl'l'lCAL lb. 4 KB PftO'i'iillis) IN TIF34-^ £>1 iNTiilueiENic kk^iujnI 



ORF Name 



Protein name 



NTID 



8813 



— — score Probability 



AAID Length Length 
72? 



107 



Locus Name 



Acc# 



Description 



NO-HIT" 



ORF Name 



Protein name 



NTID 



AAID 



NT AA 
Length Length 



^ — Score Probability 



TUT 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



7134587 ±2 36 



Protein name 



NT ID 



— — Score Probability 
AAID Length Length 



1022 I nu&$ 



Locus Name 



Acc# 



Description 
NO-HIT 



ORF Name 



Protein name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



3594 



TTT 



TUT 



TUT 



5.ie-i6 



Locus Name 



glycosyl trans terase 



bp:SPAJ6i»J<> 



Acc# 



AJ006986 



Description 



Streptoc occus pneumoniae type DNA, capsular gene cluster. 



ORF Name 



Protein name 



NTID 



mT7 



— — Score Probability 



AAID Length Length 
TZ5 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NTID 



8818 



NT 



AA 



— — Score Probability 



AAID Length Length 



53" 



Locus Name 



Acc# 



Description 



IN0-H1T 



953 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



10740W6 ti 2 J J 



18819 



Protein name 



serine/ threonine protein kinase related 
protein 



Description 



Locus Name 



pir :Hbyue>4" 



7.6e-24 



Acc# 



H69064 



ORF Name 



mzsmiEzim: 



Protein name 



NT ID 



$TT2"u" 



NT 



AA. 



AAID Length Length 
523 



Score Probability 



TOT" 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NT ID 



AAID 



— — Score P robability 
Length Length 



18821 



7TT 



1.6e-43 



Locus Name 



hypothetical protein 



IgptSAUktlL) 



Acc# 



Y09927 



Description 



Staphylococcus aureus gimM gene cluster. 



ORF Name 



NT ID 



— — Score Probability 
AAID Length Length 



\±15A2tiA..±-L..15. ...I P^TJU 



[8822 



[TST 



PUT 



|2.7e-±b 



Protein name 



Locus Name 



I sprVOliJJilC'Uhl 



Acc# 



P33372 



Description 

HYPO T H E TICAL 14, b KB MOTRIN I N t>Bl>cJ- CDD IMT^kGEMlC kEciloN 



954 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 

or 



Score Probability 
F£F3 



15 .8e-4:4 



Protein name 



Description 



Locus Name 



|sp:YFl!!WJ*JoLl 



Acc# 



P77619 



HYPOTHETICAL 47.8 Kb PRO'l'lsilti 1*1 tJc^A-AMlA MUkcilWlU REAIon ^cJUk^OR 



NT 



AA 



ORF Name 



NTID 



126737S1 t2 171 



AAID Length Length 




Score Probability 



TTTT 



Protein name 



Description 



Locus Name 



Acc# 



INO-HTT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



13.£l3.7.£...cA...4fo.;L 



Protein name 



Description 



Locus Name 



Acc# 



K0-H1T 



ORF Name 



NTID 



— — Score Probability 



AAID Length Length 



TTT 



l.ie-iO 



Protein name 



Locus Name 



hypotnetical protein 



pir :&76W0 



Acc# 



S76920 



Description 



ORF Name 



NTID 



AAID 



13M&5.0.7...±1...4b... 



8827 



NT — , , Score Probability 

3.1e-13 



Length Length 



TTT 



Protein name 



Locus Name 



comEA protexn-reiatea protein 



|pir:F72301 



Acc# 



F72301 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



14257S02 240" 



Probability 
2.ie-I3 



Protein name 



hypothetical protein 



Locus Name 
~] |pxr;<iVbJVb 



Acc# 



G75375 



Description 



ORF Name 



NTID 



NT AA 

— Score 
AAID Length Length 



|144S3.6.9.1^c2^aa ...I 



vrur 



Probability 
0.0065 



Protein name 
triaciin isotorm 6 



Locus Name 



bpiAFlbbylV 



Acc# 



AF165917 



Description 

Cams tamiliaris briadm iso torm J mkNA, complete cas . 



;v ! l,f v; 



ORF Name 



NTID 



55 ^ score 

AAID Length Length 



[3W 



fTSTJTT 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



NO-HIT 



— — Score Probability 



AA 



ORF Name 



NTID 



AAID Length Length 



5.7e-il- 



Protein name 



Locus Name 



sp:CcJ£JAjl'OiiA(J 



Acc# 



P12216 



Description 



"CY T OCHROM E C BI0cjl5 NESia PROTEIN CCriA" 



956 



NT 



AA 



ORF Name 



NTID 



AAID 



1571^62 cJ Abb 



Length Length 
PTB 1 



Score Probability 



7T 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
792 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
•^TO 



T5T 



Score Probability 
I3.4e-0b 



TIT 



Protein name 



Locus Name 



interphotoreceptor retinoid- JDindmg protein ~| igp : dkknaikbj^ 



Acc# 



X85957 



Description 



Danio rerio mRNA tor interphotoreceptor retinoia-cmamg protein. 



zi 



NT 



AA 



ORF Name 



NTID 



l6.g.M5.1U...ci....4.7.1 1 



AAID Length Length 




Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



INO-HIT 



ORF Name 



NT ID 



15547990 tl b 



— — Score Probability 

AAID Length Length 

8.2e-i7 



T7TT 



TTTT 



HOT" 



Protein name 



Locus Name 
sp:OT(J_Ak(JJ?'U 



Acc# 



029013 



Description 

ORNITHINE CMfeAMo VLTRM^PHkAS E , (oTUAShi) 



ORF Name 



15727433 c3 4S»i 



Protein name 



NT ID 



AAID 



OTTT 



NT 



AA 



Length Length 
ZT1 



Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT- 



ORF Name 



Protein name 



NTID 



— — Score Probability 



AAID Length Length 
TK5 



Locus Name 



Acc# 



Description 
M0-H1T 



ORF Name 



|2.0.3.l2.S2..7...±Z...ib.b.. 



Protein name 



NTID 



— — Score Probability 



AAID Length Length 



Locus Name 



Acc# 



Description 



MO -HIT 



958 



ORF Name 
21913177 c3 446 



NTID 



— — Score Probability 

AAID Length Length 



13618" 



8840' 



T5T 



7.6e-ll 



Protein name 

transcriptxon regulator, crp tamiiy 



Locus Name 



|pir:P722Bb 



Acc# 



F72285 



Description 



ORF Name 



NTID 



AAID 



213.6.1b±i..±z...l4b... 



"SWT 



NT — , , Score Probability 

|5.1e-86 



Length Length 
TT7T 



Protein name 



Description 



Locus Name 



Acc# 



P40407 



NT 



ORF Name 



NTID 



AAID Length Length 



— score Probability 



TTIT 



2 . 2e-60 



Protein name 



Locus Name 
sp:MUkt'_bA(JSU 



Acc# 



P96613 



Description 

(D-ALANYL-D-ALANlNE -ADbiJslii ijl^VMM) 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



m£2SD.l..±3....i:ZL 



2FT 



Protein name 



Locus Name 



glutamate racemase 



] EH 



Acc# 



B70329 



Description 



959 



ORF Name 



NT ID 



— — Score Probability 

AAID Length Length 



22126 ±2 129 



MB" 



|3.1e-95 



Protein name 



sodium- dependent transporter nomoiog yocK 



Locus Name 
pir:D6yyo^ 



Acc# 



D69902 



Description 



ORF Name 



NT ID 



— — Score Probability 
AAID Length Length 



ttit 



Protein name 



Locus Name 



11SK outer membrane protein precursor : susU 
protein 



Description 



bir:J(Jb027 



1 . 5e~66 



Acc# 



JC6027 



f. Ri 



fU. 



ORF Name 



Protein name 



Description 



NTID 



AAID 



8846 



— — Score Probability 

Length Length — — — 



fT73" 



Locus Name 



Acc# 



BTO-HIT 



8 !! 



ORF Name 



Protein name 



Description 



NTID 



AAID 



— — Score Probability 
Length Length ~ 



[TT7T 



Il.0e-il9 



Locus Name 



sp : PARC_bokliU 



Acc# 
051066 



T OPOISOMUkASJai IV d UKUMIT A, 



960 



ORF Name 



\2-ym$Q6 c3 472 



Protein name 



NT 



AA 



NT ID AAID Length Length 

mzz — 



Score Probab ility 



TTT 



335 



Locus Name 



Acc# 



Description 
NO-HIT 



ORF Name 



NT ID 



AAID 



NT AA 

— _ — , Score Probability 
Length Length 



aaa3Lflm..±aL...i7.2 



2520 



TOT 



i.9e-3"8 



Protein name 



Locus Name 



outer membrane protein Omp85 



gp:AP02i245 



Acc# 



AF021245 



Description 



Neisseria meningitidis outer membrane protein Omp8 5 (omp85 J gene, complete 
cds . 



ORF Name 



NTID 



aiai£3.aa..±a...2£& i 



Protein name 



NT 



AA 



AAID Length Length 
— " 



Score Probability 



T5T 



Locus Name 



Acc# 



Description 
MO-HIT 



ORF Name 



NTID 



NT AA 
t — T — ^_ Score Probability 
AAID Length Length ^ 



|2,3.a5..7.5.5.a..±1...3.& 



2109 



I35T 



|1.6e-2S 



Protein name 



Locus Name 



Acc# 



two component sensor 



gp:AF030352 



AF030352 



Description 

Pseudomonas aeruginosa two component sensor (lemA) gene, partial cds . 



961 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



T7TT 



ll.le-12 



Protein name 



Locus Name 



Acc# 



DNA repair protein 


pir:H7^3y 


H72239 


Description 










OT?F Name NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2AD.2,5.2.7.7...±2l...I0.0. 3531 88 53 


141 426 


189 


8.2e-15. 


Protein name 




Locus Name 


jH.C^Q- tr 






sp:£ADC_BA(Jfc!ll 


Q02170 


Description 










DNA REPAIR PROTEIN RAIXJ HoMOLOci (OkFH) 






i 


OPF Name NTID AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2Liflmi6i...a3L...4i!at 3632 8854 


184 555 


171 


" i.ie-15 


Protein name 


Locus Name 


Acc# 


'immunoreactive 30KD antigen PU44 


gp:AF17b7iV 


AF175717 


Description 




Porphyromonas gingival is strain W5U 
complete cds . 


immunoreactive 3UKD andyem^** gene, 




OPF Name NTID AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


2Li^6.^..±l..,6.:/. 3633 8855 


^ 286 861 


60 7 


4.2e-by 



Protein name 



Description 



Locus Name 



[sp:YFETJJlAEIN 



Acc# 



P44862 



HYPOTHETICAL J^kOTEI N HI07b4 



962 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length " £ - 



'AiT/Om c3 498 



8856 



7^ 



10.015 



Protein name 



Locus Name 



unknown 



|gp:AF049236 



Acc# 
AF049236 



Description 



Arabidopsis thaliana putative transmembrane protein Glp (AtGl) , putative 
nuclear DNA-binding protein G2p (AtG2) , Eml protein (ATEM1) , putative 
chlorophyll synthetase (AtG4) , putative transmembrane protein G5p (AtG5) , 
putative acyl-coA dehydrogenase (AtG6) , and calcium dependent protein kinase 
crenes, complete cds,-and unknown genes . 



ORF Name 



NTID 



|2.4.4I5ja32...jc3....4fl5 J BBTF 



Protein name 



AAID 



8857 



NT AA o . _ . . n , ^ 
— , — , , Score Probability 
Length Length J - 



Locus Name 



Acc# 



Description 
[NO-HIT 



ORF Name 



Protein name 



acetate Kinase 



Description 



NTID 



AAID 



NT 



AA 



Length Length 
T2T5 — 



TOT 



Score Probability 
— 



Locus Name 



pir:H723S7 



il.5e.-125- 



Acc# 



H72397 



ORF Name 



NTID 



|2.4fi.4JLaai..±2...142 .....J I^T7 



Protein name 



AAID 



giycosyi transferase PAB0772 



Description 



NT 



AA 



Length Length 



1473 



Score Probability 
9.9e-io 



TF7 



Locus Name 



pir :B'/bQ9b 



Acc# 



B75096 



963 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



2464^7 ti 20b 



TIT 



TUT 



2.3e-42 



Protein name 



Locus Name 



sp:YOHK_li!(JOLl 



Acc# 



P33373 



Description 

HYPOTHETICAL 24. b Kb frRoTKlisi IN ^b^Cj-iTjJl ) IMffEkcjiWic rkuiun 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




24804b62_t3_229 




§561 


341 


1026 | 565 


2.3e-97 




Protein name 








Locus Name 


Acc# 


aspartate -semiaiaenyae aenyarogenase, 




1 pir:fi704bl 


B70461 


Description 












ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


2SiM0.17„.±3....21b. 


3640 


8862 


470 


1413 | 255 


2.1e-24 



sit pss 
as;' 

riJ 

'1)1 trJ 



Protein name 



Locus Name 



amiaase ennancer 



] |gp;AbolVlg7" 



Acc# 



AB017194 



Description 

Plectonema boryanum uRF27o, proline rmxnop eptidase , terreaoxrn anaamiaase 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


26.1$.$&ll^a±^lh 


364i 


8863 


242 


725 j 


365 


i.8e-33 



Protein name 



Locus Name 
| sp;YtibL_)iUuLi 



Acc# 



Q46927 



Description 

HYPOTHETICAL 2^.6 KB i>ttOTEllsl IN GCVA-MLT A l^'l'Jjk^Nic KttiiiuN 



964 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 




Score Probability 



FT 



Protein name 



Locus Name 



Acc# 



Description 
NO -HIT 



ORF Name 



NTID 



AAID 



NT AA 

„ . — Score 

Length Length 



Probability 



Protein name 

Description 
CYTOCHkoME Cbb2 



Locus Name 
sp : NkFAJUAElN 



Acc# 



P45017 



PftEOTk^Ok 



f y 
13 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score 



WIT 



Probability 
l.le-6^ 



Protein name 



Description 



Locus Name 



spiYM^J^oLi 



Acc# 



P77454 



HYPOTUKTigAL 42.9 KB J^koTlillN IM UMHA- TE^A INTijftCjRNlcJ kEcjlulsi 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



3 



Score Probability 
|2.2e-b:i 



557 



Protein name 



Locus Name 



dihydropteroate syntnase 



pir :E7^4^b 



Acc# 



E72425 



Description 



965 



ORF Name 



25414003 ±2 Il« 



Protein name 



NTID 



AAID 



8868 



NT AA 

— — Score Probability 
Length Length 



7TT 



[2TT 



Locus Name 



Acc# 



Description 



MO -HIT 



ORF Name 



2M.7.S.3.a5....cl...2^:/.., 



Protein name 



NT 



AA 



NTID 



AAID 



3647 



8869 



Length Length 

nrr 



Score Probability 
3.0e-79 



Locus Name 



nypotnetxcai protein 



Acc# 



S76532 



Description 



ORF Name 



NTID 



AAID 



29M.l&t).2.±±...6h. 



Protein name 



d- lactate dehydrogenase 



Description 



NT AA 

— — Score Prob ability 
Length Length 



3.§e-168 



Locus Name 



|pir:A7i84a 



Acc# 



A71843 



ORF Name 



NTID 



3.0.12i0.2L6.:A...al...3l5. I 



Protein name 



mil 



NT 



AA 



AAID Length Length 




Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 


NT ID 


NT AA 
— — Score 
AAID Length Length 


Probability 


3026142b_t3_ji3i 


3650 


8872 Sul5 J1803 96 


1.3e-05 




Protein name 




Locus Name 


Acc# 




unknown 




gp:U96/7i 


U96771 




Description 






Prevotella Joryantn putative 
mannanase genes, complete cds ; 


polygalacturonase , B- l , 4 - enaogxucandse , cuiu 
and unknowngenes . 






ORF Name 


NT ID 


NT AA 
— — Score 
AAID Length Length 


Probability 






3651 


WFH 341 1026 555 


| 8.3e-86 




Protein name 




Locus Name 


Acc# 




phosphotransacetyiase 


| gp:TTAJ487o 


AJ004870 


P 


Description 




li 1 ii 


Thermoanaerobacterium thermosaccharoiyticum ptaA ana ackA genes ,orn, orxz, 
orf3, orf4. 






ORF Name 


NTID 


NT AA 
— — , Score 
AAID Length Length 


Probability 


i:3 


3.iS.8.1b.0.B....cl...2y.B. 


3652 


8874 2T7 714 541 


4.1e-52 


"i't ^5f ; 


Protein name 




Locus Name 


Acc# 


%uwP 

SMlif 


| ABC transporter 




pir:H70327 


B70327 


13 


Description 








:;;(;. 


ORF Name 


NTID 


NT AA 
— — Score 
AAID Length Length 


Probability 




112±±b.li^alJ>.0.b. 


3653 


8875 TIB 587 429 


6.3e-4b 



Protein name 



Locus Name 



sp:DDL_HAK!N 



Acc# 



P44405 



Description 

D-ALAJsllNli!- -D-ALAN1NE LIGASE, ( L) - ALANY LALAbJ I Nij ^VNTMETAi^Ej 



967 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



8875" 



nrrr 



TT8" 



Protein name 



Locus Name 



Acc# 



nimB protein 



|pir:I4018i 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



— Score Probability 



8877" 



1.4e-li 



Protein name 



Locus Name 



NorA 



IgprABOlySib 



Acc# 



AB019536 



Description 



Staphylococcus aureus norA^3 gene tor NorA, complete cas . 



ORF Name 



NTID 



— — Score Probability 
AAID Length Length 



8878 



Protein name 



glutamate decarboxylase : protein 
S111641 : protein S111641 



Description 



1.6e-114 



Locus Name 



|pir:S7bibO- 



Acc# 



S75150 



ORF Name 



NTID 



\i&d£M&::l±i..m. I 



Protein name 
Description 

ELONGATION PAc^'Ok P (BP-&) 



NT 



AA 



AAID Length Length 



Score Probability 



T5T 



WIT 



3.2e-93 



Locus Name 



spzE F PJBACFk 



Acc# 



P70889 



968 



ORF Name 



NTID 



340<*5887 ci Sol 



— — Score Probability 
AAID Length Length 

B.7e-58 



Protein name 



Locus Name 



aiKaime pnospnatase 



pir :B724iU 



Acc# 



B72410 



Description 



ORF Name 



NTID 



NT — Score Probability 



AAID Length Length 



8881 



T75~ 



TTTT 



3T 



0.038 



Protein name 



Locus Name 



hypothetxcal protein sll06/o 



H jP ir: ^ 7V0b4 " 



Acc# 



S77054 



Description 



ORF Name 



NTID 



AAID 



3.5.3.4&&12..±3....i:Ab I 



— — Score Probability 
Length Length 

TZFl — 



S.$e-53 



Protein name 



Locus Name 



glutamate b-Kxnase proJ 



pir -.FbVbVA 



Acc# 



F69682 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



T7F" 



Score Probability 
2.4e-33 



Protein name 



Description 



Locus Name 



|sp:VBCb_0HE7T 



Acc# 



050310 



HYPOTHETICAL 36.7 KB PROTLIlJs l I N BCHl b'kEUluN 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
B33 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 



MO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



39237b! cl 3^4 



8885 



ITT" 



TTT 



6.3e-20 



Protein name 



Locus Name 



"conserved hypothetical protein 



bir:C!75306 



Description 



Acc# 



C75306 



ORF Name 



Protein name 



elastic titm 



Description 



NTID 



HZ — score Probability 



AAID Length Length 



0.0015 



Locus Name 



] [pir:13^4b~ 



Acc# 



138346 



ORF Name 



3.S.3.M6.2....c3....4y.Z.. 



Protein name 



NTID 



AAID 



— — Score Probability 

Length Length - 



TUT 



TTT 



Locus Name 



Acc# 



Description 



IN0-H1T 



ORF Name 



Protein name 



polyprotem 



Description 



NT 



AA 



NTID 



AAID 



Length Length 
TTTB — 



Score 



Probability 

0.013: 



Locus Name 



j |gp:AF2064¥r 



Acc# 



AF206441 



Hepatitis C virus isolate 26b po lyprotem gene, u±/u2 region, partial 



ORF Name 



NTID 



— M s core Probability 

AAID Length Length - 

0.047 



Protein name 

conserved hypothetical protein ag_34u 



Locus Name 



pir:(J7Ui30 



Acc# 



C70330 



Description 



970 



ORF Name 



14101502 cA 494 



Protein name 



NTID 



NT 



AA 



AAID Length Length 



Score Probability 



TTTT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



NT 



AA 



NTID 



AAID Length Length 



Score Probability 



410.1SAi...±^..150. I ps^r 



8891 



0.0082 



Protein name 



Locus Name 



hypotnetical protein W06B4.2 



pir :T344a^ 



Acc# 



T34482 



Description 



ORF Name 



NTID 



NT AA 

— — Score Probability 
AAID Length Length — 



13570 



Protein name 



hypothetical protein 



Description 



F7T 



Locus Name 



pir :S/byyi 



i.5er.0.S 



Acc# 



S75991 



ORF Name 



NTID 



&&±b&M..±1...116. I I^7T 



Protein name 



Description 



NT AA 

— — Score Probab ility 
AAID Length Length 



|4.ie-li 



Locus Name 



bp:HILlC3 



Acc# 



X57315 



Haemophilus influenzae nc3 locus, containing gaiis ana adK genesror 
UDP-galactose-4-epimerase and adenylate kinase. 



971 



ORF KtemP. NTID AAID 


NT 

Length 


AA 

— , Score 
Length 


Probability 


4'535957_t3_i77 3572 8894 


419 


T250 557 


1.2e-86 


Protein name 




Locus Name 


Acc# 


gamma-glutamyl pnospnate reauctase 




" gp;STPkOBA 


X92418 


Description 




S.thermophilus proB and proA genes. 




OPT? N^m<- NTID AAID 


NT 
Length 


AA 

— . Score 
Length 


Probability 


45S4587__cl_329 3573 8895 


184 " 


555 382 


2.9e-35 



Protein name 



Locus Name 



sp:VBC^e!HLVi 



Acc# 



050310 



Description 

HYPO T HETICAL Jb.V KB L>kOTkliN IN B(JHi 





ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— n Score 
Length 


Probability 


AS£.l$.21„.al..A±l 


3574 


8895 


202 


509 338 


1.3e-30 


Protein name 








Locus Name 


Acc# 



reductase 



|gp:WSU24bb4o 



Description 

Wolinella succmogenes mreB gene (partial) , nrrH, nrtA, nrr±, 



andnrtu 



genes . 



NT 



AA 



ORF Name 



4,S.9.3.3....G3....i9.b.„ 



3F7S 



NTID AAID Length Length 

Tm — 



Score Probability 



88 97 



Protein name 



Locus Name 



Acc# 



Description 



NO-HIT 



972 



NT 



AA 



ORF Name 



NTID 



4718961 c2 413 



AAID Length Length 



Score Probability 
|1.3e-08 



Protein name 



Locus Name 



protein Kinase nomolog 



pir :T4^u/7 



Acc# 



T42077 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



-JF7T 



Length Length 



Score Probability 



1027 



Protein name 



Locus Name 



Acc# 



Description 
NO-HIT 



NT 



— Score Probability 



ORF Name 



NTID 



AAID 



3 13578 



8900 



Length Length 



F7 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT" 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
TuTS — 



Score Probability 
tO.OO^U 



109 



Protein name 



hypothetical protein PABU«yb 



Locus Name 
] |P ir:(j7bu45 



Acc# 



G75045 



Description 



ORF Name 



NTID 



AAID 



— — Score Probability 
Length Length 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



973 



ORF Name 



5272813 11 63 



Protein name 



Description 



NO-HIT 



NT 



AA 



NTID 



AAID 



TZTT 



Length Length 



Score Probability 



Locus Name 



Acc# 



ORF Name 



Protein name 



NTID 



AAID 



TOUT" 



NT AA 

— — Score Prob abi lity 
Length Length 



Locus Name 



Acc# 



Description 



[NO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



hypothetical protein SPAC11E3 . 10 



Description 



NT 



AA 



Length Length 
TZZ 1 |Z3"5 



Score Probability 

o.oo6a 



Locus Name 



|pir:T37!>ia 



Acc# 



T37538 



ORF Name 



Protein name 



NTID 



1 13654 



AAID 



TOUT 



NT 



AA 



Length Length 
F3 1 



Score Probability 



Locus Name 



Acc# 



Description 



MO-HIT 



ORF Name 



Protein name 



NTID 



AAID 



TZTT 



nypotnetical protein jnpo^vv 



Description 



NT AA 

— — , Score Pro bability 
Length Length 



TIT 



ll.4e-42 



Locus Name 



bir:H714bO 



Acc# 



H71950 



974 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


67545ib_tl_77 


|3686 


8908 


455 


1368 






Protein name 








LOCUS 


Name 


Acc# 


Description 














MO -HIT 1 


ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


6.110m...cxl..A±2 


3687 




112 


339 






Protein name 








Locus 


Name 


Acc# 


Description 














NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


6&119±±£..±t>^ 


3688 


J89I0 


64 


195 


58 


| 0.0087 



Protein name 



Locus Name 



NADH dehyarogenase 1 



j j gp:AF06^I83 



Acc# 



AF069183 



Description 



Lipoiexrs gracrlx s JsIAJjH denyarogenase x gene, nix 
mitochondrial protein, partial cds . 



tochondriai geneencpamg 



51 — s core Probability 

Length Length — 





AA 



ORF Name 



NTID 



AAID 



3689 



8911 



Protein name 
Description 



Locus Name 



Acc# 



NO-HIT 



975 



ORF Name 



NT ID 



AAID 



797255 fi 173 



— — Score Probability 

Length Length ■ 

9.7e-I2 



507 



Protein name 



automembrane protein a 



Locus Name 
gp : YEOMPH 



Acc# 



Y12468 



Description 



Y.enterocoiitica ompa gene. 



ORF Name 



§15626 12 104 



Protein name 



NTID 



AAID 



NT 



AA 



Length Length 
Iffl — 



Score Probability 



TFT 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



Description 



— — Score Probability 



NTID 



AAID Length Length 



ia4&l2L±l...!i& I 13352 



8914 



$.4e~62 



Locus Name 



|sp:YB^JiA<J^U 



Acc# 



P40407 



ORF Name 



|S.SS.6.i7...±Z...liU., 



Protein name 



NTID 



— — score Probability 



AAID Length Length 



8915 



tit - 



Locus Name 



hypotneticai protein 



] |P ir:S7btt8V " 



Acc# 



S75887 



Description 



ORF Name 



NT ID 



AAID 



NT AA 

* . Score 

Length Length 



[852000 tJ> I'M 



18916 



[5FT 



[TT7~ 



Probability 
|1.8e-06 



Protein name 



peripiasmic protein 



Locus Name 
|gp:PLU2Jby2U 



Acc# 



AJ236920 



Description 



Ehotorhabdus iummescens yaeL (pa rtial), tirA ipartiai) y oma anaompn genes. 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



555077 ci 2b4 



8517 



Score Probability 
373 1 |4 . 8e-12l 



Protein name 



glycine- -tkJsiA ligase, glys :giycyi-tRNA 
synthetase :glycyl-tRNA synthetase 



Locus Name 

pir :B70146 



ACC# 



B70146 



Description 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 

nm — 



Score Probability 



ITT 



Protein name 
Description 



Locus Name 



Acc# 



IMC -HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
571 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



977 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



TFT* 



Score Probability 
l.fle-IS 



Protein name 



Locus Name 



Acc# 



P44046 



Description 

HY&OTklil'l ' lCAL ERoTljlN fllOVib 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



l0337ttiJ C2 2bb 



TIT 



TTT" 



7.8e-06 



Protein name 



Description 



Locus Name 
|sp:FAy_^^A 



Acc# 



P29251 



NT 



ORF Name 



NTID 



Trmr 



AAID Length Length 



— , Score 



rruxr 



Probability 
i.2e-29 



Protein name 



Locus Name 



nemm permease 



gp:YEHL!MfcJTUV 



Acc# 



X77867 



Description 
Y.enterocolitxca hems, nemx, 



hemU ana nemv genes , 



NT 



ORF Name 



NTID 



TTUT 



AAID Length Length 



AA 

— , Score 



7TT 



Protein name 



Description 



Locus Name 



Probability 



Acc# 



NO-HIT 



978 



NT 



AA 



ORF Name 



NT ID 



TTTJT 



AAID Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO -HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



lMllittiiU I PTUS 



— — Score Probability 
Length Length 



PITT 



Protein name 



Description 



Locus Name 



Acc# 



[NO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 
|2.Ie-39 



Protein name 



Description 



Locus Name 



spiYLCAJjl'uLl 



Acc# 



P77380 



PROBABLk! TRA^Ckl^TlONAL kEOUIATORY PkuT KIN YL(JA 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



8927 



£7T 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


I4I79057_t i„44 


370& 


8928 


60 


183 






Protein name 








Locus 


Name 


Acc# 


Description 














MO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

Length 


Score 


Probability 


i44M0.b.i..±l...lb.b. 


3707 


8929 


236 


711 


228 


6.1e-19 


Protein name 








Locus 


Name 


Acc# 



slrl879 :protein slrl879 



Description 



OFF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


H5.0.2.3.i^..c2...23.4.... 3708 893 0 




183 49 


0.046 


Protein name 




Locus Name 


Acc# 






sp:Y031_TkiilPA " 


083074 


Description 








HYPOTHETICAL WtO'i'iSIN Ttooil | 


ORF Name NTID AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


15.0.7.8A5.0^c2^7.0. 3709 8931 


492 


1479 829 




Protein name 




Locus Name 


Acc# 


| putative ettlux pump component Mtrj? 




"| gp:APl76820 


AF176820 



Description 

Neisseria gonorrhoeae strai n FAI9 putative ertlux pump com 
gene, complete cds . 



ponentMtrF tmtrF) 



980 



NT 



AA 



ORF Name 



NT ID 



AAIP Length Length 



Score Probability 



T6839502 &A i>bu 



T7TCT 



TIT 



2.2e-2± 



Protein name 



Locus Name 



hypothetical protein kABuylO 



bir:bVB048 



ACC# 



B75048 



Description 



NT 



AA 



ORF Name 



NT ID 



IS.S.5.3.40.3....c^....z:/.y. 



3711 



AAIP Length Length 

rzn 



Score Probability 



Protein name 



Locus Name 



Acc# 



Description 
MO -HIT 



NT 



AA 



— — , Score 



ORF Name 



NT ID 



AAIP Length Length 



\TTTT 



TFT 



492 



T7S~ 



Probability 
1.3e-34 



Protein name 



Description 



Locus Name 



spiPYRIJ^kAti 



Acc# 



P77919 



ASPARTATE CAkBAMu V LTRAN &j PLIkAfcj Li RE(jULA'i.'uk¥ cJriAllsl 



NT 



AA 



ORF Name 



aQA2Laa^feL»±3 L-iSi^ I W 71 ^ 



NTIP AAIP Length Length 
15535 



Score Probability 
|1.7e-14 



Protein name 



Locus Name 



hypothetical protein kHUbbb 



bir:D7llJfe 



ACC# 



D71136 



Description 



ORF Name 



NTID 



NT AA 

— Score 

AAIP Length Length 



fT7Tr 



BUT 



Probability 
7.4e-2b 



Protein name 



Locus Name 



histidine kinase sensor protein (oarAj Rvzzy | p xr :Bvib77 



Acc# 



B71677 



Pescription 



981 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



21578425 t3 ibu 



T7TF" 



HIT 



sir 



0.000BV 



Protein name 



Description 



Locus Name 



gp:D42067 



Acc# 



D42067 



Porphyromonas gm givalis DNA izor Fimbriiin, orfi-4, complete cas. 



NT 



AA 



ORF Name 



NT ID 



22272061 13 lil 



AAID Length Length 

mj$ — 



Score Probability 



[UTT 



|§.4e-7* 



Protein name 



Description 



Locus Name 



|sp:K&fta_Hl!!Li»« 



Acc# 



P56184 



PYROPHOSPHA T E gytl'rUMTArili) 



NT 



ORF Name 



NT ID 



3717 



AAID Length Length 



AA 

— Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



ORF Name 



NT ID 



AAID 



|225.1^0.0.2....cl...lV.:A.... 



TTTS" 



NT — . , Score Probability 

9.3e-22 



Length Length 
TTT7 



TFT 



Protein name 
Description 

HYPOTHET I CAL PRuTU I N MJobVb 



Locus Name 



sp:Y8 7 fl_Mli!TJA 



Acc# 
Q58288 



982 



ORF Name 



NTID 



AAID 



ci 218 



T7TT 



Protein name 



penicillin binding protein ia 



Description 



— — Score Probability 
Length Length 

2T7T5 



7W" 



459 



Locus Name 
pir:F7oJbb 



Acc# 



F70355 



ORF Name 



Protein name 



NTID 



T72TT 



AAID 



8942 



— — Score Probability 
Length Length 

nm — 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NTID 



\21&1±±&1.±±J± I 



hypothetical protein BBiib 



Description 



— — Score Probability 



AAID Length Length 



Locus Name 



jpir:«70241 



0.000^6 



Acc# 



G70241 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


aa&a^a^ai^iai 


5722 


§544 




557 






Protein name 








LOCUS 


Name 


Acc# 


Description 














MO-HIT | 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2l±±0.911.±l..±±& 


5725 


SS45 


| 137 


414 


169 





Protein name 



Locus Name 



structural protein Pb 



gp:AP1550i7 



Acc# 



AF155037 



Description 



Aiteromonas pnage, complete genome. 



983 



ORF Name 



NT ID 



NT AA 

— — Score Probability 
AAID Length Length 



24455975 12 W 



T51T 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
1456 I H?5I 



Score Probability 
5.2e-08 



P^7 



Protexn name 



Locus Name 



putative mstidme Kinase 



Acc# 



AF036964 



Description 



Lactobacillus sake putative response regulator (rrpi; and putativetiistidme 
kinase (hpkl) genes, complete cds . 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 
|5.4e-i8 



Protein name 



Locus Name 



processing proteinase sli^uuy :protem 
S112009 :protein sll2009 



pinS V' /ibb 



Acc# 



S77156 



Description 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


2±6£0M£..±1...8.5. 


3727 


9945 


318 


957 


829 


1.2e~^ 



Protein name 



Locus Name 



Acc# 



hypothetical protein 



lgp;AF0a$897 



Description 

Zymomonas moJDilis cosmid. clone 65G3, partial sequence. 



984 



NT 



AA 



ORF Name 



246422bV rl Jb 



NTID 



AAIP Length Length 
7T7 



Score Probability 



Protem name 



Description 



Locus Name 



Acc# 



INO-HIT 



NT 



AA 



ORF Name 



NTID 



2.i5.440.6.!/....al...ia0. , i rms* 



AAIP Length Length 
3TI 111035 



Score Probability 
l . 8e-44 



Protein name 



Locus Name 



Acc# 



terric enterobactin transport ATP --binding 



bpiTJfeVbjl 



Description 



Methanococcus jannaschii section 73 or 15 0 ot tne complete genome. 



ORF Name 



NTID 



TJT AA 

— — Score Probability 
AAIP Length Length 



2&6Aio:±±...cii...2$A I prrc 



Protein name 



Description 



Locus Name 



Acc# 



BTO-HIT 



NT 



ORF Name 



NTID 



AAID 



T7TT 



Length Length 



AA 

— . , Score 



Probability 
1.3e-liv 



Protein name 



Description 



Locus Name 



sp:GLYA_>JCOLl 



Acc# 



P00477 



(SHMT) 



985 



# 



NT 



ORF Name 



NTID 



AAID Length Length 



AA 

— Score Probability 



2519010 tl 31 



TTTT 



0.0040 



Protein name 



Locus Name 



Acc# 



53kDa major outer memr>rane protexn 



|gp:D3183S 



D31835 



Description 

frorphyrotnonas gingival is i)N A Jzor 53kDa major outer memaraneprotem, 
complete cds . 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


254298ll_c3__274 


3733 


8955 


468 


1407 


334 


l.Se-31 



Protein name 



Locus Name 



LisK 



gp:AP13yyuB 



Acc# 



AF139908 



Description 



Listeria monocytog enes lisR/lisK gene locus, complete sequence. 





ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


25.9..7.0.0.b.7.^tl^3.3. 


... 3734 




312 


939 


838 


1.4e-83 


Protein name 








Locus 


Name 


Acc# 










SprPVkb 




P96174 


Description 


















(ATCA5E) 














ORF Name 


NTID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


26110.±rz.±l..±62 


... 3 735 


8957 


300 


903 


345 


2.4e-31 


Protein name 








Locus 


Name 


Acc# 



APE1179 



bir:G72588 



G72588 



Description 



986 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 



Score Probability 



|2659S8«7 ci 224 



TIT 



2.3e-12 



Protein name 



probable two-component system response 
transcription regulator 



Description 



Locus Name 
pir:Ti64yy 



Acc# 



T36499 



ORF Name 



26£&D.26±.±±..±b±.. 



Protein name 



Description 
WO-HTT ' 



NTID 



AAID 



— — , Score Prob ability 
Length Length 



T7T7" 



Locus Name 



Acc# 



ORF Name 



21±15....a2...2±t>.. 



Protein name 



Description 



NT 



AA 



NTID 



AAID 



3738 



Length Length 
2TS 



Score Probability 



Locus Name 



Acc# 



MO-HIT" 



ORF Name 



\283£±&..±'2..£\L 



Protein name 



Description 



NT 



AA 



NTID AAID Length Length 

TZ% 



Score Probability 



3739 



[7B~ 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



2$2B.$2±±.±l..±±h. 



Protein name 



Description 



NT 



AA 



NTID AAID Length Length 



Score Probability 



IT 



Locus Name 



Acc# 



NO-HIT 



987 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


3008468J:3_ii6 


3741 


8963 




957 






Protein name 








Locus 


Name 


Acc# 


Description 














NO-HIT 1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

Length 


Score 


Probability 


H4aaftfi2..±i...iii 


3742 


|8964 


447 


1344 


|97 


0.010 



Protein name 



Locus Name 



VirM 



gp:ATTlAbN(Jl 



Acc# 



AF03 98-88 



Description 



Agrobactenum tumelaciens piasmid pTiASHC VirM (virM) and VirnvirLj genes , 
complete cds . 



ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


1±6£.15&L±2...&± 


.... 3743 


8$65 


451 


1356 




Protein name 








Locus Name 


Acc# 


Description 












NO-HIT | 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 




3744 




706 


2121 171 


2.4e-lS 


Protein name 








Locus Name 


Acc# 


| unKnown 








"| gp:AP007i«l 


AF007381 



Description 



Flavobacterium johnsoniae g liding mot n icy protein igiOA) gene, compiece 
cds; and unknown genes. 



988 




ORF Name 


NTID 


AA1JJ 


NT 
Length 


AA 

— , Score 
Length 


Probability 


32229687__cl_217 


374b | 


3967 


160 483 91 


\j * \j \j \j & 


Protein name 








Locus Name 


Acc# 










spiTHFS-HAEIN 


P43723 


Description 














Ai.l>kA 


-SUBUNIT 


(IHF -ALPHA) 


1 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

■ — Score 
Length 


Probability 


33465_c3__275 


3746 


8968 


233 702 18/ 




Protein name 








Locus Name 


Acc# 










sp:YVB<3_BAtJ£JU 


032244 


Description 










, 


HYPOTHETICAL 22. 


6 KD PkOTJaliN 


IN OPUCA- 


ENO INTERGEN1C REG1UJM 


I 


ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


14±6.!$.lk.±±..A± 


3747 


8969 


536 1611 44U 


2 .le-41 


Protein name 


Locus Name 


Acc# 


RprX 


gp:^9O0O 


S59000 


Description 




ORF Name 


NTID 


AAID 


NT 
Length 


AA 

— Score 
Length 


Probability 


lA215JAi)....al..J±a 


3748 


8970 


135 408 147 


2.2e-09 


Protein name 


Locus Name 


Acc# 


processing proteinase :protein 


sir!331 :protexn 


pxr:S7bb^8 


S75528 


slr!331 











Description 



989 



NT 



AA 



ORF Name 



NT ID 



AAID 



36040712 c2 292 



Length Length 
1U7~ 



Score 



PIT 



TuT~ 



Probability 



Protein name 



Locus Name 



Acc# 



Hypotneticai protein HH4b2 



gp:D90724 



Description 
Escherichia coii genomic DNA. (19.4 



- 19.8 mm; 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score 



57575 c2 244 



T7TT 



Probability 
I4.2e-162 



Protein name 



Description 



Locus Name 



sp:PTHsJ_CLoAci 



Acc# 



P13419 



NT 



AA 



ORF Name 



NT ID 



AAID 



\±i)AT116..±2.Al 



T7"5T" 



8973 



Length Length 
— 



Score 



FT7F" 



Probability 
5.6e»7a 



Protein name 



Locus Name 



115K outer membrane protein precursor 
protein 



:SUSC 



[pir:J<J6027 



Acc# 



JC6027 



Description 



NT 



AA 



ORF Name 



NTID 



AAID Length Length 
[335 " 



7T 



Score Probability 
5.0e-08 



TZ5 



Protein name 



Locus Name 



hypotneticai protein PH0719 



toir:HViiia 



Acc# 



H71118 



Description 



990 



ORF Name 



NT ID 



4484812 c2 2b l i 



Protein name 

hypothetical protein slri48b 



Description 



— — Score Probability 
AAID Length Length 

5.9e-53 



Locus Name 



Acc# 



S74454 



ORF Name 



Protein name 



NT ID 



imiuLtLm . I 



— — Score Probability 
AAID Length Length 



TIT 



Locus Name 



Acc# 



Description 



[NO-HIT 



ORF Name 



Protein name 



NT ID 



AAID 



— — Score Probability 
Length Length 



Locus Name 



Acc# 



Description 



INQ-H1T 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 

— , Score 
Length 


Probability 


4,S.8.2lia.:/....cA...116. 


3756 


8378 


390 1173 2'ft> 


7.8e-2J 


Protein name 




Locus Name 


Acc# 


transposase 


gp:AP0J8Bbb 


AF038866 


Description 



protein BmpH (bmpH) genes, complete cds. 



991 



ORF Name 



14557677 ±A 160 



Protein name 



NT ID 



TTTT 



AAID 



NT 



AA 



Length Length 



Score Probability 



Locus Name 



Acc# 



Description 



BsTO-HIT 



ORF Name 



NTID 



AAID 



NT AA 

— — , Score Probability 
Length Length 



5.116.2RS...±2...112L I 



12 ..fle-21 



Protein name 



Locus Name 



sp : PAIS JIUMAN 



Acc# 
Q15102 



Description 
■SPBIMIT) (PAF-AH GAMMA SUMJHl ' l 1 ) 



ORF Name 



Protein name 



NTID 



AAID 



NT AA „ _ , . . . . . 
— — , Score Probability 
Length Length — — 



Locus Name 



Acc# 



Description 



IN0-H1T 



ORF Name 



NTID 



NT AA ■ 

— — , Score Prob ability 
AAID Length Length 



£5L$.g.l8.2...al...m I [TTSTI 



8982 



321 



T3T 



|8.2e-l4 



Protein name 



Locus Name 



Acc# 



sp:BTUC_ECOLI 



Description 

VITAMIN 1512 TRANSPORT SYST EM PERMEASE PROTEIN BTUcJ 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 

mi — 



8983 



Score Probability 
1.3e-30 



Protein name 



Locus Name 



Acc# 



P44490 



Description 

SYMTHJiTAriJa) j-bljoXYOcJl'ULorioM ie ACID attffl&ITAsIJ) (CRri) 



ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 




Score 


Probability 


d8fii327_t3_i 4ii 


3762 




704 


2115 








Protein name 








Locus 


Name 


Acc# 


Description 
















N0-HI1' 1 


ORF Name 


NT ID 


AAID 


NT 
Length 


AA 
Length 


Score 


Probability 


lai&S^ti^ 


3763 


§585 


15$ 


477 




222 


i.2e-l7 



Protein name 



Locus Name 



probable pnospho-sugar mutase ± 



pxr :E71082 



ACC# 



E71082 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID 



!lS.S.i2ai2...cl...4 1 



18586 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HHf 



993 



ORF Name 



3&57142 ti 1 



Protein name 



• 



NT ID 



AAID 



8987 



NT 



AA 



Length Length 
TS1 



Score Probability 



76 



Locus Name 



Acc# 



Description 



MO -HIT 



ORF Name 



Protein name 



NT ID 



AAID 



NT 



AA 



Length Length 
TTT 



Score Probability 



Locus Name 



Acc# 



Description 



NO-HIT 



ORF Name 



Protein name 



NT ID 



— — Score Probability 
AAID Length Length 



TTZT 



8989 



conserved Hypothetical protein aq_ib.3U 



Description 



1083 



P^"8~ 



Locus Name 



|pir:P70440 



8.9e-34 



Acc# 



F70440 



NT 



AA 



ORF Name 



NTID 



AAID 



Length Length 
^T7 



— Score Probability 



7F 



Protein name 



Locus Name 



Acc# 



Description 



INO-HIT 



994 



NT 



AA 



ORF Name 



NTID 



I172S39I c3 S47 



AAID Length Length 

wzz — 



T5T 



Score Probability 
8.6e-S2 



Protein name 



Locus Name 



putative udp-gicnac runaecaprenylpnospnate 



gp:AF048749 



Acc# 
AF048749 



Description 



Bacteroides tragilis capsular polysaccharide biosynthesis operon, complete 
sequence. 



... ,v 



NT 



AA 



ORF Name 



NTID 



AAID 



1178127 tl S 



T77TT 



Length Length 
— 



T7T 



Score Probability 
8.8e-$8 



577 



Protein name 



Description 



Locus Name 



sp:MOC_SY^JV^ 



Acc# 



P23353 



PHOSPHOLYASJJJ 



ORF Name 



NTID 



AAID 



NT AA 

— — Score Probability 
Length Length 



T77T - 



T7TT 



TTTT 



|6.6e-04 



Protein name 



Locus Name 



GumF protein 



pir:S67855 



Acc# 



S67855 



Description 



ORF Name 



NTID 



±2i6.2A6.1..±2...X$.$. I [3775 



Protein name 



Description 



NT 



AA 



AAID Length Length 
CCSB" 



Score Probability 



[27T 



Locus Name 



Acc# 



NO-HIT 



995 



NT 



AA 



ORF Name 



NTID 



AAID 



13004675 c3 590 



ST7T 



Length Length 

urwi — 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



ORF Name 



NTID 



AAID 



NT AA 

— , — , Score Probability 
Length Length ^ 



i^siaia:/....a2...4S^ I \rrm 



8996 



Protein name 



Locus Name 



sp:VAl>l_BACNO 



Acc# 
Q46560 



Description 
VXfeULijJsJ^-ASaO^lM'klD PROTEIN I 



NT 



AA 



ORF Name 



NTID 



AAID 



3775 



Length Length 



Score Probability 



Protein name 



Description 



Locus Name 



Acc# 



NO-HIT 



NT 



AA 



ORF Name 



NTID 



AAID 



T77T 



8998 



Length Length 
1239 



TTT 



Score Probability 
2.9e-S3 



Protein name 



Locus Name 



conserved hypothetical protein 



pir :H72377 



Acc# 



H72377 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID 



3777 



8999 



Length Length 
2TT" 



Score Probability 



pur 



Protein name 



Description 



Locus Name 



Acc# 



MO-HIT 



NT 



AA 



ORF Name 



NT ID 



AAID 



i5.£.5.D.0....cl...l7.2... 



T7TS" 



9000 



Length Length 
353 



Score Probability 
i..7e-i6 



Protein name 



Locus Name 



ribosomal protein SU6 



[pir:G7030b 



Acc# 



G70305 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



TTTT 



5Tu~ 



ITT 



Protein name 



Locus Name 



hypothetical protexn TM1421 



tpir:B7l>2bb 



Acc# 



B72256 



Description 



NT 



AA 



ORF Name 



NT ID 



AAID Length Length 



Score Probability 



][ 



TOT" 



l.Oe-101 



Protein name 



Locus Name 



hypotnetical protein Rv0584 



pir:G70534 



Acc# 



G70934 



Description 



997 



# 



ORF Name 



14603388 c2 447 



NTID 




AAID 



NT AA 

— , — , Score Probability 
Length Length 



|2.1>e-37 



Protein name 



Locus Name 



BsaA 



lgp:AB013377 



Acc# 



AB013377 



Description 



Bacillus halodurans C-125 comGB and bsaA genes and tRNA-His, Aia,Arg, Gly 
and Tyr genes, complete and partial cds . 



NT 



AA 



ORF Name 



NTID 



17010542 cl 337 



TTWT 



AAID Length Length 

mm — 



F7FT 



Score Probability 
l.6e-ll2 



1111 



Protein name 



Locus Name 



beta-galactosidase, : lactase 



pir:J«S18 



Acc# 
JC5618 



Description 



ORF Name 



NTID 



AAID 



NT AA 

— — ' Score Probability 
Length Length 



1.7.6.5.6.1...Cl..Alb.., 



3783 



2.3e-58 



Protein name 



Locus Name 



hypothetical protein slr!772 



pir:S74628 



Acc# 



S74628 



Description 



ORF Name 



Protein name 



NTID 



AAID 



3784 



probable phospho- sugar mutase 2 



Description 



NT AA ^ n , 
— — , Score Pro bability 
Length Length 



471 



TOT 



Locus Name 



pir:E71082 



1.4e-67 



Acc# 



E71082 



998 



ORF Name 



NT ID 



20192257 tl 105 





NT 


AA 


AAID 


Length 


Length 


(5007 


304 | 


515 



Score Probability 
m 



i.Se-24 



Protein name 



Locus Name 



Acc# 



L42945 



Description 

Staphylococcus aureus lytS and lytR genes, complete cds . 



NT 



AA 



ORF Name 



NT ID 



AAID 



Length Length 
33 



Score Probability 



Protein name 

Description 
MO-HIT 



Locus Name 



Acc# 



ORF Name 



NTID 



AAID 



NT AA 

T ^—-. , Score Probability 
Length Length 



2Lii5flia&a2 v ±i..Aa i [ttft 



1.3e-09 



Protein name 



Locus Name 



transmembrane sensor 



gp:AF0516Sl 



Acc# 



AF051691 



Description 



PseucLomonas aeruginosa stress factor A (pslAj , ECF sigma tactor ( tiul) , 
transmembrane sensor (fiuR) , and hydroxamate- typef errisiderophore receptor 
(fiuA) genes, complete cds. 



ORF Name 



NTID 



NT AA 
, — _ r — _ Score Probability 
AAID Length Length — ^ 



2D.B.2iMS...±2...2Q8. I 



TTW 



9 . 8e-18 



Protein name 



Locus Name 



Acc# 



sprYEHUJICOLI 



Description 

HYPOTHETICAL . KB PROTEIN I N MoLk-fiflLX INTERGBNIC REGION PRECURSOR 



ORF Name 



NTID 



20704802 cl 402 



9011 



Protein name 



conserved nypotnetical protein 



Description 



NT 



AA 



. T : — L1 Score Probability 
AAID Length Length z - 



1^5" 



Locus Name 



pir :G72220 



14 . 7e-44 



Acc# 



G72220 



ORF Name 



NT AA 

NTID AAID Length Length Probability 



Protein name 

Description 
1N0-M I T 



3750 



9012 



TIF" 



Locus Name 



Acc# 



ORF Name 



2.2.11ft7.b.6...±I...3.i.. 



Protein name 



NT 



AA 



NTID 



AAID Length Length Probability 

wun — 



T5W 



4 . 9e-49 



Locus Name 



nypotnetical protein jnpino 



pir :A71849 



Acc# 



A71849 



Description 



ORF Name 



NTID 



NT AA 
„ T — T — ^. Score Probability 
AAID Length Length JL 



Z2.3.uaaa^...t.i...3.3.„ 



TTWT 



MIT" 



0.0040 



Protein name 



Locus Name 



DbhB 



gp:AF110185 



Acc# 



AF110185 



Description 



BurKiioiaena pseuaomaiiei strain 1026b DbhB {dbhLi) , generalsecretory : — 

pathway protein D (gspD) , general secretory pathwayprotein E (gspE) , general 
secretory pathway protein F (gspF) , GspC(gspC), general secretory pathway 
protein G (gspG) , generalsecretory pathway protein H (gspH) , general 
secretory pathw ayprotein I (crspl) , general secretory pathway protein J 



1000 



